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Figure S1. Alignment of mature PA0674 with the N-terminal part of known P. aeruginosa
TonB-dependent receptor proteins.

Alignment of mature P. aeruginosa VreA (PA0674) with mature P. aeruginosa pyoverdine
(FpvA), pyochelin (FptA), ferrioxamine B (FoxA), ferrichrome (FiuA) and mycobactin (FemA)
receptor proteins. FpvA, FoxA, FiuA and FemA are involved in CSS and contain an N-terminal
extension, whereas FptA, which is not part of a CSS system, does not have this extension.
Asterisks below the sequences indicate positions at which identical or similar residues are
presented at least in four of the sequences. Number of amino acid residues is indicated.



