
 
 
 
Supplemental Data Figure 3.  V vs. [S] plots for E2 oxidation by yeast microsomes containing 
17βHSD2, wild-type and mutations E116G and E116R.  Data points show means ± SD for a 3 or 
more determinations, and curves are fits of the Michaelis-Menten equation, V = Vmax•[S]/(Km + 
[S]), to the data using Origin version 7.5.  Insets show fitting statistics (P1 = Vmax, P2 = Km, r2 > 
0.98 for all fits).  
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Data: Data1_WT
Model: Hyperbl
Equation: 
y = P1*x/(P2 + x)
Weighting: 
y No weighting
  
Chî 2/DoF = 0.01097
R^2 =  0.99094
  
P1 7.13807 ±1.83438
P2 17.86669 ±6.43831
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Data: Data1_E116G
Model: Hyperbl
Equation: 
y = P1*x/(P2 + x)
Weighting: 
y No weighting
  
Chî 2/DoF = 0.00065
R^2 =  0.99956
  
P1 4.76024 ±0.13202
P2 7.04425 ±0.36142
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Data: Data1_E116R
Model: Hyperbl
Equation: 
y = P1*x/(P2 + x)
Weighting: 
y No weighting
  
Chî 2/DoF = 0.00219
R^2 =  0.99145
  
P1 2.12445 ±0.28308
P2 8.08514 ±1.90179
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Data: Data1_WT
Model: Hyperbl
Equation: 
y = P1*x/(P2 + x)
Weighting: 
y No weighting
  
Chi 2̂/DoF = 0.10692
R^2 =  0.98229
  
P1 6.34325 ±0.52367
P2 31.20441 ±8.45113
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Data: Data1_E116G
Model: Hyperbl
Equation: 
y = P1*x/(P2 + x)
Weighting: 
y No weighting
  
Chi 2̂/DoF = 0.63267
R^2 =  0.99857
  
P1 50.9627 ±1.06598
P2 21.14956 ±1.73769
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Data: Data1_E116R
Model: Hyperbl
Equation: 
y = P1*x/(P2 + x)
Weighting: 
y No weighting
  
Chi 2̂/DoF = 3.13688
R^2 =  0.98383
  
P1 35.84599 ±3.07602
P2 36.35808 ±9.58175
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