
MS/MS Spectra for Supporting the Newly Identified GlycoProteins in FTC-133 Cell Line Based on One Glycopeptide Identification  
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MS/MS Spectra for Supporting the Newly Identified GlycoProteins in TPC-1 Cell Line Based on One Glycopeptide Identification  
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MS/MS Spectra for Supporting the Newly Identified GlycoProteins in XTC-1 Cell Line Based on One Glycopeptide Identification  
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MS/MS Spectra for Supporting the Newly Identified GlycoProteins in ARO Cell Line Based on One Glycopeptide Identification  
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MS/MS Spectra for Supporting the Newly Identified GlycoProteins in DRO-1 Cell Line Based on One Glycopeptide Identification  
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