Additional file 1: The phylogenetic tree of oocyte-specific NLRPs for DIVERGE analyses
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Figure S1 Phylogenetic tree of oocyte-specific NLRPs derived from amino acid sequences for
DIVERGE analyses: Four oocyte-specific NLRP genes (NLRP4, NLRP9, NLRP14 and

NLRPYS) are grouped into four clusters (cluster 1-4). Each gene (cluster) forms a monophyly
with 100% boostrap value.



