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Coding sequences and amino acid sequences of proteins used in this study 
 
Plasmid name  pSF345   
Encoded protein His10-TEV-Nsp1p1-601-Cys 
Features (nt)  4-33   His10-tag  

40-63  TEV protease recognition site  
76-1875 Nsp1p1-601 
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atgcaccaccatcaccatcaccaccatcaccacggatccggagaaaacctgtacttccagggtacctccatggggaacttcaatacacct 
 M  H  H  H  H  H  H  H  H  H  H  G  S  G  E  N  L  Y  F  Q  G  T  S  M  G  N  F  N  T  P  
caacaaaacaaaacgcccttttcgttcgggactgccaacaataactctaacaccaccaatcagaattcctctactggtgcgggcgccttc 
 Q  Q  N  K  T  P  F  S  F  G  T  A  N  N  N  S  N  T  T  N  Q  N  S  S  T  G  A  G  A  F  
ggaacaggtcaatcaacatttggtttcaacaattctgcgccaaataacacgaacaatgcaaactcttcaatcacacctgcatttggtagc 
 G  T  G  Q  S  T  F  G  F  N  N  S  A  P  N  N  T  N  N  A  N  S  S  I  T  P  A  F  G  S  
aataacactggtaatactgcattcggtaacagtaaccccacaagtaacgtttttggcagcaacaattctacgactaatacatttggtagt 
 N  N  T  G  N  T  A  F  G  N  S  N  P  T  S  N  V  F  G  S  N  N  S  T  T  N  T  F  G  S  
aatagtgcagggacatccctttttggatcttccagtgctcaacaaacgaagagcaatggaactgctggaggaaatacatttggttcttca 
 N  S  A  G  T  S  L  F  G  S  S  S  A  Q  Q  T  K  S  N  G  T  A  G  G  N  T  F  G  S  S  
tccttattcaataacagtactaatagcaatacgacaaaacctgcgttcggcggtttgaattttggcggcggcaataacacaactcctagc 
 S  L  F  N  N  S  T  N  S  N  T  T  K  P  A  F  G  G  L  N  F  G  G  G  N  N  T  T  P  S  
tcgaccggtaatgctaacacaagtaataacttatttggcgctaccgcaaatgcgaataagccagccttttcctttggtgcaaccactaac 
 S  T  G  N  A  N  T  S  N  N  L  F  G  A  T  A  N  A  N  K  P  A  F  S  F  G  A  T  T  N  
gacgataaaaaaacagaaccagacaagcctgctttctcctttaattcaagtgtcggtaataagacagacgctcaagctcccactacagga 
 D  D  K  K  T  E  P  D  K  P  A  F  S  F  N  S  S  V  G  N  K  T  D  A  Q  A  P  T  T  G  
ttttcctttggttcacaactaggtggaaacaaaacggttaacgaggctgcaaagccttccctttcatttggttcaggatcagctggtgct 
 F  S  F  G  S  Q  L  G  G  N  K  T  V  N  E  A  A  K  P  S  L  S  F  G  S  G  S  A  G  A  
aacccagctggagcttcgcaacccgaacctacaactaatgaaccagcaaaaccagccctctcttttggtactgcaacatccgacaataag 
 N  P  A  G  A  S  Q  P  E  P  T  T  N  E  P  A  K  P  A  L  S  F  G  T  A  T  S  D  N  K  
acaactaacacaaccccaagtttttcgtttggtgctaaatcggatgaaaataaagctggtgctacttctaagcctgccttctcattcggt 
 T  T  N  T  T  P  S  F  S  F  G  A  K  S  D  E  N  K  A  G  A  T  S  K  P  A  F  S  F  G  
gctaagccagaagaaaagaaggatgataattcctcaaaaccagctttctcatttggtgccaaatcaaatgaagacaagcaagatggaacg 
 A  K  P  E  E  K  K  D  D  N  S  S  K  P  A  F  S  F  G  A  K  S  N  E  D  K  Q  D  G  T  
gctaagccagcattttcctttggtgccaagcccgcggagaagaataacaatgaaacctccaagccggcattctcttttggagcaaagtct 
 A  K  P  A  F  S  F  G  A  K  P  A  E  K  N  N  N  E  T  S  K  P  A  F  S  F  G  A  K  S  
gatgagaaaaaggatggtgatgcctctaaacctgccttctcttttggcgctaaaccggatgaaaataaagctagtgctacttctaagcct 
 D  E  K  K  D  G  D  A  S  K  P  A  F  S  F  G  A  K  P  D  E  N  K  A  S  A  T  S  K  P  
gccttctcattcggcgctaagccagaagaaaagaaggatgataattcctcaaaaccagctttctcatttggtgccaaatcaaatgaagac 
 A  F  S  F  G  A  K  P  E  E  K  K  D  D  N  S  S  K  P  A  F  S  F  G  A  K  S  N  E  D  
aagcaagatggaacggctaagccagcattttcctttggtgccaagcccgcggaaaagaataacaatgaaacttccaagccggcattctct 
 K  Q  D  G  T  A  K  P  A  F  S  F  G  A  K  P  A  E  K  N  N  N  E  T  S  K  P  A  F  S  
tttggagcaaagtccgatgagaaaaaggatggcgatgcctctaaacctgccttctcatttggtgctaaatcggatgaaaaaaaggacagt 
 F  G  A  K  S  D  E  K  K  D  G  D  A  S  K  P  A  F  S  F  G  A  K  S  D  E  K  K  D  S  
gattcttcgaagcctgccttctcatttggtactaaatcgaatgaaaaaaaggacagtggttcttcgaagcctgccttctcattcggtgct 
 D  S  S  K  P  A  F  S  F  G  T  K  S  N  E  K  K  D  S  G  S  S  K  P  A  F  S  F  G  A  
aaacccgatgaaaagaagaatgatgaagtctccaagcctgccttctcattcggagcaaaggctaacgaaaagaaagaaagtgatgaatca 
 K  P  D  E  K  K  N  D  E  V  S  K  P  A  F  S  F  G  A  K  A  N  E  K  K  E  S  D  E  S  
aaatcagccttttcatttggttctaagcctacaggaaaggaggaaggcgatggggcgaaggctgccatttcctttggtgctaaacccgaa 
 K  S  A  F  S  F  G  S  K  P  T  G  K  E  E  G  D  G  A  K  A  A  I  S  F  G  A  K  P  E  
gaacagaaatccagtgatacgagcaagccagcgtttacttttggtgctcaaaaagataatgagaagaaaacagagtgctga 
 E  Q  K  S  S  D  T  S  K  P  A  F  T  F  G  A  Q  K  D  N  E  K  K  T  E  C  *  



Plasmid name  pSF847   
Encoded protein His10-TEV-Nup57p1-233-Nup49p1-246-Cys 
Features (nt)  4-33  His10-tag 

