
Web Figure 1. Study-specific genetic model unrestricted parameters (λi) 
for A) the NOTCH2 locus and B) the ADAMTS9 locus, synthesized 
using a random-effects model (3). The studies refer to data generated 
through the efforts of the DIAGRAM consortium. Details on the 
contributing data sets can be found in references 10–14.



–2 –1 0 1 2 3

0.51 (0.08, 1.60 )

Study
ADDITION ELY
CAMBRIDGESHIRE CCS
DGI
EPIC CCS
FUSION Stage1
FUSION Stage2
GCI_P
GCI_US
HUNT
KORA
MDC
METSIM
NHS
NORFOLK DIABETES CCS
RS1
RS2
RS3
WTCCC
STENO DIABETES

Median of the Posterior Distribution

A) Forest Plot for λ Estimated in WinBUGS (NOTCH2)
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B) Forest Plot for λ Estimated in WinBUGS (ADAMTS9)
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