
Table W1. Demographics of the Patients Included in the Proteomic Study.

Node-Negative (n = 12) Node-Positive (n = 12) P

Age (years) 68.17 ± 11.71 62.08 ± 12.30 .670
Sex
Male 8 6 .680
Female 4 6

Ethnicity*
White 7 6 .415
African-American 3 6

Maximum diameter of the
tumor (cm)

4.75 ± 1.99 5.32 ± 1.99 .464

Histologic grade
Moderate 11 10 1.000
Poor 1 2

Primary site
Left colon 7 6 1.000
Right colon 3 4
Rectum 2 2

Primary tumor
T2 2 1 1.000
T3 10 10
T4 0 1

*The ethnicity information of two patients from the node-negative group was missing.
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Table W4. Primers for Real-time RT-PCR.

Gene Forward Primer (5′-3′) Reverse Primer (5′-3′)

TAGLN GTTCCAGACTGTTGACCTCTTT CTGCGCTTTCTTCATAAACC
TAGLN3 ATGGGAAGGGAAGGACATGGC GCTGGGCTTTCCTGTGAAACC
ECAD ATACACTCTCTTCTCTCACGCTGTG AAGAGCACCTTCCATGACAGAC
OCCL CCTGATGAATTCAAACCGAATC AGGAGAGGTCCATTTGTAGAAGTGA
CTTNB1 AAATGCTTGGTTCACCAGTGGAT CACTGCCATTTTAGCTCCTTCTTG
VIM TTCAGACAGGATGTTGACAATGC GGATTTCCTCTTCGTGGAGTTTC
FN1 CGAGAGTAAACCTGAAGCTGAAGAG GATGCAGGTACAGTCCCAGATC
GAPDH ACAGCCTCAAGATCATCAGCAAT ATGGACTGTGGTCATGAGTCCTT

Table W3. Sequences Inserted in TAGLN miRNA Plasmids.

DNA Oligos Top Strand (5′-3′)

Hmi416872 top TGCTGATCTGAAGGCCAATGACATGCGTTTTGGCCACTGACTGACGCATGTCAGGCCTTCAGAT
Hmi416872 bottom CCTGATCTGAAGGCCTGACATGCGTCAGTCAGTGGCCAAAACGCATGTCATTGGCCTTCAGATC
Hmi416873 top TGCTGAACTGATGATCTGCCGAGGTCGTTTTGGCCACTGACTGACGACCTCGGGATCATCAGTT
Hmi416873 bottom CCTGAACTGATGATCCCGAGGTCGTCAGTCAGTGGCCAAAACGACCTCGGCAGATCATCAGTTC
Hmi416874 top TGCTGTGCACTTCGCGGCTCATGCCAGTTTTGGCCACTGACTGACTGGCATGACGCGAAGTGCA
Hmi416874 bottom CCTGTGCACTTCGCGTCATGCCAGTCAGTCAGTGGCCAAAACTGGCATGAGCCGCGAAGTGCAC
Hmi416875 top TGCTGTGTGAATTCCCTCTTATGCTCGTTTTGGCCACTGACTGACGAGCATAAGGGAATTCACA
Hmi416875 bottom CCTGTGTGAATTCCCTTATGCTCGTCAGTCAGTGGCCAAAACGAGCATAAGAGGGAATTCACAC


