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Supporting Information Available: Movies illustrating the device in operation. This material is via
the Internet at http://www.elsie.brandeis.edu/Protein_Site0O1/microfluidics.html .
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Figures
Figure 1. (a) Plan view of the Phase Chip. One reservoir (red) located underneath 100 wells (green
circles) is shown here. There are five such sections on the chip. (b) Vertical section of a storage well,
channel, reservoir and dialysis membrane. The device is constructed from two PDMS layers and
subsequently sealed together (Squires and Quake 2005). In the upper, thick (5 mm) layer, there are flow
channels and storage wells. In the lower, thin (40 um) layer, there is a reservoir, sealed by a 15 um thick
PDMS membrane, The reservoir is formed by spin coating a 40 um thick layer PDMS over a 25 pm
high photoresist mold (Squires and Quake 2005). (c) Photographs of surface tension guided storage of
aqueous drops into rectangular wells, without a reservoir. (d-f) Protein crystallization with reversible

dialysis. The photographs are of a sin%le 300 um diameter circular well that contains protein solution.
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