40-60  TEV protease recognition site 
76-771  Nup57p1-233  
781-1515 Nup49p1-246  
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atgcaccaccatcaccatcaccaccatcaccacggatccggagaaaacctgtacttccagggtacctccatggggtttggtttcagcggt 
 M  H  H  H  H  H  H  H  H  H  H  G  S  G  E  N  L  Y  F  Q  G  T  S  M  G  F  G  F  S  G  
agtaataacgggttcggaaataaaccagctggttcgaccggtttttcatttggacaaaacaataacaatacaaatactcaaccttcggct 
 S  N  N  G  F  G  N  K  P  A  G  S  T  G  F  S  F  G  Q  N  N  N  N  T  N  T  Q  P  S  A  
tcaggatttggttttgggggcagccagccaaattctgggacggctactaccggagggtttggtgcaaatcaggccacaaatacttttgga 
 S  G  F  G  F  G  G  S  Q  P  N  S  G  T  A  T  T  G  G  F  G  A  N  Q  A  T  N  T  F  G  
agtaaccaacaaagtagtacaggtggaggccttttcggtaataagcctgctcttggcagcctaggaagttcaagcactaccgcttcagga 
 S  N  Q  Q  S  S  T  G  G  G  L  F  G  N  K  P  A  L  G  S  L  G  S  S  S  T  T  A  S  G  
actacagctactggaacaggtttatttgggcaacaaacagcacaacctcaacaatccaccattggaggtgggttatttggaaacaagcca 
 T  T  A  T  G  T  G  L  F  G  Q  Q  T  A  Q  P  Q  Q  S  T  I  G  G  G  L  F  G  N  K  P  
actaccacaacgggaggtcttttcggcaacagtgcacaaaacaatagtaccacaagtgggggtttatttggtaataaagtaggatccact 
 T  T  T  T  G  G  L  F  G  N  S  A  Q  N  N  S  T  T  S  G  G  L  F  G  N  K  V  G  S  T  
ggctcactgatgggcggcaatagcactcaaaacacatctaacatgaatgcaggcggactttttggtgcaaagcctcagaatactacagcg 
 G  S  L  M  G  G  N  S  T  Q  N  T  S  N  M  N  A  G  G  L  F  G  A  K  P  Q  N  T  T  A  
actacgggaggcctatttggcagtaagccacaaggatcaacaactaatggtggcctgtttggaagcggcacccagaataacaataccctt 
 T  T  G  G  L  F  G  S  K  P  Q  G  S  T  T  N  G  G  L  F  G  S  G  T  Q  N  N  N  T  L  
gggggaggtggcctttttggccaatcccagcagcctcaaacaaacactgcgttcatggggtttggattaaataaagcatcttcgacacct 
 G  G  G  G  L  F  G  Q  S  Q  Q  P  Q  T  N  T  A  F  M  G  F  G  L  N  K  A  S  S  T  P  
gcaggtgggctctttggtcaggccagcggagctagcactggaaacgcgaatactgggttttcgtttggtgggactcaaactggacaaaac 
 A  G  G  L  F  G  Q  A  S  G  A  S  T  G  N  A  N  T  G  F  S  F  G  G  T  Q  T  G  Q  N  
accggcccaagtacaggtggactatttggcgctaaaccagccggatctacaggaggattaggtgcatcatttggtcagcagcaacaacaa 
 T  G  P  S  T  G  G  L  F  G  A  K  P  A  G  S  T  G  G  L  G  A  S  F  G  Q  Q  Q  Q  Q  
tctcagacaaatgcatttggaggaagcgccaccaccggagggggccttttcggtaacaaacctaacaatacggcgaacactgggggcggg 
 S  Q  T  N  A  F  G  G  S  A  T  T  G  G  G  L  F  G  N  K  P  N  N  T  A  N  T  G  G  G  
ttatttggcgctaattcgaacagtaattctggcagtttgtttggttccaacaatgcacagacgagtcgtggtttgtttggtaataataac 
 L  F  G  A  N  S  N  S  N  S  G  S  L  F  G  S  N  N  A  Q  T  S  R  G  L  F  G  N  N  N  
actaataatatcaataatagtagtagtggcatgaataatgcaagcgctggactatttggctctaaacctgcaggaggcacttctttgttc 
 T  N  N  I  N  N  S  S  S  G  M  N  N  A  S  A  G  L  F  G  S  K  P  A  G  G  T  S  L  F  
ggtaatacaagcacctcttcggcccctgcgcagaaccagggcatgtttggtgcaaaaccagctggtacatctctattcggcaataatgca 
 G  N  T  S  T  S  S  A  P  A  Q  N  Q  G  M  F  G  A  K  P  A  G  T  S  L  F  G  N  N  A  
ggtaatacgaccactggtggagggttatttggctccaaaccgacaggagcaacgtctttgtttggttcatcaaataacaacaacaataac 
 G  N  T  T  T  G  G  G  L  F  G  S  K  P  T  G  A  T  S  L  F  G  S  S  N  N  N  N  N  N  
aataatagtaacaacatcatgagtgcgtcaggcgggctatttggtaatcagcagcagcaactgcagcagcaaccatgttga 
 N  N  S  N  N  I  M  S  A  S  G  G  L  F  G  N  Q  Q  Q  Q  L  Q  Q  Q  P  C  *  

 



Plasmid name  pSF776   
Encoded protein His10-TEV-Nup57p1-233-Nsp1p1-601-Nup49p1-246-Cys 
Features (nt)  4-33  His10-tag  

