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Additional file 2 The multiple alignments of plant NIP protein sequences. These sequences were
aligned using the program L-INS-i implemented in MAFFT v6.6. The alignments were shaded in the
“Quantify Mode”, and the residues were displayed in the “Difference Mode” with the “Diff/Consensus

Line” style. Dots and “-* indicate similar residues and gaps on the alignment respectively.



