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sFigure 3. Phenotype and function of T cell subsets in sabeus AGM.
(a) Representative CD4 and CD8α expression in sabeus AGM T cells (b) Frequen-
cies of naive, FoxP3+, IL2+, and IL17+ cells within the CD4+, CD4–CD8αdull, and
CD4–CD8αbright T cell subsets of sabeus AGM.
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