40-63  TEV protease recognition site  
76-771  Nup57p1-233  
781-2580 Nsp1p1-601 
2590-3324 Nup49p1-246 
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atgcaccaccatcaccatcaccaccatcaccacggatccggagaaaacctgtacttccagggtacctccatggggtttggtttcagcggt 
 M  H  H  H  H  H  H  H  H  H  H  G  S  G  E  N  L  Y  F  Q  G  T  S  M  G  F  G  F  S  G  
agtaataacgggttcggaaataaaccagctggttcgaccggtttttcatttggacaaaacaataacaatacaaatactcaaccttctgct 
 S  N  N  G  F  G  N  K  P  A  G  S  T  G  F  S  F  G  Q  N  N  N  N  T  N  T  Q  P  S  A  
tcaggatttggttttgggggcagccagccaaattctgggacggctactaccggagggtttggtgcaaatcaggccacaaatacttttgga 
 S  G  F  G  F  G  G  S  Q  P  N  S  G  T  A  T  T  G  G  F  G  A  N  Q  A  T  N  T  F  G  
agtaaccaacaaagtagtacaggtggaggccttttcggtaataagcctgctcttggcagcctaggaagttcaagcactaccgcttcagga 
 S  N  Q  Q  S  S  T  G  G  G  L  F  G  N  K  P  A  L  G  S  L  G  S  S  S  T  T  A  S  G  
actacagctactggaacaggtttatttgggcaacaaacagcacaacctcaacaatccaccattggaggtgggttatttggaaacaagcca 
 T  T  A  T  G  T  G  L  F  G  Q  Q  T  A  Q  P  Q  Q  S  T  I  G  G  G  L  F  G  N  K  P  
actaccacaacgggaggtcttttcggcaacagtgcacaaaacaatagtaccacaagtgggggtttatttggtaataaagtaggatccact 
 T  T  T  T  G  G  L  F  G  N  S  A  Q  N  N  S  T  T  S  G  G  L  F  G  N  K  V  G  S  T  
ggctcactgatgggcggcaatagcactcaaaacacatctaacatgaatgcaggcggactttttggtgcaaagcctcagaatactacagcg 
 G  S  L  M  G  G  N  S  T  Q  N  T  S  N  M  N  A  G  G  L  F  G  A  K  P  Q  N  T  T  A  
actacgggaggcctatttggcagtaagccacaaggatcaacaactaatggtggcctgtttggaagcggcacccagaataacaataccctt 
 T  T  G  G  L  F  G  S  K  P  Q  G  S  T  T  N  G  G  L  F  G  S  G  T  Q  N  N  N  T  L  
gggggaggtggcctttttggccaatcccagcagcctcaaacaaacactgcgttcatggggaacttcaatacacctcaacaaaacaaaacg 
 G  G  G  G  L  F  G  Q  S  Q  Q  P  Q  T  N  T  A  F  M  G  N  F  N  T  P  Q  Q  N  K  T  
cccttttcgttcgggactgccaacaataactctaacaccaccaatcagaattcctctactggtgcgggcgccttcggaacaggtcaatca 
 P  F  S  F  G  T  A  N  N  N  S  N  T  T  N  Q  N  S  S  T  G  A  G  A  F  G  T  G  Q  S  
acatttggtttcaacaattctgcgccaaataacacgaacaatgcaaactcttcaatcacacctgcatttggtagcaataacactggtaat 
 T  F  G  F  N  N  S  A  P  N  N  T  N  N  A  N  S  S  I  T  P  A  F  G  S  N  N  T  G  N  
actgcattcggtaacagtaaccccacaagtaacgtttttggcagcaacaattctacgactaatacatttggtagtaatagtgcagggaca 
 T  A  F  G  N  S  N  P  T  S  N  V  F  G  S  N  N  S  T  T  N  T  F  G  S  N  S  A  G  T  
tccctttttggatcttccagtgctcaacaaacgaagagcaatggaactgctggaggaaatacatttggttcttcatccttattcaataac 
 S  L  F  G  S  S  S  A  Q  Q  T  K  S  N  G  T  A  G  G  N  T  F  G  S  S  S  L  F  N  N  
agtactaatagcaatacgacaaaacctgcgttcggcggtttgaattttggcggcggcaataacacaactcctagctcgaccggtaatgct 
 S  T  N  S  N  T  T  K  P  A  F  G  G  L  N  F  G  G  G  N  N  T  T  P  S  S  T  G  N  A  
aacacaagtaataacttatttggcgctaccgcaaatgcgaataagccagccttttcctttggtgcaaccactaacgacgataaaaaaaca 
 N  T  S  N  N  L  F  G  A  T  A  N  A  N  K  P  A  F  S  F  G  A  T  T  N  D  D  K  K  T  
gaaccagacaagcctgctttctcctttaattcaagtgtcggtaataagacagacgctcaagctcccactacaggattttcctttggttca 
 E  P  D  K  P  A  F  S  F  N  S  S  V  G  N  K  T  D  A  Q  A  P  T  T  G  F  S  F  G  S  
caactaggtggaaacaaaacggttaacgaggctgcaaagccttccctttcatttggttcaggatcagctggtgctaacccagctggagct 
 Q  L  G  G  N  K  T  V  N  E  A  A  K  P  S  L  S  F  G  S  G  S  A  G  A  N  P  A  G  A  
tcgcaacccgaacctacaactaatgaaccagcaaaaccagccctctcttttggtactgcaacatccgacaataagacaactaacacaacc 
 S  Q  P  E  P  T  T  N  E  P  A  K  P  A  L  S  F  G  T  A  T  S  D  N  K  T  T  N  T  T  
ccaagtttttcgtttggtgctaaatcggatgaaaataaagctggtgctacttctaagcctgccttctcattcggtgctaagccagaagaa 
 P  S  F  S  F  G  A  K  S  D  E  N  K  A  G  A  T  S  K  P  A  F  S  F  G  A  K  P  E  E  
aagaaggatgataattcctcaaaaccagctttctcatttggtgccaaatcaaatgaagacaagcaagatggaacggctaagccagcattt 
 K  K  D  D  N  S  S  K  P  A  F  S  F  G  A  K  S  N  E  D  K  Q  D  G  T  A  K  P  A  F  
tcctttggtgccaagcccgcggagaagaataacaatgaaacctccaagccggcattctcttttggagcaaagtctgatgagaaaaaggat 
 S  F  G  A  K  P  A  E  K  N  N  N  E  T  S  K  P  A  F  S  F  G  A  K  S  D  E  K  K  D  
ggtgatgcctctaaacctgccttctcttttggcgctaaaccggatgaaaataaagctagtgctacttctaagcctgccttctcattcggc 
 G  D  A  S  K  P  A  F  S  F  G  A  K  P  D  E  N  K  A  S  A  T  S  K  P  A  F  S  F  G  
gctaagccagaagaaaagaaggatgataattcctcaaaaccagctttctcatttggtgccaaatcaaatgaagacaagcaagatggaacg 
 A  K  P  E  E  K  K  D  D  N  S  S  K  P  A  F  S  F  G  A  K  S  N  E  D  K  Q  D  G  T  
gctaagccagcattttcctttggtgccaagcccgcggaaaagaataacaatgaaacttccaagccggcattctcttttggagcaaagtcc 
 A  K  P  A  F  S  F  G  A  K  P  A  E  K  N  N  N  E  T  S  K  P  A  F  S  F  G  A  K  S  
gatgagaaaaaggatggcgatgcctctaaacctgccttctcatttggtgctaaatcggatgaaaaaaaggacagtgattcttcgaagcct 
 D  E  K  K  D  G  D  A  S  K  P  A  F  S  F  G  A  K  S  D  E  K  K  D  S  D  S  S  K  P  
gccttctcatttggtactaaatcgaatgaaaaaaaggacagtggttcttcgaagcctgccttctcattcggtgctaaacccgatgaaaag 
 A  F  S  F  G  T  K  S  N  E  K  K  D  S  G  S  S  K  P  A  F  S  F  G  A  K  P  D  E  K  
aagaatgatgaagtctccaagcctgccttctcattcggagcaaaggctaacgaaaagaaagaaagtgatgaatcaaaatcagccttttca 
 K  N  D  E  V  S  K  P  A  F  S  F  G  A  K  A  N  E  K  K  E  S  D  E  S  K  S  A  F  S  
tttggttctaagcctacaggaaaggaggaaggcgatggggcgaaggctgccatttcctttggtgctaaacccgaagaacagaaatccagt 
 F  G  S  K  P  T  G  K  E  E  G  D  G  A  K  A  A  I  S  F  G  A  K  P  E  E  Q  K  S  S  
gatacgagcaagccagcgtttacttttggtgctcaaaaagataatgagaagaaaacagagttcatggggtttggattaaataaagcatct 
 D  T  S  K  P  A  F  T  F  G  A  Q  K  D  N  E  K  K  T  E  F  M  G  F  G  L  N  K  A  S  
tcgacacctgcaggtgggctctttggtcaggccagcggagctagcactggaaacgcgaatactgggttttcgtttggtgggactcaaact 
 S  T  P  A  G  G  L  F  G  Q  A  S  G  A  S  T  G  N  A  N  T  G  F  S  F  G  G  T  Q  T  
ggacaaaacaccggcccaagtacaggtggactatttggcgctaaaccagccggatctacaggaggattaggtgcatcatttggtcagcag 
 G  Q  N  T  G  P  S  T  G  G  L  F  G  A  K  P  A  G  S  T  G  G  L  G  A  S  F  G  Q  Q  
caacaacaatctcagacaaatgcatttggaggaagcgccaccaccggagggggccttttcggtaacaaacctaacaatacggcgaacact 
 Q  Q  Q  S  Q  T  N  A  F  G  G  S  A  T  T  G  G  G  L  F  G  N  K  P  N  N  T  A  N  T  
gggggcgggttatttggcgctaattcgaacagtaattctggcagtttgtttggttccaacaatgcacagacgagtcgtggtttgtttggt 
 G  G  G  L  F  G  A  N  S  N  S  N  S  G  S  L  F  G  S  N  N  A  Q  T  S  R  G  L  F  G  
aataataacactaataatatcaataatagtagtagtggcatgaataatgcaagcgctggactatttggctctaaacctgcaggaggcact 
 N  N  N  T  N  N  I  N  N  S  S  S  G  M  N  N  A  S  A  G  L  F  G  S  K  P  A  G  G  T  
tctttgttcggtaatacaagcacctcttcggcccctgcgcagaaccagggcatgtttggtgcaaaaccagctggtacatctctattcggc 
 S  L  F  G  N  T  S  T  S  S  A  P  A  Q  N  Q  G  M  F  G  A  K  P  A  G  T  S  L  F  G  
aataatgcaggtaatacgaccactggtggagggttatttggctccaaaccgacaggagcaacgtctttgtttggttcatcaaataacaac 
 N  N  A  G  N  T  T  T  G  G  G  L  F  G  S  K  P  T  G  A  T  S  L  F  G  S  S  N  N  N  
aacaataacaataatagtaacaacatcatgagtgcgtcaggcgggctatttggtaatcagcagcagcaactgcagcagcaaccatgttga 
 N  N  N  N  N  S  N  N  I  M  S  A  S  G  G  L  F  G  N  Q  Q  Q  Q  L  Q  Q  Q  P  C  *  

 



Plasmid name  pSF851   
Encoded protein His14-TEV-IBB-MBP-mEGFP 
Features (nt)  1-78  His14-tag   

79-96  TEV protease recognition site  
103-288 S. cerevisiae Srp1p2-63  
295-1395 Maltose-binding protein (MBP) 
1408-2118 mEGFP  

