Stamp Results 04/16/09

Jump to: Multiple Alignment Motif Tree Motif Matching
Input file: 12 motifs loaded

Settings: Metric=PCC, Alignment=SWU, Gap-open=1000, Gap-extend=1000, -nooverlapalign
Multiple Alignment=IR, Tree=sUPGMA, Matching against: JASPAR
Note: All results files are removed nightly at midnight EST. Please save your results by saving "Webpage,
complete".
Download results as a PDF

Click here to run STAMP again.

Multiple Alignment
(Consensus sequence representations shown, but multiple alignment was carried out on the matrices)
Motif 1: —-—————————————————————- TCAGAATTCAGTA-——————————————
Motif 2: ———————————————— TTGANATGCAAA——————————
Motif_3: -~ GGAAAAGCGCCCCAATTAGTGCCTCCCCC
Motif_4: ———-———- TCCNGATCCACACGCTACAAGGCA————————————————————
Motif_ 5: —-———-——-——————————— CAATMCMNAGNACCAG————————————————
Motif_6: ————————- ACCNYCCKNNKKTNSCAAGCYGCGG———————————m—
Motif_ 7: GCGAACCTCCGGAAGTGACAGTAACAGAGA-—————————————————————
Motif_8: —————- CAATAAYATGGATSTACACARCACATG-——————————————————
Motif_9: - CAACAAAGANCGCGCCCNCNTTTTC—————
Motif_10: ——————————————————— AAWTGCAAAT —————————— e
Motif 11: ——————————————- CCCWCCNCCCANCYCC—————m——m e —
Motif 12: ——————-————~ CACAYACRCANACACAMN-————————— e
, FEP
Familial Profile: £1
(click for matrix) CA A C
e



http://www.benoslab.pitt.edu/stamp/results/970342112_input.motifs
http://www.benoslab.pitt.edu/stamp/results/970342112.pdf
http://www.benoslab.pitt.edu/stamp/
http://www.benoslab.pitt.edu/stamp/results/970342112FBP.txt
http://www.benoslab.pitt.edu/stamp/results/970342112FBP.txt

Tree (drawn by Phylip)
Click here for Newick-format tree (viewable with MEGA)
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http://evolution.genetics.washington.edu/phylip.html
http://www.benoslab.pitt.edu/stamp/results/970342112.tree
http://www.megasoftware.net
http://www.benoslab.pitt.edu/stamp/results/970342112_tree.jpeg
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(E val: 4.8136e-11)

. Pax4
Motif 11 (E val: 6.5278e-04)
sl PAAAGS
v PN‘EJF‘QE‘%EAI;J“M?’““I o N ” q “
. MNB1A
Motif 9 (E val: 3. 1854e 04)
<GGAAL
Wt db o0 ®
' Eip74EF
Motif 6 (E val: 3. 0567e 04)
°“°Tc°AATTACATAACAA Licc AT"C
Motif 7 BLKA

(E val: 2.2790e-06)

Motif Similarity Matches

Motif_1 Votif_1_rev

TCACATTCACTA TAGTCAATCT:A
Motif 1 AL LRI R (O S A A ARLE LR &R LE
forward reverse compliment
Name E value Alignment
NR2F1 2 54136-03 —-——-TCAGAATTCAGTA
NNGKNCAAAGKTCA———

