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Annotation workflow and data implementations

Supplemental Figure S3.  A schematic diagram of the database structure of TriFLDB together with that of TriMEDB. The upper part is basically the same as presented in supplemental Fig s2 of Mochida et al. (2008),
who investigated TriMEDB. The current version of TriFLDB and its relationship with TriMEDB (blue arrows) are depicted in the diagram showing the data handling and generated relational tables of the datasets with
the corresponding web interfaces.
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