
Supplemental figures 
 
Figure S1:  
(A) MS/MS spectrum that identified peptide “ASGVPDKFSGSGSGTDFTLK” with 
Mascot score 39 (upper panel) and MS/MS spectrum of the synthetic peptide 
“FSGSGSGTDFTLK” (lower panel); 
(B) MS/MS spectrum that identified peptide “PYPTLVLTDPDAPSR” with Mascot 
score 32 (upper panel) and MS/MS spectrum of the synthetic peptide 
“VLTDPDAPSR” (lower panel); 
(C) MS/MS spectrum that identified peptide 
“ButyKQButyKButyKButyKButyKATNTSETPQDSLQDGVDGFSR” with Mascot score 70 
(upper panel) and MS/MS spectrum of the synthetic peptide 
“ATNTSETPQDSLQDGVDGFSR” (lower panel); 
(D) MS/MS spectrum that identified peptide “EALENADeamidationNTNTEVLK” with 
Mascot score 70 (upper panel) and MS/MS spectrum of the synthetic peptide 
“EALENANTNTEVLK” (lower panel). 
 
Figure S2: False peptide identification caused by misinterpretation of charge 
state and modification. (A) Assignment of an MS/MS spectrum with a triply 
charged peptide, ButyKQButyKButyKButyKButyKATNTSETPQDSLQDGVDGFSR, 
identified by Mascot with a score of 70. (B) Assignment of the same MS/MS 
spectrum with a doubly charged unmodified peptide, 
ATNTSETPQDSLQDGVDGFSR, identified by manual inspection. 
 
Figure S3: False peptide identification caused by use of peaks from the isotopic 
distribution. (A) Assignment of an MS/MS spectrum with a doubly charged 
peptide, VWLDPDeamidationNETNEIANANSR, identified by Mascot with a score of 
77. (B) Assignment of the same MS/MS spectrum with a doubly charged 
unmodified peptide, VWLDPNETNEIANANSR, identified by manual inspection.
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