
Transcriptomics Proteomics
Global Ischemia

Control
CardioplegiaTissue

RNA Proteins

T ti Di ti

Preprocessing for Microarray

Hybridization

Tryptic Digestion

iTRAQ Labeling of tryptic peptides

Combine iTRAQ labeled peptides from 4 samples

Scanning

2D Fractionation of peptides using SCX and RP

Loading fractions on MALDI Plate

ABI 4700 MALDI TOF/TOF

CTR GI CP

Normalization

Differentially Expressed Genes 

Preprocessing and analysis using Protein Pilot

GI CP

Differentially Expressed proteins 
Fold change and P value

CTR GI GI CPCPCTR

Fold change and P value

GI CP

Indirect Comparison using 
pathways and GO terms

Direct Comparison using
SWISS-PROT IDs

p y

McCully et al. Figure S1