Lhx3_v2HOMEO 7.9667¢-03 TCAGAATTCAGTA-—-
———WAATTAATTAWYN
Prrx2 8.59800-03 TCAGAATTCAGTA
———TAATT————-—

mmmmmmmmmmmmmm

mmmmmmmmmmmmm
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NKX31

TCAGAATTCAGTA-
NKX3-1 9.7950e-03 ot LAAGTAT v éIAQIIA
TACTGAATTCTGA-
Pax6 1.2029¢-02 MANTSAWGCGTGAA TTCAC C%I A I
~TACTGAATTCTGA—————— , T
Staf 1.2673e-02 KCNNKGMANNMT GGGANNNN TAJICCCAICA IC&QEQ
N Lis!
-
~TACTGAATTCTGA
Lhx3 1.5097¢-02 WTAATTART————-— AITAA IA¢
TACTGAATTCTGA-——
HNF4A 2.0847e-02 ~-—TGNMCTTTGNNCY A CAAA TTQA
N NE-lappalt
TACTGAATTCTGA 1
NF-kappaB 3.2152e-02 L CeeAMTTYCO- AATLEQQ
TCAGAATTCAGTA ,
Athb-1 3.3186¢-02 A ATAATTN CAATIAIT
Motif 2 o rl AR At
forward reverse compliment
Name E value Alignment Motif
~——TTTGCATNTCAA- :
HMG-TY L7118¢-05 RTTTYKNYNTTTNTNN 8A_ AAAvJéQAé G
N SCa
~TTGANATGCAAA-
SQUA 1.0237e-03 MCAWAWATRGNAAN CAA ATA AAA
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Broad-complex_2

TTGANATGCAARA
Broad-complex_2  3.4060e-02 o AAATAGNW— ACiATTT
————— TTTGCATNTCAA 5
NR2F1 3.4076e-02 TGAMCTTTGNMCNN——— T ACCTTT e2Cex
TTTGCATNTCAA- :
HMG-1 3.9254e-02 L CANNACAAC CTJ:'C]:. _Tc
N STATL
STAT1 3.9268e-02 TTCANATCCARA-~ ‘ AAA AAACT
RGAAANNGAAACTN G e
]
RELA 4.2426e-02 TTTECATNTCAR ‘ A TT CC
~GGGANTTTCC- g<) 1| L
NRIH2RXRA .
NRIH2-RXRA  7.1076e-02 L TTOCATNTCAR" - "aal
STTGACCTTTGACCTTT Aa Ac
TTTGCATNTCAA 5
MNBIA 7.9661e-02 o eTTT AAA —
DL 2 8 28956.00 TTGANATGCAAA : T C
~GGAAAWCCCC- ey J Y BAY)
e TCOAMAT AT1TCOkxeT
MOtif_lO = 8 % mmmmmmmmmmmmmmm
forward reverse compliment
Name E value Alignment Motif
~—ATTTGCAWTT-——- :
HMG-TY 3.3314¢-06 RTTTYKNYNTTTNTNN AA AAA AAAAAT
N SQla
————AAWTGCAAAT
SQUA 9-4765¢-05 MCAWAWATRGNAAN CAAAAAAA_ AA
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Stamp Results 04/16/09

STATI 8 72060-04 ~ATTTGCAWTT——-
NAGTTTCNNTTTCY
Pax4 14392603 AAWIGCAAAT-————————-—--————

RAAWAWWWNNMNNNNNNNNNNNMNNNNYMC

Broad-complex_1 1.5224e-03 ~ATTTGCAWTT———
NWYTTGTYTATNAN
Cebpa 1.4695¢-02 ATTTGCAWTT—-
TTNNNCAAYNNN
HMG-1 1.7196e-02 AAWTGCARAT
GANNACAAC—
Ddit3-Cebpa 2.2941e-02 ——AAWTGCAAAT
GSNATTGCAYNN
NR2F1 2 43456-02 ————ATTTGCAWTT
TGAMCTTTGNMCNN
Foxa2 2.9932¢-02 AAWTGCAAAT————
——AARYAAATANTN

Motif § Motif § rev

uuuuuuuuuu

Motit 5 T
forward reverse compliment
Name E value Alignment Motif
——CTGGTNCTNKGKATTG— s
REST 9-2402¢-03 GNGCTGTCCNWGGTGCTGA @ECLTQCJ\ (LCT A
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THich Cebpa

