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Table S1.  E. coli strains 
 

Strain a Plasmid 1b Plasmid 2b Plasmid 3c Ref. 
RH01 pTS1 pDIMC8-P99bla - [1] 
RH05 pTS1 pDIMC8-MBP - [1] 
RH06 pTS1 pDIMC8-TEM1bla - [1] 
RH32 pTS1 pDIMC8-TEM1bla pBAD-Fluor-eYFP this work 
RH37 pTS1 pDIMC8-P99bla pBAD-Fluor-RFPec this work 
RH42 pTS1 pDIMC8-MBP pBAD-Fluor-eCFP this work 

a All strains are derived from SNO301(ampD1, ampA1, ampC8, pyrB, recA, rpsL)  
b Plasmids described in Figure 1a and reference [1]. 
c Plasmids described in Figure 3b. 



  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S1. Templates for plate growth patterns. All plates contained 100 µg/ml Sm and 
50 µg/ml Cm. 
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CA 
    10mg/ml 10 µl 

Amp  
1.56 mg/ml 
10 µl each  
3spots 

Dummy disc 

Fig. 2 template 
Strain: RH06 or RH01 
Tet 15 µg/ml 
IPTG   10 µM (RH06) 
         300 µM (RH01) 

    

 
IPTG 100mM 15 
µl 
+Arabinose  
  30% (w/v) 10 µl 

Amp 6.25 mg/ml 
18 µl each spots 

IPTG 100 mM 
15 µl each 
spots 

Tet 10 mg/ml 
20 µl each spots  

Amp 6.25 mg/ml 18 
µl 
+Arabinose  
  30% (w/v) 10 µl 

Fig. 3c templates 
Strain: RH37 
Tet 30 µg/ml 
Kana 30µg/ml 
IPTG  300 µM 

Amp 1.56 mg/ml 
15 µl each 
3spots 

       IPTG  
100mM 15 µl 
(+ trace of Amp) 

Amp 1.56 mg/ml 
15 µl each 
3spots 

       IPTG  
 30mM 15 µl 
(+ trace of Amp) 

Amp 6.25 mg/ml 
15 µl each 
3spots 

       IPTG  
 30mM 15 µl 
(+ trace of Amp) 

Fig. 4 templates 
Strain: RH32+RH37+RH42 
Tet 30 µg/ml 
Kan 30µg/ml 
Arabinose 0.1% or 0.01%  
Center disc also contain   
   Amp 0.049 mg/ml 15ul spot 


