
Figure A1. Hierarchical clustering analysis of selected memory T cell genes. The analysis 

based on the expression values of some of the genes identified by Holmes et. al [49] to 

characterise memory T cells. Samples before IL-2 withdrawal are in the light-blue columns, 

samples after IL-2 withdrawal in the navy-blue columns. Primary samples are in the yellow 

column, immortalised samples are in the green one. 

 

 