. CTGGTNCTNKGKATTG————— .
Ddit3-Cebpa  1.3404e-02 T
pa o emmmele GSNATTGCAYNN - :T Qﬁ ..<C
ovo | 44036-02 ~CTGGTNCTNKGKATTG 3 A
’ NCNGTTACW———————~— AGT -
NRIH2RXRA
—~CAATMCMNAGNACCAG
NRI1H2-RXRA 1 -02 o
3.1690e-0 AAAGGTCAAAGGTCAAS VééA ,TCAAA TCAAS
N Ar
———-CAATMCMNAGNACCAG--
A 4.2602e-02 b A I C
f © NNNAGNACANNNTGTNCCNNMN ' cAEgcT R
. BRCAL
CTGGTNCTNKGKATTG- s
BRCAI1 4.3790e-02 &
02 SNGTTGN ) QA_A_QAC
. HMG-1
HMG-1 46224600 CAATMCMNAGNACCAG 5 TT T
: GANNACAAC-—————— c cgcailg
. INFRAC
INF354C 4.66870.02 CTGGTNCTNKGKATTG 5 C
E e GTGGAK-- =L
<na 4784600 CAATMCMNAGNACCAG
TR CACCTG AY/m A,
- il
dl 5.09596.00 CTGGTNCTNKGKATTG : C
' TNKYYNNTNNCG-——— TTngcT.[TTT
N Matif 4 ) Mot 4_rev
anTCgITCIéTQTICIECAIgQ QA A TCC AéICgACAAT9=ACAAACCA
Motif_4 rrrrrrrrrrrrrrrrrrrrrrrrrrrrrr
forward reverse compliment
Name E value Alignment Motif



Stamp Results 04/16/09

INFEAC

TGCCTTGTAGCGTGTGGATCNGGA
ZNE354C 3970505 GTGGAK-———— é;CCAC

Arnt-Abe

TCCNGATCCACACGCTACAAGGCA N
Arnt-Ahr 2.5357e-03 s
—————————— CACGCN-——————— —
N ARRL0
TCCNGATCCACACGCTACAAGGCA g,
ARRI10 6.9143e-03 : A A P
~NMRNATCT-———————=—————— n =7

N NBLY

MNBIA 1 20296-02 TGCCTTGTAGCGTGTGGATCNGGA AAA
~NCTTT-——————mm——m e r —

PBF 2 0724e-02 TCCNGATCCACACGCTACAAGGCA A A A
—————————————————— ARAGY— X

-
N EipHEF
. TGCCTTGTAGCGTGTGGATCNGGA s
Eip74EF 3.3313e-02 F~C
———————————————— YTTCCGG- CY =
. Dof2
TGCCTTGTAGCGTGTGGATCNGGA i
Dof2 4.0010e-02 CCCTICTACCOTOTEOATCREE i
NGCTTT-————————————————— ) <
. Pasd
——TGCCTTGTAGCGTGTGGATCNGGA "
Pax5 5.3635¢-02 R i (
NGNNNNNYGNWGCGKRRCSR—————— A _oa To.alciTA Yoy
- GATA2
TGCCTTGTAGCGTGTGGATCNGGA s
GATA2 5.5833¢-02 GCCTTGTAGCGTCTGGATCNGG i
——————————————— NGATN-——— .
. NFEBL
TCCNGATCCACACGCTACAAGGCA 5,
NFKBI1 5.6928e-02 & c
GGGGAATCCCC————————————— ) AAIJ;.QTCQ
. Motif § ) Motif 8_ree
Motlf_s NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
forward reverse compliment



Stamp Results 04/16/09

Name E value Alignment Motif

. Mren
CATGTGYTGTGTASATCCATRTTATTG ‘]

Mycn 7.5450e-04 : A T
CACGTG————=———————————————— AY/m
CAATAAYATGGATSTACACARCACATG n

Arnt 1.3445e-03 :
————————————————————— CACGTG A

. BRCAL
CATGTGYTGTGTASATCCATRTTATTG s

BRCA1 6.4320e-03 5

~==SNGITGN——=————— === . QAAQ_EC
N USF1
CAATAAYATGGATSTACACARCACATG .

