Supplemental Figure Legends

Fig. S1. Prediction of Mth SodC intrinsically folded regions by Foldindex®©.
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1 CSSPQHASTV PGTTPSIWTG SPAPSGLSGH DEESPGAQSL TSTLTAPDGT
51 KVATAKFEFA NGYATVTIAT TGVGKLTPGF HGLHIHQVGK CEPNSVAPTG
101 GAPGNFLSAG GHYHVPGHTG TPASGDLASL QVRGDGSAML VTTTDAFTMD
151 DLLSGAKTAI IIHAGADNFA NIPPERYVQV NGTPGPDETT LTTGDAGKRYV
201 ACGVIGSG

( Red denotes the predicted disordered segment )



Table SI: rSodC peptide mapping

Trypsin
Peptide Sequence Previous amino acid ~ Nextamino acid ~ Peptide identification probability SEQUEST XCorr score  SEQUEST DCn score X! Tandem -log(e) score Modifications Precursor Mass (m/z) ~ Spectrum charge  Actual peptide mass (AMU) ~ Actual minus calculated peptide mass (AMU) Peptide start index Peptide stop index
Tryl DEESPGAQSLTSTLTAPDGTK H v 555 0 0 05.71 17 23 43
Tryl DEESPGAQSLTSTLTAPDGTK H v 95.00% 5.07 0 0 1053.85 2 2105.68 17 23 43
Tryl DEESPGAQSLTSTLTAPDGTK H v 95.00% 4.86 0 0 1053.42 2 2104.82 084 23 43
Try2 TSTLTAPDGTK L v 95.00% 245 0 0 1092.74 1 1091.73 12 33 43
Try2 TSTLTAPDGTK L v 95.00% 235 0 0 1092.39 1 1091.38 083 33 43
Try2 TSTLTAPDGTK L v 95.00% 213 0 0 1091.69 1 1090.68 013 33 43
Try2 TSTLTAPDGTK L v 95.00% 2271 0 0 1091.68 1 1090.67 0.12 33 43
Try2 TSTLTAPDGTK L v 95.00% 267 0 0 547.23 2 1092.44 19 33 43
Try2 TSTLTAPDGTK L v 95.00% 216 0915 0 546.76 2 10915 0.95 33 43
Try2 TSTLTAPDGTK L v 95.00% 23 0.904 0 546.74 2 1091.46 091 33 43
Try3 VATAK K F 95.00% 23 0 0.602 490.66 1 489.65 14 44 48
Try3 VATAK K F 95.00% 191 0 0.602 490.54 1 489.53 12 44 48
Try3 VATAK K F 95.00% 198 0 0678 490.35 1 489.34 11 44 48
Try3 VATAK K F 95.00% 194 0 0.658 489.96 1 488.95 0.66 44 48
Try3 VATAK K F 95.00% 167 0 0.62 489.91 1 488.9 061 44 48
Try3 VATAK K F 95.00% 2 0 0678 489,66 1 488.65 0.36 44 48
Try3 VATAK K F 95.00% 187 0 0678 489,61 1 488.6 031 44 48
Try3 VATAK K F 95.00% 175 0 0585 4896 1 488.59 03 44 48
Try3 VATAK K F 95.00% 17 0 0.602 489.58 1 488.57 028 44 48
Try3 VATAK K F 95.00% 198 0 0.638 489.57 1 488.56 027 44 48
Try3 VATAK K F 95.00% 154 0 0.62 489.56 1 488.55 0.26 44 48
Try3 VATAK K F 95.00% 203 0 0678 489.54 1 488.53 0.24 44 48
Try3 VATAK K F 95.00% 186 0 0.638 489.53 1 488.52 023 44 48
Try3 VATAK K F 95.00% 149 0 0.62 48951 1 4885 021 44 48
Try3 VATAK K F 95.00% 146 0 0.658 4895 1 488.49 02 44 48
Try3 VATAK K F 95.00% 137 0 0.602 489.48 1 488.47 0.18 44 48
Try3 VATAK K F 95.00% 177 0 0.699 489.47 1 488.46 017 44 48
Try3 VATAK K F 95.00% 182 0 0678 489.47 1 488.46 017 44 48
Try3 VATAK K F 95.00% 193 0 0678 489.47 1 488.46 017 44 48
Try3 VATAK K F 95.00% 189 0 0.658 489.46 1 488.45 0.16 44 48
Try3 VATAK K F 95.00% 179 0 0.658 489.45 1 488.44 0.15 44 48
Try3 VATAK K F 95.00% 174 0 0678 489.41 1 488.4 011 44 48
Try3 VATAK K F 95.00% 151 0 0.658 489.17 1 488.16 -0.13 44 48
Try3 VATAK K F 95.00% 151 0 0.638 488.87 1 487.86 -0.43 44 48
Try4 FEFANGYATVTIATTGVGK K L 95.00% 344 0 6.85 1950.04 1 1949.03 31 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 297 0 4.04 1949.14 1 1948.13 21 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 294 0 477 1949.09 1 1948.08 21 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 281 0 411 1949.09 1 1948.08 21 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 313 0 555 1949.08 1 1948.07 21 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 265 0 4.72 1949.05 1 1948.04 21 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 269 0 3.9 1949.04 1 1948.03 2 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 257 0 3.16 1949.04 1 1948.03 2 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 247 0 538 1948.6 1 1947.59 16 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 286 0 48 1948.23 1 1947.22 12 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 301 0 511 1948.1 1 1947.09 11 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 2.06 0 139 1948.03 1 1947.02 1 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 281 0 6.34 1947.99 1 1946.98 1 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 6.36 976.25 2 1950.48 45 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 6.36 