
Figure S1: Distribution of (A) LINE elements, (B) SINE elements, (C) LTR retrotransposons, 
and (D) DNA tranposons near gene promoters at which methylation was unchanged, 
decreased, or increased from E17.5 to P21. 
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Figure S2: Venn diagrams illustrating the prevalence of polycomb targets among genes in 

which methylation was gained, unchanged, or lost from E17.5 to P21.  

 

 

 

 



 

Figure S3: Percent methylation vs. age from P21 to P120, for the six genes evaluated for 

methylation dynamics from E17.5 to P21. 

 

 

 

 

 


