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Fig. S1: The relative level of an individual miRNA in AIN-2 IP is not always correlated with that of the 
same miRNAs in the total lysate.  The concentration pattern of miR-54 and miR-57 in AIN-2 IP (IP) and 
total lysate (Total) during development. The vertical axis represents the percentage of pyrosequencing 
reads of a given miRNA among the reads of all detected miRNAs at the same developmental stage. While 
relative levels of most miRNAs in the IP were correlated with that in the total lysates, the two examples 
in this figure represent a few exceptions.


