
Figure S8
1 1 1 2 2 2 2 2 4 4 4 4 4 5 5 5 5 6 6 7 7 7 7 7 7 7 7 bold vertical lines separate different PCR products
1 2 3 1 2 3 4 5 1 2 3 4 5 1 2 3 4 1 2 1 2 3 4 5 6 7 8 gray Hpa II CpG

Heart 1 ■ ■  ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■  ■ ■ ■ ■  ■ ■  ■ Methylated
2 ■  ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■   ■ ■ ■ ■  ■ ■   Unmethylated
3  ■ ■ ■ ■ ■ ■  ■ ■ ■ ■ ■ ■ ■ ■ ■    ■ ■  ■ ■ ■ ■ No data
4    ■ ■ ■  ■ ■ ■ ■ ■ ■ ■ ■ ■    ■ ■ ■ ■    
5    ■  ■ ■ ■ ■ ■ ■ ■   ■ ■ ■   ■ ■ ■ ■    
6     ■ ■ ■ ■ ■ ■ ■ ■   ■  ■   ■ ■ ■ ■    
7    ■ ■   ■ ■ ■ ■  ■    ■   ■ ■ ■ ■    
8    ■  ■  ■ ■  ■ ■ ■    ■          ■
9         ■  ■ ■               

10          ■                 
11                       
12             

Total Me 2 2 2 7 6 7 5 7 9 8 9 8 6 4 6 5 7 1 0 6 7 7 6 1 3 3 2
Denominator 12 12 12 12 12 12 12 12 12 12 12 12 12 10 10 10 10 11 11 11 11 11 11 11 11 11 11

Proportion Me 0.17 0.17 0.17 0.58 0.5 0.58 0.42 0.58 0.75 0.67 0.75 0.67 0.5 0.4 0.6 0.5 0.7 0.09 0 0.55 0.64 0.64 0.55 0.09 0.27 0.27 0.18 44.3% Average methylation per site 37.7% Average methylation per HpaII site

Spleen 1 ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■  ■
2 ■  ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■  ■ ■ ■ ■ ■ ■  ■
3  ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■  ■ ■  ■ ■ ■ ■ ■ ■  ■
4  ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■   ■ ■   ■ ■ ■ ■ ■ ■ ■
5  ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■  ■  ■ ■   ■ ■ ■ ■ ■ ■ ■
6  ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■ ■     ■   ■ ■ ■ ■ ■ ■ ■
7 ■   ■ ■ ■ ■ ■ ■ ■ ■ ■      ■  ■ ■ ■ ■ ■ ■  
8 ■   ■ ■ ■  ■ ■ ■ ■   ■  ■  ■ ■ ■ ■ ■ 
9 ■   ■ ■  ■ ■ ■ ■ ■   ■  ■  ■ ■ ■ ■ ■ 

10    ■ ■   ■ ■  ■ ■    ■  ■ ■ ■ ■ ■ 
11    ■     ■ ■ ■  ■  ■ ■ ■ ■ ■ 
12   

Total Me 5 5 6 11 10 8 8 10 10 10 11 9 6 4 4 2 5 9 1 8 7 11 11 11 11 7 6
Denominator 12 12 12 11 11 10 11 11 11 11 11 11 11 7 7 7 7 10 10 11 11 11 11 11 11 11 11

Proportion Me 0.42 0.42 0.5 1 0.91 0.8 0.73 0.91 0.91 0.91 1 0.82 0.55 0.57 0.57 0.29 0.71 0.9 0.1 0.73 0.64 1 1 1 1 0.64 0.55 72.4% Average methylation per site 71.2% Average methylation per HpaII site

P1 P1 P1 P1 P1 P1 P1 P1 P1 P1 P1 P1 P1 P1 P1 P1 P1 P1
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18

Heart 1    ■       ■     ■  
2             ■ ■ ■   
3    ■       ■       
4    ■       ■       
5        ■ ■         
6                 
7                 
8                  
9                  

10                 
Total Me 0 0 0 3 0 0 0 1 1 0 3 0 1 1 1 1 0 0

Denominator 10 10 10 10 10 10 10 10 7 10 10 10 10 10 10 10 10 10
Proportion Me 0 0 0 0.3 0 0 0 0.1 0.14 0 0.3 0 0.1 0.1 0.1 0.1 0 0 Average methylation per site 8.1% Average methylation per HpaII site

Spleen 1    ■      ■ ■ ■ ■ ■ ■ ■ ■
2   ■ ■     ■   ■   ■ ■ ■ ■
3    ■      ■    ■ ■ ■  ■
4    ■      ■    ■ ■ ■  ■
5    ■       ■ ■      ■
6    ■       ■ ■      ■
7      ■ ■ ■ ■         
8            ■   ■  ■ 
9            ■   ■  ■ 

10           ■    ■  
11                  
12         

Total Me 0 0 1 6 0 1 1 1 2 3 3 7 1 3 6 5 3 6
Denominator 12 12 12 12 12 12 12 12 11 11 11 11 11 11 11 11 10 11

Proportion Me 0 0 0.08 0.5 0 0.08 0.08 0.08 0.18 0.27 0.27 0.64 0.09 0.27 0.55 0.45 0.3 0.55 Average methylation per site 39.4% Average methylation per HpaII site

Heart P2:
0 of 35 sites methylated in 32 clones

Spleen P2:
2 of 35 sites methylated, in a total of 12 clones (methylated sites in separate clones)

CpG:

IN CpG ISLAND

24.5%

OUTSIDE OF ISLAND
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6.9%
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