 
1 
 

91 
 

181 
 

271 
 

361 
 

451 
 

541 
 

631 
 

721 
 

811 
 

901 
 

991 
 

1081 
 

1171 
 

1261 
 

1351 
 

1441 
 

1531 
 

1621 
 

1711 
 

1801 
 

1891 
 

1981 
 

2071 
 

atgagcaagcatcaccatcattcaggccatcaccataccggacaccaccatcattcaggcagtcatcaccataccggcgagaacctgtat 
 M  S  K  H  H  H  H  S  G  H  H  H  T  G  H  H  H  H  S  G  S  H  H  H  T  G  E  N  L  Y  
tttcaaggatccgataatggtacagattcttccacgagcaagttcgttcccgaatatagacgaacaaactttaagaataaaggcagattc 
 F  Q  G  S  D  N  G  T  D  S  S  T  S  K  F  V  P  E  Y  R  R  T  N  F  K  N  K  G  R  F  
tctgcagatgaacttcgtcgtcgtagagatacacaacaggtcgaattaagaaaagcaaaaagagatgaagctttggccaaaagaagaaac 
 S  A  D  E  L  R  R  R  R  D  T  Q  Q  V  E  L  R  K  A  K  R  D  E  A  L  A  K  R  R  N  
tttattcccccaactgatggtaccaaaactgaagaaggtaaactggtaatctggattaacggcgataaaggctataacggtctcgctgaa 
 F  I  P  P  T  D  G  T  K  T  E  E  G  K  L  V  I  W  I  N  G  D  K  G  Y  N  G  L  A  E  
gtcggtaagaaattcgagaaagataccggaattaaagtcaccgttgagcatccggataaactggaagagaaattcccacaggttgcggca 
 V  G  K  K  F  E  K  D  T  G  I  K  V  T  V  E  H  P  D  K  L  E  E  K  F  P  Q  V  A  A  
actggcgatggccctgacattatcttctgggcacacgaccgctttggtggctacgctcaatctggcctgttggctgaaatcaccccggac 
 T  G  D  G  P  D  I  I  F  W  A  H  D  R  F  G  G  Y  A  Q  S  G  L  L  A  E  I  T  P  D  
aaagcgttccaggacaagctgtatccgtttacctgggatgccgtacgttacaacggcaagctgattgcttacccgatcgctgttgaagcg 
 K  A  F  Q  D  K  L  Y  P  F  T  W  D  A  V  R  Y  N  G  K  L  I  A  Y  P  I  A  V  E  A  
ttatcgctgatttataacaaagatctgctgccgaacccgccaaaaacctgggaagagatcccggcgctggataaagaactgaaagcgaaa 
 L  S  L  I  Y  N  K  D  L  L  P  N  P  P  K  T  W  E  E  I  P  A  L  D  K  E  L  K  A  K  
ggtaagagcgcgctgatgttcaacctgcaagaaccgtacttcacctggccgctgattgctgctgacgggggttatgcgttcaagtatgaa 
 G  K  S  A  L  M  F  N  L  Q  E  P  Y  F  T  W  P  L  I  A  A  D  G  G  Y  A  F  K  Y  E  
aacggcaagtacgacattaaagacgtgggcgtggataacgctggcgcgaaagcgggtctgaccttcctggttgacctgattaaaaacaaa 
 N  G  K  Y  D  I  K  D  V  G  V  D  N  A  G  A  K  A  G  L  T  F  L  V  D  L  I  K  N  K  
cacatgaatgcagacaccgattactccatcgcagaagctgcctttaataaaggcgaaacagcgatgaccatcaacggcccgtgggcatgg 
 H  M  N  A  D  T  D  Y  S  I  A  E  A  A  F  N  K  G  E  T  A  M  T  I  N  G  P  W  A  W  
tccaacatcgacaccagcaaagtgaattatggtgtaacggtactgccgaccttcaagggtcaaccatccaaaccgttcgttggcgtgctg 
 S  N  I  D  T  S  K  V  N  Y  G  V  T  V  L  P  T  F  K  G  Q  P  S  K  P  F  V  G  V  L  
agcgcaggtattaacgccgccagtccgaacaaagagctggcaaaagagttcctcgaaaactatctgctgactgatgaaggtctggaagcg 
 S  A  G  I  N  A  A  S  P  N  K  E  L  A  K  E  F  L  E  N  Y  L  L  T  D  E  G  L  E  A  
gttaataaagacaaaccgctgggtgccgtagcgctgaagtcttacgaggaagagttggcgaaagatccacgtattgccgccaccatggaa 
 V  N  K  D  K  P  L  G  A  V  A  L  K  S  Y  E  E  E  L  A  K  D  P  R  I  A  A  T  M  E  
aacgcccagaaaggtgaaatcatgccgaacatcccgcagatgtccgctttctggtatgccgtgcgtactgcggtgatcaacgccgccagc 
 N  A  Q  K  G  E  I  M  P  N  I  P  Q  M  S  A  F  W  Y  A  V  R  T  A  V  I  N  A  A  S  
ggtcgtcagactgtcgatgaagccctgaaagacgcgcagactaatggcaccggaaccagcaagggcgaggagctgttcaccggggtggtg 
 G  R  Q  T  V  D  E  A  L  K  D  A  Q  T  N  G  T  G  T  S  K  G  E  E  L  F  T  G  V  V  
cccatcctggtcgagctggacggcgacgtaaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctg 
 P  I  L  V  E  L  D  G  D  V  N  G  H  K  F  S  V  S  G  E  G  E  G  D  A  T  Y  G  K  L  
accctgaagttcatctgcaccaccggcaagctgcccgtgccctggcccaccctcgtgaccaccctgacctacggcgtgcagtgcttcagc 
 T  L  K  F  I  C  T  T  G  K  L  P  V  P  W  P  T  L  V  T  T  L  T  Y  G  V  Q  C  F  S  
cgctaccccgaccacatgaagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggac 
 R  Y  P  D  H  M  K  Q  H  D  F  F  K  S  A  M  P  E  G  Y  V  Q  E  R  T  I  F  F  K  D  
gacggcaactacaagacccgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggag 
 D  G  N  Y  K  T  R  A  E  V  K  F  E  G  D  T  L  V  N  R  I  E  L  K  G  I  D  F  K  E  
gacggcaacatcctggggcacaagctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaag 
 D  G  N  I  L  G  H  K  L  E  Y  N  Y  N  S  H  N  V  Y  I  M  A  D  K  Q  K  N  G  I  K  
gtgaacttcaagatccgccacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggcccc 
 V  N  F  K  I  R  H  N  I  E  D  G  S  V  Q  L  A  D  H  Y  Q  Q  N  T  P  I  G  D  G  P  
gtgctgctgcccgacaaccactacctgagcacccagtccgccctgagcaaagaccccaacgagaagcgcgatcacatggtccttaaggag 
 V  L  L  P  D  N  H  Y  L  S  T  Q  S  A  L  S  K  D  P  N  E  K  R  D  H  M  V  L  K  E  
ttcgtgaccgccgccgggatcactctcggcatggacgagctgtacaagtaa 
 F  V  T  A  A  G  I  T  L  G  M  D  E  L  Y  K  *  



Plasmid name  pSF844   
Encoded protein His14-TEV-MBP-mCherry 
Features (nt)  1-78  His14-tag   