976.25 2 1950.48 45 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 6.35 976.22 2 1950.43 45 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 6.92 976.21 2 1950.41 44 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 6.35 976.2 2 1950.38 44 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 6.92 976.19 2 1950.37 44 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 754 976.18 2 1950.34 44 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 6.92 976.18 2 1950.34 44 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 6.4 976.17 2 1950.32 43 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 8.89 976.1 2 1950.18 42 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 714 976.09 2 1950.17 42 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 8.89 976.08 2 1950.14 42 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 12 976.07 2 1950.12 41 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 819 976.04 2 1950.07 41 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 8.96 976 2 1949.98 4 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 112 976 2 1949.99 4 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 6.92 975.99 2 1949.97 4 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 817 975.98 2 1949.94 4 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 9.68 975.98 2 1949.95 4 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 9.62 975.97 2 1949.92 39 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 752 975.96 2 1949.9 39 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 112 975.96 2 1949.9 39 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 12 975.96 2 1949.91 39 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 0 0 127 975.95 2 1949.88 39 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 8.96 975.95 2 1949.88 39 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 0 0 819 975.95 2 1949.89 39 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 104 975.95 2 1949.89 39 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 8.89 975.94 2 1949.86 39 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 0 0 96 975.92 2 1949.83 39 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 0 0 105 975.9 2 1949.78 38 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 557 0 8.96 975.83 2 1949.64 37 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 574 0 12 975.73 2 1949.44 35 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 571 0 105 975.72 2 1949.43 35 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 5.84 0 9.12 975.7 2 1949.38 34 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 571 0 8.96 975.7 2 1949.39 34 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 563 0 9.64 975.7 2 1949.39 34 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 595 0 112 975.64 2 1949.26 33 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 564 0 105 975.63 2 1949.25 33 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 548 0 6.92 975,61 2 1949.21 32 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 6.03 0 104 975.59 2 1949.16 32 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 563 0 104 975.59 2 1949.17 32 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 5.56 0 8.96 975.58 2 1949.14 32 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 5.92 0 12 975.58 2 1949.15 32 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 5.62 0 105 975.58 2 1949.15 32 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 5.88 0 112 975.58 2 1949.15 32 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 538 0 105 975.57 2 1949.13 31 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 561 0 9 975.54 2 1949.07 31 49 67
Trya FEFANGYATVTIATTGVGK K L 95.00% 6.02 0 105 975,53 2 1949.04 31 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 5.96 0 127 975,52 2 1949.02 3 49 67
Try4 FEFANGYATVTIATTGVGK K L 95.00% 552 0 112 975,52 2 1949.03 31 49 67
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1010.86
1010.84
1010.76
1010.76
1010.71
1010.7
101059
675.41
675.36
675.34
675.33
675.32
675.31
6753
675.25
675.25
675.24
675.21
675.21
675.19
675.18
675.13
675.09
675.06
675.05