USF1 6.6699¢-03 5 C T

———————————————————— NCACGTG A \VA" ] A¥ .
N Afhb-1
CATGTGYTGTGTASATCCATRTTATTG :

Athb-1 2.0170e-02 : TA T

—————————————————— NAATTATT- — LMl
. MYCMAX
~—CATGTGYTGTGTASATCCATRTTATTG :

MYC-MAX 2.0730e-02 &

¢ 0730e-0 ACCACGTGSTN-————————————————— éA‘ccAcAI ux
. INFRAC
CAATAAYATGGATSTACACARCACATG ;.

ZNF354C 2.2552e-02 5 C

——————— GTGGAK-————————————— =L
. EMBPL
~CATGTGYTGTGTASATCCATRTTATTG 5

EMBP1 2.3024e-02 : A C
CCACGTST-——————————————————— =MV LYY
CAATAAYATGGATSTACACARCACATG "

sna 3.7716e-02 :
————————————————————— CACCTG AY/m) \ Y, |

- REST
CATGTGYTGTGTASATCCATRTTATIG- :
REST 4.1289¢-02 : T ch T CT
————————— GNGCTGTCCNWGGTGCTGA COZIWL T VL] VA
. Modf 12 . Modf_12_rev
. L ToTeT TeeeZ T6T E‘LACACACACATACACACA
Motif 12 R o a2 s IS S R

reverse compliment



Stamp Results 04/16/09
Name E value Alignment Motif
CACAYACRCANACACAMN
CF2-1I 5.0163e-03  NTAYATATAY. ATAIM Al A
At Abr L 12570.00 CACAYACRCANACACAMN Q
~———CACGCN-—————-~— ==NANI\A
~CACAYACRCANACACAMN 1
HMG-TY 1.1601e-02 NNANAAANRNMRAAAY ——— aA AAA ééAéAcT:
--NKTGTGTNTGYGTRTGTG
RREBI 1.8612¢-02 NGKKKGKGGGTGKTTTGGGG AQQCQAAQCAQQ
CACAYACRCANACACAMN
T 1.9860e-02 -—TTCACACCTAG—-—-- VCIA T IQ A
CACAYACRCANACACAMN :
Foxd3 3.0420e-02 A AANAAACANTN e PA%IA | I¢lTl
FOXI1 34043600 ~——NKTGTGTNTGYGTRTGTG 31 T T T -
NNNTRTTTRTWT-———————— s Al Alx]
ZINF354C 5 10916.02 NKTGTGTNTGYGTRTGTG 5 CAC
-——GTGGAK————————— =L
~NKTGTGTNTGYGTRTGTG )
Foxql 6.9039¢-02 ATTOTITATE 7 A;J;I HTAII
NKTGTGTNTGYGTRTGTG '
Pax6 6.9676e-02 ~-MANTSAWGCGTGAA-— TTgAQ C@I A I
N Motif 3 Motif 3 eev
MOtlf_3 ----------------------------------------

10



Stamp Results

04/16/09

Name E value Alignment Motif
. Pasd
~GGGGGAGGCACTAATTGGGGCGCTTTTCC ;s
Pax4 4.8136e-11 ; Aﬂ
GKRNNNNKNNNNNNNNNNNKNNWWWTWTTY T e . Seocece
. BdsL
GGAAAAGCGCCCCAATTAGTGCCTCCCCC n
Pdx1 6.0028e-06 :
————————————— AATTAG-————————— = r
. Prrx2
GGGGGAGGCACTAATTGGGGCGCTTTTCC
Prrx2 1.3008e-04 *A
——————————— TAATT-———————————— Y
N Dol
GGGGGAGGCACTAATTGGGGCGCTTTTCC n
Dof3 1.8685e-04 s
———————————————————— NRCTTT-—— ) <
N NBLY
GGGGGAGGCACTAATTGGGGCGCTTTTCC :
MNBI1A 2.2225e-04 8
————————————————————— NCTTT--— X <
. dL
GGGGGAGGCACTAATTGGGGCGCTTTTCC— ‘
di_1 3.1884e-04 : TT Tee
—————————————————— SGGGTTTTTCCN asMT lic-
. PBE
GGGGGAGGCACTAATTGGGGCGCTTTTCC s
PBF 3.2872e-04 5
————————————————————— RCTTT-—- N -
N Agamous
GGAAAAGCGCCCCAATTAGTGCCTCCCCC 3
Agamous 3.7219e-04 s A
————————— NCCNNWITWGG————————— WV_ART
N Nio2-3
GGAAAAGCGCCCCAATTAGTGCCTCCCCC n
Nkx2-5 4.7794e-04 1 T
———————————— CAMTTAW-————————~— AL J g=
- ATHBS
GGGGGAGGCACTAATTGGGGCGCTTTTCC i
ATHB5 5.6424¢-04 5 CA
————————— AATMATTGN-—————————~— <eOf | =
. Modf_11 . Mot 11_rev
. “LCCTCCTCCQA Cece L Tabic_(ca
Motif 11 GRS INT SRR

