
Supplementary Fig. 1
The subgraph showing top 10 GO terms identified by the elim algorithm for scoring GO terms for enrichment of Biological Process (Fig. 1a)
and Molecular function (Fig. 1b). Boxes indicate the 10 most significant terms. The box color represents the relative significance, ranging from 
dark red (most significant) to light yellow (least significant). Black arrows indicate is a relationships and red arrows part of relationships.
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Supplementary Figure 1a:  GO terms for the Biological Process 
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Supplementary Figure 1b:  GO terms for the Molecular Function 


