Supplementary file S2: Ramachandran evaluation plots for models of human

¢EF1A1 and eEF1A2.
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Top: Ramachandran plot scores for eEF1A1: most favored regions: 93.6%; additional

allowed regions: 5.1%; generously allowed regions: 1.1%; disallowed regions: 0.3%.



Bottom: Ramachandran plot scores for eEF1A2: most favored regions: 92%; additional
allowed regions: 6.7%; generously allowed regions: 1.3%; disallowed regions: 0%.
Ideally, one would hope to have >90% residues in the “most favored” regions of the

Ramachandran plot [1,2].
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