79-96  TEV protease recognition site  
103-1203 Maltose-binding protein (MBP) 
1216-1917 mCherry  
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atgagcaagcatcaccatcattcaggccatcaccataccggacaccaccatcattcaggcagtcatcaccataccggcgagaacctgtat 
 M  S  K  H  H  H  H  S  G  H  H  H  T  G  H  H  H  H  S  G  S  H  H  H  T  G  E  N  L  Y  
tttcagggtaccaaaactgaagaaggtaaactggtaatctggattaacggcgataaaggctataacggtctcgctgaagtcggtaagaaa 
 F  Q  G  T  K  T  E  E  G  K  L  V  I  W  I  N  G  D  K  G  Y  N  G  L  A  E  V  G  K  K  
ttcgagaaagataccggaattaaagtcaccgttgagcatccggataaactggaagagaaattcccacaggttgcggcaactggcgatggc 
 F  E  K  D  T  G  I  K  V  T  V  E  H  P  D  K  L  E  E  K  F  P  Q  V  A  A  T  G  D  G  
cctgacattatcttctgggcacacgaccgctttggtggctacgctcaatctggcctgttggctgaaatcaccccggacaaagcgttccag 
 P  D  I  I  F  W  A  H  D  R  F  G  G  Y  A  Q  S  G  L  L  A  E  I  T  P  D  K  A  F  Q  
gacaagctgtatccgtttacctgggatgccgtacgttacaacggcaagctgattgcttacccgatcgctgttgaagcgttatcgctgatt 
 D  K  L  Y  P  F  T  W  D  A  V  R  Y  N  G  K  L  I  A  Y  P  I  A  V  E  A  L  S  L  I  
tataacaaagatctgctgccgaacccgccaaaaacctgggaagagatcccggcgctggataaagaactgaaagcgaaaggtaagagcgcg 
 Y  N  K  D  L  L  P  N  P  P  K  T  W  E  E  I  P  A  L  D  K  E  L  K  A  K  G  K  S  A  
ctgatgttcaacctgcaagaaccgtacttcacctggccgctgattgctgctgacgggggttatgcgttcaagtatgaaaacggcaagtac 
 L  M  F  N  L  Q  E  P  Y  F  T  W  P  L  I  A  A  D  G  G  Y  A  F  K  Y  E  N  G  K  Y  
gacattaaagacgtgggcgtggataacgctggcgcgaaagcgggtctgaccttcctggttgacctgattaaaaacaaacacatgaatgca 
 D  I  K  D  V  G  V  D  N  A  G  A  K  A  G  L  T  F  L  V  D  L  I  K  N  K  H  M  N  A  
gacaccgattactccatcgcagaagctgcctttaataaaggcgaaacagcgatgaccatcaacggcccgtgggcatggtccaacatcgac 
 D  T  D  Y  S  I  A  E  A  A  F  N  K  G  E  T  A  M  T  I  N  G  P  W  A  W  S  N  I  D  
accagcaaagtgaattatggtgtaacggtactgccgaccttcaagggtcaaccatccaaaccgttcgttggcgtgctgagcgcaggtatt 
 T  S  K  V  N  Y  G  V  T  V  L  P  T  F  K  G  Q  P  S  K  P  F  V  G  V  L  S  A  G  I  
aacgccgccagtccgaacaaagagctggcaaaagagttcctcgaaaactatctgctgactgatgaaggtctggaagcggttaataaagac 
 N  A  A  S  P  N  K  E  L  A  K  E  F  L  E  N  Y  L  L  T  D  E  G  L  E  A  V  N  K  D  
aaaccgctgggtgccgtagcgctgaagtcttacgaggaagagttggcgaaagatccacgtattgccgccaccatggaaaacgcccagaaa 
 K  P  L  G  A  V  A  L  K  S  Y  E  E  E  L  A  K  D  P  R  I  A  A  T  M  E  N  A  Q  K  
ggtgaaatcatgccgaacatcccgcagatgtccgctttctggtatgccgtgcgtactgcggtgatcaacgccgccagcggtcgtcagact 
 G  E  I  M  P  N  I  P  Q  M  S  A  F  W  Y  A  V  R  T  A  V  I  N  A  A  S  G  R  Q  T  
gtcgatgaagccctgaaagacgcgcagactaatggcaccggaaccagcaagggcgaggaggataacatggccatcatcaaggagttcatg 
 V  D  E  A  L  K  D  A  Q  T  N  G  T  G  T  S  K  G  E  E  D  N  M  A  I  I  K  E  F  M  
cgcttcaaggtgcacatggagggctccgtgaacggccacgagttcgagatcgagggcgagggcgagggccgcccctacgagggcacccag 
 R  F  K  V  H  M  E  G  S  V  N  G  H  E  F  E  I  E  G  E  G  E  G  R  P  Y  E  G  T  Q  
accgccaagctgaaggtgaccaagggtggccccctgcccttcgcctgggacatcctgtcccctcagttcatgtacggctccaaggcctac 
 T  A  K  L  K  V  T  K  G  G  P  L  P  F  A  W  D  I  L  S  P  Q  F  M  Y  G  S  K  A  Y  
gtgaagcaccccgccgacatccccgactacttgaagctgtccttccccgagggcttcaagtgggagcgcgtgatgaacttcgaggacggc 
 V  K  H  P  A  D  I  P  D  Y  L  K  L  S  F  P  E  G  F  K  W  E  R  V  M  N  F  E  D  G  
ggcgtggtgaccgtgacccaggactcctccctgcaggacggcgagttcatctacaaggtgaagctgcgcggcaccaacttcccctccgac 
 G  V  V  T  V  T  Q  D  S  S  L  Q  D  G  E  F  I  Y  K  V  K  L  R  G  T  N  F  P  S  D  
ggccccgtaatgcagaagaagaccatgggctgggaggcctcctccgagcggatgtaccccgaggacggcgccctgaagggcgagatcaag 
 G  P  V  M  Q  K  K  T  M  G  W  E  A  S  S  E  R  M  Y  P  E  D  G  A  L  K  G  E  I  K  
cagaggctgaagctgaaggacggcggccactacgacgctgaggtcaagaccacctacaaggccaagaagcccgtgcagctgcccggcgcc 
 Q  R  L  K  L  K  D  G  G  H  Y  D  A  E  V  K  T  T  Y  K  A  K  K  P  V  Q  L  P  G  A  
tacaacgtcaacatcaagttggacatcacctcccacaacgaggactacaccatcgtggaacagtacgaacgcgccgagggccgccactcc 
 Y  N  V  N  I  K  L  D  I  T  S  H  N  E  D  Y  T  I  V  E  Q  Y  E  R  A  E  G  R  H  S  
accggcggcatggacgagctgtacaagtaa 
 T  G  G  M  D  E  L  Y  K  *  

 
 



Plasmid name  pSF846   
Encoded protein His14-TEV-mCherry 
Features (nt)  1-78  His14-tag   

79-96  TEV protease recognition site  
103-804 mCherry  
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atgagcaagcatcaccatcattcaggccatcaccataccggacaccaccatcattcaggcagtcatcaccataccggcgagaacctgtat 
 M  S  K  H  H  H  H  S  G  H  H  H  T  G  H  H  H  H  S  G  S  H  H  H  T  G  E  N  L  Y  
tttcagggtaccagcaagggcgaggaggataacatggccatcatcaaggagttcatgcgcttcaaggtgcacatggagggctccgtgaac 
 F  Q  G  T  S  K  G  E  E  D  N  M  A  I  I  K  E  F  M  R  F  K  V  H  M  E  G  S  V  N  
ggccacgagttcgagatcgagggcgagggcgagggccgcccctacgagggcacccagaccgccaagctgaaggtgaccaagggtggcccc 
 G  H  E  F  E  I  E  G  E  G  E  G  R  P  Y  E  G  T  Q  T  A  K  L  K  V  T  K  G  G  P  
ctgcccttcgcctgggacatcctgtcccctcagttcatgtacggctccaaggcctacgtgaagcaccccgccgacatccccgactacttg 
 L  P  F  A  W  D  I  L  S  P  Q  F  M  Y  G  S  K  A  Y  V  K  H  P  A  D  I  P  D  Y  L  
aagctgtccttccccgagggcttcaagtgggagcgcgtgatgaacttcgaggacggcggcgtggtgaccgtgacccaggactcctccctg 
 K  L  S  F  P  E  G  F  K  W  E  R  V  M  N  F  E  D  G  G  V  V  T  V  T  Q  D  S  S  L  
caggacggcgagttcatctacaaggtgaagctgcgcggcaccaacttcccctccgacggccccgtaatgcagaagaagaccatgggctgg 
 Q  D  G  E  F  I  Y  K  V  K  L  R  G  T  N  F  P  S  D  G  P  V  M  Q  K  K  T  M  G  W  
gaggcctcctccgagcggatgtaccccgaggacggcgccctgaagggcgagatcaagcagaggctgaagctgaaggacggcggccactac 
 E  A  S  S  E  R  M  Y  P  E  D  G  A  L  K  G  E  I  K  Q  R  L  K  L  K  D  G  G  H  Y  
gacgctgaggtcaagaccacctacaaggccaagaagcccgtgcagctgcccggcgcctacaacgtcaacatcaagttggacatcacctcc 
 D  A  E  V  K  T  T  Y  K  A  K  K  P  V  Q  L  P  G  A  Y  N  V  N  I  K  L  D  I  T  S  
cacaacgaggactacaccatcgtggaacagtacgaacgcgccgagggccgccactccaccggcggcatggacgagctgtacaagtaa 
 H  N  E  D  Y  T  I  V  E  Q  Y  E  R  A  E  G  R  H  S  T  G  G  M  D  E  L  Y  K  *  
 

 



Plasmid name  pSF856   
Encoded protein His14-TEV-IBB-MBP-mCherry 
Features (nt)  1-78  His14-tag   