674.97
674.96
674.96
674.96
674.94
674.93
674.93
674.92
674.92
674.92
674.92
674.91
6749
674.89
674.89
674.88
674.87
674.87
674.86
674.85
674.85
674.85
674.84
674.84
674.82
674.82
674.81
674.81
674.81
674.81
6748
6748
6748
6748
6748
6748
674.79
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667.16

667.14

1095.32
2022.04
2022.02

2022

2021.94
2021.9

2021.86
2021.84
2021.75
2021.62
2021.31
2021.21
2021.16
20211

20211

2021.02
2021.03
2020.85
2020.76
2020.61
2020.56
2020.36
2020.2

2020.19
2020.17
2020.14
2020.12
20201

20201

2020.09
2020.09
2020.09

2020

2019.97
2019.88
2019.89
2019.84
2019.7

2019.66
20195

2019.5

2019.4

2019.39
2019.16
2023.19
2023.05
2022.98
2022.95
2022.93
2022.91
2022.86
2022.71
2022.73
2022.68
202259
2022.61
202253
202252
2022.36
2022.24
2022.16
2022.13
2021.96
2021.89
2021.84
2021.86
2021.86
2021.8

2021.75
2021.75
2021.72
2021.72
2021.73
2021.74
2021.71
2021.66
2021.63
2021.64
202161
202157
202157
202156
202152
202152
202153
2021.48
2021.49
2021.43
2021.44
20214

20214

2021.41
2021.41
2021.36
2021.37
2021.37
2021.37
2021.37
2021.38
2021.34

076



Try10
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try10
Try1o
Try1o
Try10
Try10
Try10
Try1o
Try10
Try10
Try10
Try10
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Try1o
Tryil
Try12
Try12
Try12
Try12
Try13
Try13
Try13
Try13
Try13
Try13
Try13
Try13
Try13
Try13
Try13
Tryid
Tryid
Tryid
Tryid
Tryid
Tryid
Tryid
Tryid
Tryis
Try1s
Try1s
Try1s
Try1s
Tryi7
Try17
Try1s
Try1s
Try1s

Peptide
Chy3
Chy3
Chy3
Chy3
Cchy3

TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
TAIIIHAGADNFANIPPER
FANIPPER

YVQUN

YVQUN

YVQUN

YVQUN
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGK
YVQVNGTPGPDETTLTTGDAGKR
YVQVNGTPGPDETTLTTGDAGKR
YVQVNGTPGPDETTLTTGDAGKR
YVQVNGTPGPDETTLTTGDAGKR
YVQVNGTPGPDETTLTTGDAGKR
YVQVNGTPGPDETTLTTGDAGKR
YVQVNGTPGPDETTLTTGDAGKR
YVQVNGTPGPDETTLTTGDAGKR
GTPGPDETTLTTGDAGK
GTPGPDETTLTTGDAGKR
GTPGPDETTLTTGDAGKR
GTPGPDETTLTTGDAGKR
GTPGPDETTLTTGDAGKR
RVACGVIGSGK
RVACGVIGSGK

VACGVIGSGK

VACGVIGSGK

VACGVIGSGK

Chymotrypsin

Peptide sequence

SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
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Previous amino acid  Next amino acid ~ Peptide identification probability SEQUEST XCorr score
359

[kl
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B

95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%

95.00%
95.00%
95.00%
95.00%

0 0000000000000 00000000000000000000000000000000000000000000

145

6.51

259

239

246
295
3.03
257

0000000000000 0000000000000000000000000000000000000000000000000000000000000000000000000000000

SEQUEST DCn score

cococoo

208

X1 Tandem -log(e) score
448

489
557
475
292

Modifications

674.78
674.77
674.77
674.77
674.76
674.75
674.75
674.75
674.74
674.71
674.69
674.64
674.62
674.61
6746
6746
67457
67454
67453
6745
674.49
674.44
674.44
674.42
674.37
674.36
674.36
674.36
674.32
674.31
6743
6743
6743
6743
674.28
674.26
674.24
674.23
674.23
674.23
674.23
674.22
674.22
674.21
674.17
674.17
674.17
674.15
674.12
674.12
674.11
674.11
674.11
674.1
674.07
674.01
674
673.98
673.78
a72.72
62352
623.08
62256
62251
1113.07
111266
111246
1112.28
111156
742.42
742.03
741.98
741.96
741.87
741.83
119051
1190.43
1189.79
1189.77
11895
793.87
793.79
79353
810.1
888.95
887.96
887.92
887.8
524.08
524.05