reverse compliment
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Stamp Results
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Name E value Alignment Motif
. Pasd
GGRGNTGGGNGGWGGG————————————— N
Pax4 6.5278e-04 ; Aﬂ
—GKRNNNNKNNNNNNNNNNNKNNWWWTWTTY wéiﬁgcaéa¢$;§%§§
RREB1
————— GGRGNTGGGNGGWGGG
RREBI 1.3388¢-03 CLCLAAA
NGKKKGKGGGTGKTTTGGGG— AAA Vooes
CCCWCCNCCCANCYCC N
Kif4 9.3992¢-03 ¥
CCTTYYYTTN-————- AA~cAAGY
N MZFL14
CCCWCCNCCCANCYCC \
MZF1_1-4 2.0693e-02 8 A
~——TCCCCN-—————~ ___\ANANA
N SPL
CCCWCCNCCCANCYCC 8
SP1 2.5923e-02 i
—————— ACCCNGCCNN e MVESEVG L
. MEZF1 513
CCCWCCNCCCANCYCC N
MZF1_5-13  3.3083e-02 : A
——NTNCCCCTMN———— T ﬁé;
. INFRAC
CCCWCCNCCCANCYCC g
ZNF354C 6.7150e-02 5 C
—-MTCCAC-——————— =L
. ZEBL
GGRGNTGGGNGGWGGG 8
ZEB1 7.1363e-02 : CA C
———————— NAGGTG-- A .
TEAPIA
GGRGNTGGGNGGWGGG
TFAP2A 7.6314e-02
—-—GCCNNNNGS—--- .
GGRGNTGGGNGGWGGG g
sna 8.2609e-02 :
———————— CAGGTG-- AY/m) “
. N ) Motif 9_eev
Motif 9

——————————

————————————————

12



Stamp Results 04/16/09

forward reverse compliment
Name E value Alignment Motif
. MNBLY
CAACAAAGANCGCGCCCNCNTTTTC g
MNBIA 3.1854e-04 ¥
————————————————— NCTTT--- AAA <
. REST
REST 65026004~~~ CAACARAGANCGCGCCCNCNTTTTC 4 '|' ch 'I' CT
' TCAGCACCWNGGACAGCNC—————————— e ") D5 L") o101 6
N Daf3
CAACAAAGANCGCGCCCNCNTTTTC g
Dof3 8.5118e-04 ¥
________________ NRCTTT--- vAAA e
. PBE
PBE 1.1530e-03 CAACAAAGANCGCGCCCNCNTTTTC 5
T e RCTTT-—- i —
. Dof2
Dof?2 2.6836e-03 CAACAAAGANCGCGCCCNCNTTTTC 5
T e NGCTTT--- i <
. dL
dl 1 7.0677¢-03 CAACAAAGANCGCGCCCNCNTTTTC—- & T T
- WO SGGGTTTTTCCN mgT_:.,.IT JCc..
N SPL
SP1 1.0486e-02 CAACAAAGANCGCGCCCNCNTTTTC i
R ACCCNGCCNN-—————- e MVESEVG
N Soas
Sox5 1.3638¢-02 GAAAANGNGGGCGCGNTCTTTGTTG 5 AA A
T e ATTGTTN Y | "
. FOXI
FOXI1 1.9751e-02 CAACAAAGANCGCGCCCNCNTTTTC g T
‘ AWAYAAAYANNN-———————————— —~ |&lllA 1
. Fosd3
. ﬁ
CAACAAAGANCGCGCCCNCNTTTTC g
Foxd3 1.9823e-02 AAANAAACAWTN- — - —— e ’ AA T TTT
=TTl TS
Motif 6 Mot 6_rev
Motif_6 ) ' z B