79-96  TEV protease recognition site  
103-288 S. cerevisiae Srp1p2-63  
295-1395 Maltose-binding protein (MBP) 
1408-2109 mCherry  
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atgagcaagcatcaccatcattcaggccatcaccataccggacaccaccatcattcaggcagtcatcaccataccggcgagaacctgtat 
 M  S  K  H  H  H  H  S  G  H  H  H  T  G  H  H  H  H  S  G  S  H  H  H  T  G  E  N  L  Y  
tttcaaggatccgataatggtacagattcttccacgagcaagttcgttcccgaatatagacgaacaaactttaagaataaaggcagattc 
 F  Q  G  S  D  N  G  T  D  S  S  T  S  K  F  V  P  E  Y  R  R  T  N  F  K  N  K  G  R  F  
tctgcagatgaacttcgtcgtcgtagagatacacaacaggtcgaattaagaaaagcaaaaagagatgaagctttggccaaaagaagaaac 
 S  A  D  E  L  R  R  R  R  D  T  Q  Q  V  E  L  R  K  A  K  R  D  E  A  L  A  K  R  R  N  
tttattcccccaactgatggtaccaaaactgaagaaggtaaactggtaatctggattaacggcgataaaggctataacggtctcgctgaa 
 F  I  P  P  T  D  G  T  K  T  E  E  G  K  L  V  I  W  I  N  G  D  K  G  Y  N  G  L  A  E  
gtcggtaagaaattcgagaaagataccggaattaaagtcaccgttgagcatccggataaactggaagagaaattcccacaggttgcggca 
 V  G  K  K  F  E  K  D  T  G  I  K  V  T  V  E  H  P  D  K  L  E  E  K  F  P  Q  V  A  A  
actggcgatggccctgacattatcttctgggcacacgaccgctttggtggctacgctcaatctggcctgttggctgaaatcaccccggac 
 T  G  D  G  P  D  I  I  F  W  A  H  D  R  F  G  G  Y  A  Q  S  G  L  L  A  E  I  T  P  D  
aaagcgttccaggacaagctgtatccgtttacctgggatgccgtacgttacaacggcaagctgattgcttacccgatcgctgttgaagcg 
 K  A  F  Q  D  K  L  Y  P  F  T  W  D  A  V  R  Y  N  G  K  L  I  A  Y  P  I  A  V  E  A  
ttatcgctgatttataacaaagatctgctgccgaacccgccaaaaacctgggaagagatcccggcgctggataaagaactgaaagcgaaa 
 L  S  L  I  Y  N  K  D  L  L  P  N  P  P  K  T  W  E  E  I  P  A  L  D  K  E  L  K  A  K  
ggtaagagcgcgctgatgttcaacctgcaagaaccgtacttcacctggccgctgattgctgctgacgggggttatgcgttcaagtatgaa 
 G  K  S  A  L  M  F  N  L  Q  E  P  Y  F  T  W  P  L  I  A  A  D  G  G  Y  A  F  K  Y  E  
aacggcaagtacgacattaaagacgtgggcgtggataacgctggcgcgaaagcgggtctgaccttcctggttgacctgattaaaaacaaa 
 N  G  K  Y  D  I  K  D  V  G  V  D  N  A  G  A  K  A  G  L  T  F  L  V  D  L  I  K  N  K  
cacatgaatgcagacaccgattactccatcgcagaagctgcctttaataaaggcgaaacagcgatgaccatcaacggcccgtgggcatgg 
 H  M  N  A  D  T  D  Y  S  I  A  E  A  A  F  N  K  G  E  T  A  M  T  I  N  G  P  W  A  W  
tccaacatcgacaccagcaaagtgaattatggtgtaacggtactgccgaccttcaagggtcaaccatccaaaccgttcgttggcgtgctg 
 S  N  I  D  T  S  K  V  N  Y  G  V  T  V  L  P  T  F  K  G  Q  P  S  K  P  F  V  G  V  L  
agcgcaggtattaacgccgccagtccgaacaaagagctggcaaaagagttcctcgaaaactatctgctgactgatgaaggtctggaagcg 
 S  A  G  I  N  A  A  S  P  N  K  E  L  A  K  E  F  L  E  N  Y  L  L  T  D  E  G  L  E  A  
gttaataaagacaaaccgctgggtgccgtagcgctgaagtcttacgaggaagagttggcgaaagatccacgtattgccgccaccatggaa 
 V  N  K  D  K  P  L  G  A  V  A  L  K  S  Y  E  E  E  L  A  K  D  P  R  I  A  A  T  M  E  
aacgcccagaaaggtgaaatcatgccgaacatcccgcagatgtccgctttctggtatgccgtgcgtactgcggtgatcaacgccgccagc 
 N  A  Q  K  G  E  I  M  P  N  I  P  Q  M  S  A  F  W  Y  A  V  R  T  A  V  I  N  A  A  S  
ggtcgtcagactgtcgatgaagccctgaaagacgcgcagactaatggcaccggaaccagcaagggcgaggaggataacatggccatcatc 
 G  R  Q  T  V  D  E  A  L  K  D  A  Q  T  N  G  T  G  T  S  K  G  E  E  D  N  M  A  I  I  
aaggagttcatgcgcttcaaggtgcacatggagggctccgtgaacggccacgagttcgagatcgagggcgagggcgagggccgcccctac 
 K  E  F  M  R  F  K  V  H  M  E  G  S  V  N  G  H  E  F  E  I  E  G  E  G  E  G  R  P  Y  
gagggcacccagaccgccaagctgaaggtgaccaagggtggccccctgcccttcgcctgggacatcctgtcccctcagttcatgtacggc 
 E  G  T  Q  T  A  K  L  K  V  T  K  G  G  P  L  P  F  A  W  D  I  L  S  P  Q  F  M  Y  G  
tccaaggcctacgtgaagcaccccgccgacatccccgactacttgaagctgtccttccccgagggcttcaagtgggagcgcgtgatgaac 
 S  K  A  Y  V  K  H  P  A  D  I  P  D  Y  L  K  L  S  F  P  E  G  F  K  W  E  R  V  M  N  
ttcgaggacggcggcgtggtgaccgtgacccaggactcctccctgcaggacggcgagttcatctacaaggtgaagctgcgcggcaccaac 
 F  E  D  G  G  V  V  T  V  T  Q  D  S  S  L  Q  D  G  E  F  I  Y  K  V  K  L  R  G  T  N  
ttcccctccgacggccccgtaatgcagaagaagaccatgggctgggaggcctcctccgagcggatgtaccccgaggacggcgccctgaag 
 F  P  S  D  G  P  V  M  Q  K  K  T  M  G  W  E  A  S  S  E  R  M  Y  P  E  D  G  A  L  K  
ggcgagatcaagcagaggctgaagctgaaggacggcggccactacgacgctgaggtcaagaccacctacaaggccaagaagcccgtgcag 
 G  E  I  K  Q  R  L  K  L  K  D  G  G  H  Y  D  A  E  V  K  T  T  Y  K  A  K  K  P  V  Q  
ctgcccggcgcctacaacgtcaacatcaagttggacatcacctcccacaacgaggactacaccatcgtggaacagtacgaacgcgccgag 
 L  P  G  A  Y  N  V  N  I  K  L  D  I  T  S  H  N  E  D  Y  T  I  V  E  Q  Y  E  R  A  E  
ggccgccactccaccggcggcatggacgagctgtacaagtaa 
 G  R  H  S  T  G  G  M  D  E  L  Y  K  *  

 
 



Plasmid name  pSF881   
Encoded protein His14-TEV-IBB-ZsGreen 
Features (nt)  1-78  His14-tag   