44584
445.79

1314.17
1314.13
658.68
658.22
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2021.31
2021.28
2021.29
2021.29
2021.26
2021.21
2021.21
2021.22
2021.2
2021.11
2021.03
2020.89
2020.84
2020.81
2020.78
2020.78
2020.68
2020.6
202055
2020.47
2020.44
20203
2020.3
2020.24
2020.07
2020.05
2020.06
2020.06
2019.92
2019.9
2019.86
2019.86
2019.87
2019.88
2019.82
2019.75
2019.68
2019.65
2019.66
2019.67
2019.67
2019.63
2019.64
201959
2019.48
2019.49
2019.49
2019.41
2019.32
2019.34
2019.31
2019.31
2019.31
2019.27
2019.18
2019.01
2018.97
2018.91
2018.32
943.43
622,51
622.07
621.55
6215
2224.12
222331
222291
220254
22211
2224.23
2223.06
2222.91
2222.85
222257
2222.46
2379.01
2378.85
2377.56
237753
2376.98
237858
2378.35
2377.56
1618.19
1775.89
17739
1773.82
177359
1046.15
1046.08
889.99
889.67
889.56

1313.16
1313.12
1315.35
1314.43

061
057
28
19

Precursor Mass (m/z) ~ Spectrum charge ~ Actual peptide mass (AMU)  Actual minus calculated peptide mass (AMU) Peptide start index Peptide stop index
1314.88 1313.87 13 20 32



Cchy3
Chy3
Chy3
Chy3
Chy3
Chy3
Chy3
Chy3
Chy3
Chyd
Chyd
Chyd
Chyd
Chyd
Chyd
Chyd
Chyd
Chyd
Chya
Chyd
Chyd
Chy4
Chyd
Chyd
Chyd
Chyd
Chyd
Chy4
Chys
Chys
Chy6
Chy6
Chy6
Chyé
Chy?
Chy?
Chy?
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chys
Chyo
Chys
Chyo
Chyo
Chyo
Chys
Chys
Chys
Chyo
Chys
Chyo
Chys
Chyo
Chyo
Chyo

Chy10

Chy10

Chy10

Chy10

Chy10

Chy10

Chy10

Chy10

Chy10

Chy10

Chy10

Chy1o

Chy10

Chy10

Chy10

Chy10

Chy10

Chy10

Chyt1

Chy11

Chy11

Chy11

Chy11

Chy11

Chy11

Chy12

Chy12

Chy13

Chy13

Chy13

Chy13

Chy13

Chy13

SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
SGHDEESPGAQSL
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
TAPDGTKVATAKF
ATVTIATTGVGKLTPGF
ATVTIATTGVGKLTPGF
ATVTIATTGVGKLTPGFHGL
ATVTIATTGVGKLTPGFHGL
ATVTIATTGVGKLTPGFHGL
ATVTIATTGVGKLTPGFHGL
TPGFHGL

TPGFHGL

TPGFHGL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
HVPGHTGTPASGDLASL
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
QVRGDGSAML
VTTTDAFTMDDLL
VTTTDAFTMDDLL
VTTTDAFTMDDLL
VTTTDAFTMDDLL
VTTTDAFTMDDLL
VTTTDAFTMDDLL
VTTTDAFTMDDLL
VTTTDAFTMDDLLSGAKTAIIIHAGA
VTTTDAFTMDDLLSGAKTAIIIHAGA
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
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95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%
95.00%

226
3.16
336
223
253
241
323
251
239
219
216
168
172
254
277
242
2.66
328
269
266
265
271
241

259
203
107
111
269
215
3.98
391
369
343
217
216
199

175
239
183
231
235
206
239
193
245
2.76
205
247
238
255
232
137
246
222
401
344
3.46
344
3.03
304
321
178
213
148
123
115
229
223
219
235
202
193
187
212

212
271
214
148
202

172
177
183
176
347
318
339
241
369
3.06
294

617
491
582
285
474

0899

0972

0000000000000 000000000000000000000000000000000

292

6.66

M9:
M9:
M9:
M9:
M9:
M9:

Mg

M9:
M9:
M9:
M9:

M2
M2

Oxidation (+16)
Oxidation (+16)
Oxidation (+16)
Oxidation (+16)
Oxidation (+16)
Oxidation (+16)

: Oxidation (+16)
Mo:
Mo:

Oxidation (+16)
Oxidation (+16)

Oxidation (+16)
Oxidation (+16)
Oxidation (+16)
Oxidation (+16)

Oxidation (+16)
Oxidation (+16)

658.21
658.2
658.15
658.14
658.14
657.75
657.71
657.64
657.56
1307.83
1307.46
1306.9
1306.86
655.28
655.2
654.82
654.81
654.68
654.36
654.36
654.33
654.26
6542
653.79
653.73
653.25
436.85
436.65
818
817.87
97153
64853
648.45
648.37
365.28
365.14
365.09
13468
1346.76
1346.26
1345.77
674.83
674.82
674.75
674.72
674.72
67458
673.89
673.83
673.81
673.79
673.73
673.73
449.86
1617.92
1617.34
810.45
810.39
810.32
810.27
809.46
809.37
809.34
540.34
540.06
540.04
539.9
539.9
539.46
1034.72
103465
526.69
526.68
526.67
525.78
525.74
525.66
525.65
525.64
525.63
51856
518.44
518.09
517.72
517.7
517.68
51758
731.28
730.88
730.76
730.33
7224
722.32
72227
1005.02
100453
1146.94
1146.01
1138.95
1138.76
113863
1138553
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1314.41
1314.39
1314.28
1314.26
1314.27
1313.49
1313.41
1313.26
1313.11
1306.82
1306.45
1305.89
1305.85
1308.54
1308.39
1307.62
1307.61
1307.34
1306.71
1306.71
1306.64
1306.51
1306.39
1305.56
1305.44
1304.48
1307.52
1306.93
1633.99
1633.73
1941.05
194257
1942.32
1942.09
72855
728.26
728.16
1345.79
1345.75
1345.25
1344.76
1347.64
1347.63
1347.49
1347.43
1347.43
1347.15
1345.77
134564
134561
134556
1345.44
1345.45
1346.56
1616.91
1616.33
1618.89
1618.77
1618.62
161853
1616.91
1616.72
1616.67
1618
1617.16
1617.11
1616.66
1616.69
1615.36
1033.71
1033.64
1051.37
1051.34
1051.32
104955
1049.47
1049.31
1049.28
1049.26
1049.25
1035.11
1034.86
1034.17
1033.43
1033.39
1033.35
1033.14
1460.54
1459.75
14595
1458.65
1442.79
144263
144253
3012.02
3010.56
2291.86
2290.01
2275.88
227551
2275.25
2275.05



Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13
Chy13

TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
TMDDLLSGAKTAIIIHAGADNF
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Chy15 ANIPPERY F v 95.00% 214 0 259 480.59 2 959.17 0.69 162 169
Chy15 ANIPPERY F v 95.00% 213 0 259 480.55 2 959.09 061 162 169
Chy15 ANIPPERY F v 95.00% 21 0 259 480.49 2 958.97 049 162 169
Chy16 VQVNGTPGPDETTL Y T 95.00% 237 0 362 14299 1 1428.89 22 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 234 0 36 142981 1 1428.8 21 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 247 0 412 1429.76 1 1428.75 21 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 2.08 0 354 142841 1 1427.4 071 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 22 0 354 1428.39 1 1427.38 0.69 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 2 0 354 1428.37 1 1427.36 067 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 314 0 289 7158 2 1429.59 29 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 3.07 0 6.01 71521 2 1428.4 17 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 287 0 6.01 71495 2 1427.88 12 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 253 0 6.66 71487 2 1427.73 1 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 175 0 4.01 714,84 2 1427.67 098 170 183
Chy16 VQVNGTPGPDETTL Y T 95.00% 225 0 377 71481 2 1427.6 091 170 183
Thermolysin
Peptide sequence Previous amino acid ~ Nextamino acid  Peptide identification probability SEQUEST XCorr score  SEQUEST DCn score X! Tandem -log(e) score Modifications Precursor Mass (m/z) ~ Spectrum charge  Actual peptide mass (AMU) ~ Actual minus calculated peptide mass (AMU) Peptide start index Peptide stop index
TL1 LTAPDGTK T v 95.00% 121 0 189 8028 1 801.79 037 36 43
TL1 LTAPDGTK T v 95.00% 142 0 185 802.67 1 801.66 0.24 36 43
TL1 LTAPDGTK T v 95.00% 14 0 185 802.53 1 801.52 0.099 36 43
TL1 LTAPDGTK T v 95.00% 14 0 185 802.46 1 801.45 0.029 36 43
TL2 IATTGVGK T L 95.00% 156 0 113 746.52 1 74551 0.079 60 67
TL3 VAPTGGAPGNF S L 95.00% 256 0 372 989.53 1 988.52 2 88 98
TL3 VAPTGGAPGNF S L 95.00% 185 0 372 987.73 1 986.72 0.24 88 98
TL3 VAPTGGAPGNF S L 95.00% 152 0 262 987.7 1 986.69 021 88 98
TL3 VAPTGGAPGNF S L 95.00% 179 0 372 987.62 1 986.61 013 88 98
TL3 VAPTGGAPGNF S L 95.00% 157 0 313 987.6 1 986.59 011 88 98
TL3 VAPTGGAPGNF S L 95.00% 173 0 4.28 987.52 1 986.51 0.03 88 98
TL3 VAPTGGAPGNF S L 95.00% 188 0 4.39 98751 1 986.5 0.02 88 98
TL3 VAPTGGAPGNF S L 95.00% 172 0 155 9875 1 986.49 0.0099 88 98
TL3 VAPTGGAPGNF S L 95.00% 242 0 6.72 494,98 2 987.95 15 88 98
TL3 VAPTGGAPGNF S L 95.00% 274 0 6.07 494,55 2 987.08 06 88 98
TL3 VAPTGGAPGNF S L 95.00% 273 0 6.72 494.48 2 986.94 046 88 98
TL3 VAPTGGAPGNF S L 95.00% 264 0 6.72 494.46 2 986.91 043 88 98
TL4 LSAGGHYHVPGHTGTPASGDLAS F L 95.00% 319 0 77 1095.85 2 2189.69 17 99 121
TL4 LSAGGHYHVPGHTGTPASGDLAS F L 95.00% 347 0 7.03 1095.42 2 2188.82 079 9 121
TL4 LSAGGHYHVPGHTGTPASGDLAS F L 95.00% 3.04 0 843 1095.34 2 2188.67 0.64 9 121
TL4 LSAGGHYHVPGHTGTPASGDLAS F L 95.00% 285 0 7.03 1095.3 2 2188.59 056 9 121
TL4 LSAGGHYHVPGHTGTPASGDLAS F L 95.00% 133 0 4.04 7309 3 2189.68 17 9 121
TL4 LSAGGHYHVPGHTGTPASGDLAS F L 95.00% 175 0 485 730.75 3 2189.23 12 99 121
TL4 LSAGGHYHVPGHTGTPASGDLAS F L 95.00% 188 0 575 730.69 3 2189.05 1 99 121
TL4 LSAGGHYHVPGHTGTPASGDLAS F L 95.00% 18 0 57 730.6 3 2188.78 075 9 121
TL4 LSAGGHYHVPGHTGTPASGDLAS F L 95.00% 23 0 7.92 73011 3 2187.3 -0.73 9 121
TLS LSAGGHYHVPGHTGTPASGD F L 95.00% 361 0 7.96 640.81 3 1919.41 25 99 18
TLS LSAGGHYHVPGHTGTPASGD F L 95.00% 4.09 0 814 640.5 3 1918.48 16 9 18
TLE VRGDGSAML Q v 95.00% 193 0 2.08 905.7 1 904.69 025 124 132
TLE VRGDGSAML Q v 95.00% 178 0 2.08 905.63 1 904.62 0.18 124 132
L7 VQVNGTPGPDETT Y L 95.00% 184 0931 3.9 1315.56 1 1314.55 0.94 170 182
L7 VQVNGTPGPDETT Y L 95.00% 2 0.97 6 658.56 2 13151 15 170 182
TL8 LTTGDAGKR T v 95.00% 174 0 285 918.56 1 917.55 0.059 183 191
TL8 LTTGDAGKR T v 95.00% 251 0 272 460.2 2 918.39 09 183 191
TL8 LTTGDAGKR T v 95.00% 2 0 3.96 460.17 2 918.33 084 183 191
TL8 LTTGDAGKR T v 95.00% 237 0 348 460.11 2 918.21 072 183 191
TL8 LTTGDAGKR T v 95.00% 277 0 348 460.03 2 918.04 055 183 191
TL8 LTTGDAGKR T v 95.00% 221 0 3.02 459.97 2 917.92 043 183 191
TL8 LTTGDAGKR T v 95.00% 199 0 247 459.92 2 917.83 034 183 191
TL9 LHHHHHH K - 95.00% 219 0 17 478.19 2 954.36 091 202 208
TL9 LHHHHHH K - 95.00% 243 0 221 478.06 2 954.1 065 202 208
TL9 LHHHHHH K 95.00% 228 0 157 478 2 953.98 053 202 208
TL9 LHHHHHH K - 95.00% 269 0 228 477.99 2 953.96 051 202 208
TL9 LHHHHHH K - 95.00% 228 0 238 319.15 3 954.42 097 202 208