QQQ;QT:CICngﬂlgcQAAnggT

mmmmmmmmmm hweoTaRTNe R RO T KNI W
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
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Stamp Results 04/16/09
forward reverse compliment
Name E value Alignment Motif
. ACCNYCCKNNKKTNSCAAGCYGCGG
Eip74EF 3.0567e-04 Y TTCCGG oo CC A AA
ACCNYCCKNNKKTNSCAAGCYGCGG r
Roaz 4:4644¢-04 GNMMCCYTRGGKKSC—————————— mé‘c;ﬁ'é“;CC-,-A TTEQ
TEADL
TEAD1 2.6430e-03 CCGCRGCTTGSNAMMNNMGGRNGGT - A
—————————————— CNSWGGAATGTR AA G
SPIB 1.2179¢-02 ACCNYCCKNNKKTNSCAAGCYGCGG %‘,A AA
———TTCCKST-—————————————— S=-VVIMAMA
NHLH1 1.5149¢-02 CCGCRGCTTGSNAMMNNMGGRNGGT 5 C CT
NCGCAGCTGCGN-——————=————— CLoVALV ] Ve
TFAP2A 1.6791e-02 ACCNYCCKNNKKTNSCAAGCYGCGG & CC
————SCNNNNGGC-——————=———-— A -G
SPII 1.72886-02 ACCNYCCKNNKKTNSCAAGCYGCGG i
~—=STTCCN-———————————————— A =
ELKA4 1.98256-02 ACCNYCCKNNKKTNSCAAGCYGCGG A
~ACTTCCGGT-—————————————— TAC
ELE5 3.1065¢-02 CCGCRGCTTGSNAMMNNMGGRNGGT g TTCC
———————————————— NMGGAARTN o=l |YYr_
PBE 3.0398e-02 CCGCRGCTTGSNAMMNNMGGRNGGT ”WAAA
————— RCTTT-—=—=———————— N E—
Motif_7 ' " -

«««««««««««««

A z}mﬂ IgAg[CICACTT F

NNNNNNNNNNNNNNNNNNNNN
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Name

ELK4

Eip74EF

GABPA

ovo

Spzl

IRF2

MIZF

ELK1

SPI1

IRF1

E value

2.2790e-06

3.0442e-06

4.9519e-06

1.1286e-05

2.2719e-04

4.8531e-04

9.0722e-03

9.6048e-03

1.8421e-02

1.8953e-02

Stamp Results

forward reverse compliment

Alignment

TCTICTGTTACTGTCACTTICCGGAGGTICGC

TCTCTGTTACTGTCACTTCCGGAGGTTCGC
——NCNGTTACW-——————————————————

TCTCTGTTACTGTCACTTCCGGAGGTTCGC
——GCTGWTACCCT-————————————————

TCTCTGTTACTGTCACTTCCGGAGGTTCGC
~——NNWWNRSTTTCRCTTTCS—————————

TCTCTGTTACTGTCACTTCCGGAGGTTCGC
—————————————————— GCGGACGTTN--

TCTCTGTTACTGTCACTTCCGGAGGTTCGC

04/16/09

Motif

00

. EipHEE

<cGAAL

N GABPA

w
f!;gﬁ; I\Aﬁ <]
.
s S AR S
. .
w
1
-r;;gzlkl\(:
o n T [ © ~

A

g MAC
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Sequence logo generation powered by weblogo
STAMP is written by Shaun Mahony
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http://weblogo.berkeley.edu/
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