
Supplemental Figure S5:  MGL and OMR1 transcription under drought 

stress. Semi-quantitative RT-PCR was used to measure expression of MGL 

and OMR1 in fresh and desiccated flowers from 30-day-old mutant and 

wildtype plants. UBQ10 was used as a control for RNA abundance. F: fresh 

and D: drought stressed. 
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