Table SIlI. Plasmids and primers used in this study

Description/Sequence®

Reference or Source

Plasmid
pCR4BIlunt-TOPO
pET23b
pVvV16
pMRLB60
pMRLB61
pPMRLB61.1
pPMRLB61.2
pPMRLB61.3
pPMRLB61.4
pPMRLB61.5
pPMRLB61.6
pMRLB62

Primer
SodC(-SP)F
SodCR1
SodC(+SP)F
SodCR2
SodCT41AF
SodCT41AR
SodCT45AF
SodCT45AR
SodCT46AF
SodCT46AR
SodCTTAAF
SodCTTAAR
SodCT51AF
SodCT51AR
SodCT131AF
SodCT131AR

cloning vector, Amp', Kan"

E. coli expression vector, Amp’

Mycobacteria expression vector, Kan', Hyg'

rv0432 gene fragment lacking signal peptide sequence in pet23b
Full-length rv0432 gene in pVV16

Derivative of pMRLB61 encoding Rv0432 Thr,, to Alay, substitution
Derivative of pMRLB61 encoding Rv0432 Thr,s to Alays substitution
Derivative of pMRLB61 encoding Rv0432 Thr,g to Alasg substitution
Derivative of pMRLB61 encoding Rv0432 Thr,sThr,g to Ala,sAlayg substitution
Derivative of pMRLB61 encoding Rv0432 Thrs,; to Alas; substitution
Derivative of pMRLB61 encoding Rv0432 Thry3, to Ala,3; substitution
rv0432 gene fragment lacking signal peptide sequence in pVV16

5-CATATGTGCTCGTCGCCGCAG
5'-CTCGAGGCCGGAACCAATGAC
5-CATATGCCAAAGCCCGCCGAT
5-AAGCTTGCCGGAACCAATGAC
5'-GCCGCAGCACGCGTCTGCCGTTCCGGGTACCACGCC
5'-GGCGTGGTACCCGGAAGGGCAGACGCGTGCTGCGGC
5'-CTACAGTTCCGGGTGCCACGCCGTCGATTTGGACC
5'-GGTCCAAATCGACGGCGTGGCACCCGGAACTGTAG
5'-CTACAGTTCCGGGTACOGCGCCGTCGATTTGGACC
5'-GGTCCAAATCGACGBCGCGGTACCCGGAACTGTAG
5-CTACAGTTCCGGGTGCCGCGCCGTCGATTTGGACC
5'-GGTCCAAATCGACGGCGCGGCACCCGGAACTGTAG
5'-GCCGTCGATTTGGGCCGGATCGCCCGCGCC
5'-GGCGCGGGCGATCOGGCCCAAATCGACGGC
5'-CAACTCGGTTGCCCCCGCCGGCGGTGCGCC
5'-GGCGCACCGCCGGCGGGGGCAACCGAGTTG

Invitrogen
Novagen
Schulbach et al. (2001)
This study
This study
This study
This study
This study
This study
This study
This study
This study

This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study
This study

a. Restriction endonuclease sites are underlined, site-directed mutations are shown in bold