79-96  TEV protease recognition site  
103-288 S. cerevisiae Srp1p2-63  
295-987 ZsGreen  
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atgagcaagcatcaccatcattcaggccatcaccataccggacaccaccatcattcaggcagtcatcaccataccggcgagaacctgtat 
 M  S  K  H  H  H  H  S  G  H  H  H  T  G  H  H  H  H  S  G  S  H  H  H  T  G  E  N  L  Y  
tttcaaggatccgataatggtacagattcttccacgagcaagttcgttcccgaatatagacgaacaaactttaagaataaaggcagattc 
 F  Q  G  S  D  N  G  T  D  S  S  T  S  K  F  V  P  E  Y  R  R  T  N  F  K  N  K  G  R  F  
tctgcagatgaacttcgtcgtcgtagagatacacaacaggtcgaattaagaaaagcaaaaagagatgaagctttggccaaaagaagaaac 
 S  A  D  E  L  R  R  R  R  D  T  Q  Q  V  E  L  R  K  A  K  R  D  E  A  L  A  K  R  R  N  
tttattcccccaactgatggtaccgctcagtcaaagcatggtctaacaaaagaaatgacaatgaaataccgtatggaagggtgcgtcgat 
 F  I  P  P  T  D  G  T  A  Q  S  K  H  G  L  T  K  E  M  T  M  K  Y  R  M  E  G  C  V  D  
ggacataaatttgtgatcacgggagagggcattggatatccgttcaaagggaaacaggctattaatctgtgtgtggtcgaaggtggacca 
 G  H  K  F  V  I  T  G  E  G  I  G  Y  P  F  K  G  K  Q  A  I  N  L  C  V  V  E  G  G  P  
ttgccatttgccgaagacatattgtcagctgcctttatgtacggaaacagggttttcactgaatatcctcaagacatagctgactatttc 
 L  P  F  A  E  D  I  L  S  A  A  F  M  Y  G  N  R  V  F  T  E  Y  P  Q  D  I  A  D  Y  F  
aagaactcgtgtcctgctggttatacatgggacaggtcttttctctttgaggatggagcagtttgcatatgtaatgcagatataacagtg 
 K  N  S  C  P  A  G  Y  T  W  D  R  S  F  L  F  E  D  G  A  V  C  I  C  N  A  D  I  T  V  
agtgttgaagaaaactgcatgtatcatgagtccaaattttatggagtgaattttcctgctgatggacctgtgatgaaaaagatgacagat 
 S  V  E  E  N  C  M  Y  H  E  S  K  F  Y  G  V  N  F  P  A  D  G  P  V  M  K  K  M  T  D  
aactgggagccatcctgcgagaagatcataccagtacctaagcaggggatattgaaaggggatgtctccatgtacctccttctgaaggat 
 N  W  E  P  S  C  E  K  I  I  P  V  P  K  Q  G  I  L  K  G  D  V  S  M  Y  L  L  L  K  D  
ggtgggcgtttacggtgccaattcgacacagtttacaaagcaaagtctgtgccaagaaagatgccggactggcacttcatccagcataag 
 G  G  R  L  R  C  Q  F  D  T  V  Y  K  A  K  S  V  P  R  K  M  P  D  W  H  F  I  Q  H  K  
ctcacccgtgaagaccgcagcgatgctaagaatcagaaatggcatctgacagaacatgctattgcatccggatcagccttgccctaa 
 L  T  R  E  D  R  S  D  A  K  N  Q  K  W  H  L  T  E  H  A  I  A  S  G  S  A  L  P  *  

 
 



Plasmid name  pQE30 scImpβ      
Encoded protein Kap95p-His6 
Features (nt)  13-2595  scImpβ  

2608-2625  His6-tag  
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atgagaggatccatgtccaccgctgaatttgctcaactattggagaacagtatcttaagtcccgaccaaaacattcggttgactagtgaa 
 M  R  G  S  M  S  T  A  E  F  A  Q  L  L  E  N  S  I  L  S  P  D  Q  N  I  R  L  T  S  E  
acgcaattaaagaaattatctaatgacaacttcttacaatttgcaggtctttcttcgcaagtgcttatcgatgaaaatacaaagctagaa 
 T  Q  L  K  K  L  S  N  D  N  F  L  Q  F  A  G  L  S  S  Q  V  L  I  D  E  N  T  K  L  E  
gggcgtattctagcggcgctaactttgaagaacgagctggtgtccaaggactcagtcaagacgcagcaatttgcacaacgttggattaca 
 G  R  I  L  A  A  L  T  L  K  N  E  L  V  S  K  D  S  V  K  T  Q  Q  F  A  Q  R  W  I  T  
caggttagtccagaagctaaaaaccaaattaaaactaacgcgctgaccgcattggtctccatagaaccgcgtatagcaaatgcagcagct 
 Q  V  S  P  E  A  K  N  Q  I  K  T  N  A  L  T  A  L  V  S  I  E  P  R  I  A  N  A  A  A  
caattgattgcggctatagcagatattgagttgccccatggcgcatggccagagttgatgaaaattatggttgacaatacaggtgcggaa 
 Q  L  I  A  A  I  A  D  I  E  L  P  H  G  A  W  P  E  L  M  K  I  M  V  D  N  T  G  A  E  
caaccagaaaatgtcaagagagcctctttattggccttgggttatatgtgtgaaagtgcagaccctcaaagtcaagccttagtttcttca 
 Q  P  E  N  V  K  R  A  S  L  L  A  L  G  Y  M  C  E  S  A  D  P  Q  S  Q  A  L  V  S  S  
tcaaacaatatcttaatcgctattgtccagggtgcgcaatctacggaaacttccaaagcagtcagactggcagctctgaatgctcttgca 
 S  N  N  I  L  I  A  I  V  Q  G  A  Q  S  T  E  T  S  K  A  V  R  L  A  A  L  N  A  L  A  
gactctttaattttcatcaaaaataacatggaacgcgaaggtgaaagaaactaccttatgcaagtcgtctgtgaagccactcaagctgaa 
 D  S  L  I  F  I  K  N  N  M  E  R  E  G  E  R  N  Y  L  M  Q  V  V  C  E  A  T  Q  A  E  
gatatagaagttcaagcagctgcctttggttgtttgtgtaaaatcatgtcactatactatacatttatgaaaccttacatggagcaagcc 
 D  I  E  V  Q  A  A  A  F  G  C  L  C  K  I  M  S  L  Y  Y  T  F  M  K  P  Y  M  E  Q  A  
ctatatgcattgaccatagctacaatgaaatctccaaatgataaagtagcttccatgactgtggaattctggtccactatttgtgaagaa 
 L  Y  A  L  T  I  A  T  M  K  S  P  N  D  K  V  A  S  M  T  V  E  F  W  S  T  I  C  E  E  
gaaatcgatattgcctatgagctcgctcaatttcctcaatctcctttacagagttataatttcgctctctcttctattaaagatgttgtc 
 E  I  D  I  A  Y  E  L  A  Q  F  P  Q  S  P  L  Q  S  Y  N  F  A  L  S  S  I  K  D  V  V  
cccaatttgttgaaccttctaacgagacaaaatgaagatccagaagatgacgattggaatgtttccatgtccgcaggtgcatgcttgcag 
 P  N  L  L  N  L  L  T  R  Q  N  E  D  P  E  D  D  D  W  N  V  S  M  S  A  G  A  C  L  Q  
ttgtttgcccaaaactgtggcaatcatatcttagaacctgtattggaatttgttgaacaaaatattaccgctgacaactggaggaatcgt 
 L  F  A  Q  N  C  G  N  H  I  L  E  P  V  L  E  F  V  E  Q  N  I  T  A  D  N  W  R  N  R  
gaagctgctgtaatggcctttggttccattatggatggccctgataaggtccaaagaacctattacgttcaccaagccttaccatctatt 
 E  A  A  V  M  A  F  G  S  I  M  D  G  P  D  K  V  Q  R  T  Y  Y  V  H  Q  A  L  P  S  I  
ttgaatttaatgaacgatcaatccctacaagttaaggaaaccactgcttggtgtattggtagaattgctgattctgttgctgaatctatc 
 L  N  L  M  N  D  Q  S  L  Q  V  K  E  T  T  A  W  C  I  G  R  I  A  D  S  V  A  E  S  I  
gacccacaacagcatcttccaggtgtcgttcaagcttgtttaattgggttgcaagatcacccaaaagtggccacaaactgttcttggacc 
 D  P  Q  Q  H  L  P  G  V  V  Q  A  C  L  I  G  L  Q  D  H  P  K  V  A  T  N  C  S  W  T  
attatcaacttagtcgaacaattagcagaagccacaccatctccaatctataacttctatcccgctcttgtagatggtttgatcggtgct 
 I  I  N  L  V  E  Q  L  A  E  A  T  P  S  P  I  Y  N  F  Y  P  A  L  V  D  G  L  I  G  A  
gcaaatagaattgataatgagttcaatgcccgtgcatccgccttttcagccttgacaacaatggttgaatacgccacggacacggtagct 
 A  N  R  I  D  N  E  F  N  A  R  A  S  A  F  S  A  L  T  T  M  V  E  Y  A  T  D  T  V  A  
gaaacttccgcctccatttctacgtttgttatggacaaattagggcagacaatgagtgttgatgaaaatcaattaacgttagaagatgcg 
 E  T  S  A  S  I  S  T  F  V  M  D  K  L  G  Q  T  M  S  V  D  E  N  Q  L  T  L  E  D  A  
caaagtttgcaagaattgcagtcaaatatattgactgttctagcagccgttattagaaaaagtccaagtagtgtagaaccggttgcagat 
 Q  S  L  Q  E  L  Q  S  N  I  L  T  V  L  A  A  V  I  R  K  S  P  S  S  V  E  P  V  A  D  
atgcttatgggactgttcttcaggttgttggaaaaaaaggactctgcgtttattgaagacgatgtgttttatgctatttcagctctagct 
 M  L  M  G  L  F  F  R  L  L  E  K  K  D  S  A  F  I  E  D  D  V  F  Y  A  I  S  A  L  A  
gcttctttgggtaaaggatttgagaaatacctggaaacattttctccctatttattaaaggctttaaatcaagtagattcgccagtttca 
 A  S  L  G  K  G  F  E  K  Y  L  E  T  F  S  P  Y  L  L  K  A  L  N  Q  V  D  S  P  V  S  
atcaccgcagtgggcttcatcgctgatatttcaaattcgttagaagaagatttcagaagatattccgatgctatgatgaatgtcttggct 
 I  T  A  V  G  F  I  A  D  I  S  N  S  L  E  E  D  F  R  R  Y  S  D  A  M  M  N  V  L  A  
caaatgatctctaatccaaatgcaaggagagagttgaaaccagccgtcttgagcgtgttcggtgatattgcttccaatataggtgctgat 
 Q  M  I  S  N  P  N  A  R  R  E  L  K  P  A  V  L  S  V  F  G  D  I  A  S  N  I  G  A  D  
tttattccctacttgaatgacatcatggcgttgtgtgttgctgcccaaaacacgaagccggaaaacggcacattagaagcccttgattat 
 F  I  P  Y  L  N  D  I  M  A  L  C  V  A  A  Q  N  T  K  P  E  N  G  T  L  E  A  L  D  Y  
caaataaaagtactagaagcagtactagatgcttatgtgggtatagtagcgggtcttcatgataaacctgaagctctgttcccttatgtt 
 Q  I  K  V  L  E  A  V  L  D  A  Y  V  G  I  V  A  G  L  H  D  K  P  E  A  L  F  P  Y  V  
ggtactatattccagttcattgcacaagttgcagaagatcctcagctgtacagtgaggatgctacctcaagagcagcagtcggattgatt 
 G  T  I  F  Q  F  I  A  Q  V  A  E  D  P  Q  L  Y  S  E  D  A  T  S  R  A  A  V  G  L  I  
ggtgatatagcagcgatgtttccagacggctcaatcaaacaattttatggacaagactgggttattgattacattaaaagaactaggagt 
 G  D  I  A  A  M  F  P  D  G  S  I  K  Q  F  Y  G  Q  D  W  V  I  D  Y  I  K  R  T  R  S  
ggccaattgttcagtcaagccacaaaagatacagcaagatgggctagagagcaacagaagcgtcaattatccttaggatccagatctcat 
 G  Q  L  F  S  Q  A  T  K  D  T  A  R  W  A  R  E  Q  Q  K  R  Q  L  S  L  G  S  R  S  H  
caccatcaccatcactaa 
 H  H  H  H  H  * 
 

