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Figure S18 | Transcript profiles within each wild-type cluster and cyclin mutant sub-
cluster from Supplementary Fig. 17 display high Pearson correlation. The top panel
of each page displays the wild-type log2-fold change expression profile for the genes (gray
lines) in a single wild-type cluster, overlaid with that cluster’s centroid (red line). The bot-
tom panel(s) display the cyclin mutant log2-fold change expression profiles (gray lines) and
centroids (red line) for all genes in each subcluster associated with the wild-type cluster.
Each panel is annotated with the cluster or subcluster name (as labeled in Supplementary
Fig. 17), and the average Pearson correlation between all genes displayed. A list of genes
in each cluster/subcluster can be found in Supplementary Table 2.
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