A

HsBUB3 [[wb4o]wp4o]wpao]wpao] [wpao] [wpao] [wp4o || 328 aa

AtBUB3.1 [[WD40 [wD40[wD40 [ [wD40] [wD40] [WD40] [WD40[ | 340 aa
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Figure S2. Sequence comparison of BUB3-related proteins. (A) Domain organisation of
Arabidopsis thaliana AtBUB3.1 and Homo sapiens HsBUB3. (B) Alignment of the BUB3-
related proteins from A. thaliana (AtBUB3.1, At3g19590; AtBUB3.2, At1g49910),
Drosophila melanogaster (DmBUB3, NP477381), Homo sapiens (HsBUB3, 043684), Mus
musculus (MBUB3, Q9WVA3), Xenopus larvei (XBUB3, Q98UH2) and Saccharomyces
cerevisiae (ScBUB3, P26449). The WD-40 repeats are underlined and the BUB3 WD

VD- 40 #1 *x
MITVTPSAGREL SNPRSBCIENL RES- NNSDHLLVSSBKRVRL- - YBVSTN- - SLKGEFL
- MTLVPAI GRELSNPESBCIENL RFS- NNSDHLLVSSITBKSVRL- - YBANGD- - LMRGEFK
- - MRPPEFKLNNPREBL [IEAVKF GRKSNQYMAASSITRGTL RF- - YBVPAN- - QLRQKFV

- - MTGSNEFKLNQPFERCIE SVKFSPNTSQFLLVSSIB TSVRE- - YBVPAN- - SMRLKYQ
- - MTGSNEFKLNQPEERCIE SVKFSPNTSQFLLVSSIB TSVRL- - ¥EVPAN- - SMRLKYQ
- - MTGSNEFKLNQARERCIEAVKFSPNTSOFLLVSSIBSSVRL - - ¥EVPAN- - TMRLKYQ
------ MQ VQ EQAFKBYIEED! KI | PSKS- LLLI TEIBGSL TVYKFEI QAKNVDELQSLR

WD 40 #2 *
I-IGGA\A!ECCEH:D FSGFSVGADYKVRR VF- NVGKED! LGTHDKAVRCVEYSYAAG: QV
HBD- - SSGFSVCADTKVRRI DF- NAGKEDVL GTHEKPVRCVEYSYAAG QV
QDAPL|DCAEM:| - VHVWSGSLEDNQURL FDV- NTQAES! | GAHEEPIRCVEHAEYVN- G
HT GAVD8 Al§Y[BP- - THAVBGGL DHQLKVHDE - NTDQENL VGTHDAPI RCVEYCPEVN- VM
I—|'I'GA\4!IICAEYEP THAWBGELDHQUKMHDL- NTDQENL VGTHDAPI REVEYCPEVN- VM
8/5[2P- - THAWSGEL DHQLKMVHDL - NTDGDTVVGSHDAPI ROVEYCPEVN- VI
YKHPL.CU\EI [ENTDLQ YVGTVQGE! LKVDLI GSPSFQALTNNEANLG CRI CKYGDDKL

VD 40 #3 ** VD- 40 #4 *x
T TGIBKTVKOVBPE- GASGPERTQ - VGTYLQPE- RVYSVBLVGHRLVATAGRHUNIYD
| TGB! KOWBPE- GASGTERTQ - | GTYMQPE- RVNSLSL VGNRLVVATAGRHYNI YD
LTGIBNTVKLVBNG- - - - - EKRC- - - VGTFEQNNGKVYSMVBVI DEKI MYATSDRKYLI VD
VICSIBQTVKLBRE- - - - - TPCN- - - AGTESQPE- KVYTLLSVSCDRLI [YGTAGRRYLVMD
VICSIBQTVKLWBPE- - - - - TPON- - - AGTFSQPE- KVYTLSVSGORL| GTAGRRYL VWD
VICHIBQTVKLVBR- - - - - TPCN- - - AGTESQPD- KVYTLSVSGDRLI YGTAGRRYLVMD
| AASIIBGLI EVI BPENYGDGVI AVKNLNSNNTKVKNKI FTMDTNSSRLI [YGMNNSQUQWFR

WD- 40 #5 *
[ERAVEGPE- ORRES SSA® T CVRCY - NGTENALES VECRWANEF FBLSEA - AQARKYR
[ERNVEQPE- CRREESIIR(OTRCVRCY[5- NGTEHALEE VEERY SMEFFBL SEA- - AQAKKYR
ERKNVDSY! - MKRESSIESEOT[5CI'RL Flg- NKE[EYVMES | EERY/AVEYL BHDPE- - VORRKF:
ERWVGYVQ QRRESSIR{OT[3C! RAFlg- NKEIVLES! EERYAVEEYL BPSPE- - VOKKKYR
EVRIVGYVQ QRRESSIESIOT[3Cl RAFR- NK@VLEI EERVAVEYLBPSPE- - VOKKKYA
ERWVGYVQ CRRESSIESYOTIZCl RAF- NKCEYVLE] EERVAVIEYLBPSLE- - VOKKKYR
[EPLCEDDNGT EESCIESES! [FDVAL LEKEQEENACSE! DERYAVEFFBDQGDDYNSSKRAA

WD- 40 _#6 *
EKERRKSEAGRD RINS! AHPl VG- TEATCEREr VNI [DCNNKEREYOYSKYPT - B
[SKCREKSEDGRDI WEINAI AiFHPI YG- TFASGEBEFVNI [YDCNNKERL YQY SKYPT- Bl
EKEEENREQUEQ MEYNAL SEHNVYQ TFATCESEE! VNI [JDGENKERLCQFREYDT - Bl
[EKERELKENNI EQ MEYNAISEHNITHN- TFATCESERVNI [JDPENKERLCOFHRYPT - Bl
(AL KENNI EQ MGYNAI S[FHNI HN- TFATGESEFVNI [YDPENKKRLCQFHRYPT - K
[FKERELKENNI EQ MEUNAVSFHNL HN- TFATGESEEFVNI [YDPENKKRLCQFHRYPT - B
[EREEELNLKDTNLAYEVNSI E[FSPRAK- FLYTAESEE! | SQYNLQTREKI KNFAKFNEDEV

WD-40 #7 **
SALSFERDGQLMAVASSYTFEEGEK- - SQEPEAI FVRSVNEI [EVKPKPKVYPNPAA ( 340)
AAL SFERDGGL[WAVASSYTFEEGDK- - PHEPDAI FVRSVNE! [EVKPKPKVYPNPPV (339)

STLNFE SDGSAMAI GCSYL DQLPETPATVPHPAI Y1 RYPTDQETKQK- - - - - - - - - (326)
ASLAFENDGT T[HAI ASSYMYENDDT- - EHPEDG! FI RQUTDAETKPKSPCT- - - - - (328)
ASLAFENDGT TR ASSYMYENDDT- - EHPEDG FI RQVTDAETKPKST- - - - - - - (326)
ASLAFENDGS TAI AASYMYENDD! - - DHPEDAI YI RQVTDAETKPK- - - - - - - - - (324)
VKI ACEDNI L (ATSDDTFKTNAAI DQTI ELNASSIY! | FDYEN- - - - < - - = - - - - (341)

signature sequence indicated by asterisks.



