Supplementary information Van Wijk et al.

Supplementary Table I
Overview of human ubiquitin-conjugating enzymes (MS Excel spreadsheet
document (.x1s))

Supplementary Table 11
Overview of human RING-type E3 ligases (MS Excel spreadsheet document

(.xIs))

Supplementary Table I11
Overview of binary human E2-E3 interactions (Tab-delimited text document

(.txt))

Supplementary Table IV
Overview of all background-corrected E2-E3 interactions detected on LacZ-
staining (Tab-delimited text document (.txt))

Supplementary Table V
Overview of all background-corrected E2-E3 interactions detected on LEU2-
auxotrophy (Tab-delimited text document (.txt))

Supplementary Table VI
Overview of observed E2-E3 interactions compared with literature-curated,
biochemically functional interactions (MS Excel spreadsheet document (.xls))

Supplementary Figure 1
Influence of RING-domain position relative to the full-length E3 protein on E2
interacting potential (Portable Document Format document (.pdf))

Supplementary Figure 2
Network robustness (Portable Document Format document (.pdf))

Supplementary Figure 3
Hub overlap index (Portable Document Format document (.pdf))

Supplementary Figure 4
E2 similarity indices (Portable Document Format document (.pdf))
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Supplementary Figure 1
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Influence of RING-domain position relative to the full-length E3 protein on E2 interaction potential Importance
of E3-connections of individual E2 nodes in the E2-E3 ubiquitination interaction network for system robustness.
Individual E2 nodes were deleted from the network, followed by quantification of the number of unconnected
E3s, as measure for the system’s fidelity.

VanWijk_SuppFig_1



Z Bigddng Mlipzuep

‘AJIaply s waisAs
Ay} Joj ainseaw Se ‘sSg3 pajosuuodun Jo Jaquinu a8y} Jo uoneoyiuenb Ag pamoj|o) ‘HJomiau ay)
WOoJ} pPa)ajop 8J8M SBpPOU ZJ |BNPIAIPU| "SSBUISNOJ WSISAS 10} HJOMIBU uoloeIajul uoleuninbign
€3-Z3 9y} Ul S8pouU Z3J |enplAlpul JO SUOIPBUUOD-ET JO oouepodw| SSaujsnNqod 3IomjeN

Z @inbi4 Areyusws|ddng

awAzua z3

90uIg
m zc39n
[ mzaan
[ 2Azaan
[ 1Az3En
e =
[ 1zaan
[ szaan
[ zuzaan
[ Twzaan
[ zdzaan
o 1Oz3an
[ ozaan
T
[ wzasn
o ovzaan
[ £1z3an
[ siz3an
o zceaan
[ Trzaan
[ 1z3an
[ Hezaan
zozaan
[ 1oz3an
[ Jzaan
[ £3zaan
[ zazaan
[ 13238n
[ yazaan
[ cazaan
[ zazaan
[ 1azaan
[ 5zaan
[ geaan
[ vzaan
in o

o 359 zazaan

- 0T

- ST

- 0C

- GC

juauodwod g3 pajoauuodun

- O€

- GE



¢ Bigddng Mlipguep

"uoljoRIBJUI BUO UeY)
aJow BuiMoys z3 yoes 10} paje|nojes aiem siauped Bulpuiq €3 paieys xepul deusro qnH

¢ ainbi4 Atejuswa|ddng

[ o
o]
m
N
=
0
0
£
0
£
L
oL
L
L
m.

coz34an
¢3z34an

© 1DcZ3dan
1z23dan

coz38an
¢3238an
o23dan
LOZ3dgn
le3gan
Hz3an
Zreaan
g71¢38n
Zc38n
¢oz3an
€3238N
13238n
me3an
1dz3gn
NZ3an
¥ac3gn
€dc3gn
¢dcg3gan
nz3aan

© © 0JcZ3dn

©oooo HzIgan

o oo oo o gregadn
© = © oo o 97234dNn

oo oo oo o ¢3z3dn
| ©© © o wo o |3z3dn
©m®©o mo o vgz3dn
©m®©oo®oomo o edz3an

oo oooco o 7z3dn

c
@
m
[y~
=3
0
0
0
S
6
S
vl

o oo o®oo o zozidn

o oo o »mmo o zdz3dan
©RPoowoNNNNN NZIAN

[{ele)]
(o2 e )]

0c-L
orLe
09-Lv
08-19
00L-18




UBC-fold

Interface PR

61-80

4£1-60

2140
1-20

81100
6180
4160
2140

]
19
1o
ot
‘3
=
g
=1

R
1219 19 10 L 32
E 3 L] g ]
5 5§ 6 5 & (SR B SN TR S A 5 5 7 MONSNEE o 538 o NENNEN o N a8 0 EaN o0 o0 &N
R 883z 8% E 8 8y Y588 8 f 8 B s R EE 8 8ndYssaan g
£ 88885858888 58¢8¢48¢8¢E¢8 g 88 88888888868 8¢LE¢E8¢&

Supplementary Figure 4

E2 similarity indices Percentages sequence identity between all human E2 nodes in the E2-E3
network showing more than one interaction, displayed over the complete UBC-fold (/eft) or the
predicted E3-binding interface, as determined by the CNOT4-UbcH5B model (PDB-code:

1URG; right).
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