 



Plasmid name  pSF582   
Encoded protein His10-GFP-TEV-Pdr6p 
Features (nt)  4-33  His10-tag 

40-751  GFP 
763-784  TEV protease recognition site 
790-4035 Pdr6p  
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atgcaccaccatcaccatcaccaccatcaccacggatctagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctg 
 M  H  H  H  H  H  H  H  H  H  H  G  S  S  K  G  E  E  L  F  T  G  V  V  P  I  L  V  E  L  
gacggcgacgtaaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgc 
 D  G  D  V  N  G  H  K  F  S  V  S  G  E  G  E  G  D  A  T  Y  G  K  L  T  L  K  F  I  C  
accaccggcaagctgcccgtgccctggcccaccctcgtgaccaccctgacctacggcgtgcagtgcttcagccgctaccccgaccacatg 
 T  T  G  K  L  P  V  P  W  P  T  L  V  T  T  L  T  Y  G  V  Q  C  F  S  R  Y  P  D  H  M  
aagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacc 
 K  Q  H  D  F  F  K  S  A  M  P  E  G  Y  V  Q  E  R  T  I  F  F  K  D  D  G  N  Y  K  T  
cgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcctgggg 
 R  A  E  V  K  F  E  G  D  T  L  V  N  R  I  E  L  K  G  I  D  F  K  E  D  G  N  I  L  G  
cacaagctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttcaagatccgc 
 H  K  L  E  Y  N  Y  N  S  H  N  V  Y  I  M  A  D  K  Q  K  N  G  I  K  V  N  F  K  I  R  
cacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgctgctgcccgacaac 
 H  N  I  E  D  G  S  V  Q  L  A  D  H  Y  Q  Q  N  T  P  I  G  D  G  P  V  L  L  P  D  N  
cactacctgagcacccagtccgccctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagttcgtgaccgccgccggg 
 H  Y  L  S  T  Q  S  A  L  S  K  D  P  N  E  K  R  D  H  M  V  L  L  E  F  V  T  A  A  G  
atcactctcggcatggacgaactgtacaaggcggggagctcgggtgaaaacctctacttccaaggtaccatgagctccattcacgaggtt 
 I  T  L  G  M  D  E  L  Y  K  A  G  S  S  G  E  N  L  Y  F  Q  G  T  M  S  S  I  H  E  V  
gtggctcttattgaagagctgtactctcctcatccgaaacatgatgttaatcagattcaacagagtttacagtcaatccagaaatcagag 
 V  A  L  I  E  E  L  Y  S  P  H  P  K  H  D  V  N  Q  I  Q  Q  S  L  Q  S  I  Q  K  S  E  
caaggcttccacctagctaatgagcttttatctgatgacaagtactctgcgaatgtcaagtactttggtgcactgactttaactgtgcaa 
 Q  G  F  H  L  A  N  E  L  L  S  D  D  K  Y  S  A  N  V  K  Y  F  G  A  L  T  L  T  V  Q  
ctaaatacgcggggtgaaaacgattatgaaaccctatggaatgttttcaggtcaaatttattgtacttgacgaaattcagtacattgtac 
 L  N  T  R  G  E  N  D  Y  E  T  L  W  N  V  F  R  S  N  L  L  Y  L  T  K  F  S  T  L  Y  
gtttccaatcctaatatgtacgggcaatctctaatcataattaaaaagttaatgtcaaacttgtcattgatcttcactaaaatcaacgat 
 V  S  N  P  N  M  Y  G  Q  S  L  I  I  I  K  K  L  M  S  N  L  S  L  I  F  T  K  I  N  D  
ccgcagcttaataacgctggaaatgaaaatatgattaagcaatggaacaatcccataaatacgtttattcaacttatgtcggttcaaaat 
 P  Q  L  N  N  A  G  N  E  N  M  I  K  Q  W  N  N  P  I  N  T  F  I  Q  L  M  S  V  Q  N  
caaaacattaatgcagaccaactgttgcttgactcaatcaactgctccttaacatacgagcaactgtctcaatttgttagcctatctcag 
 Q  N  I  N  A  D  Q  L  L  L  D  S  I  N  C  S  L  T  Y  E  Q  L  S  Q  F  V  S  L  S  Q  
aaacataatgaactggcattgacgtttacagaagttattgtggaagatttgacgaagttccaaacaaagaggcattcaatgtctcaaatc 
 K  H  N  E  L  A  L  T  F  T  E  V  I  V  E  D  L  T  K  F  Q  T  K  R  H  S  M  S  Q  I  
cacgaagtagtccatgagcatttatatatttcaactatggctttgatcaacttgaacttaactgcacaagctgtcttcaatcctaccgta 
 H  E  V  V  H  E  H  L  Y  I  S  T  M  A  L  I  N  L  N  L  T  A  Q  A  V  F  N  P  T  V  
tttgattgtattactgcttggattaattatatctcattaaccagaagcgtatcttcaagtggtagaatggatttgtcggaaatttttcaa 
 F  D  C  I  T  A  W  I  N  Y  I  S  L  T  R  S  V  S  S  S  G  R  M  D  L  S  E  I  F  Q  
aacctgattgacttgatgtatcagtctacagaaggatcggacggttatgagaatgcggaaaagatcctaacaatatttggtaatgttttt 
 N  L  I  D  L  M  Y  Q  S  T  E  G  S  D  G  Y  E  N  A  E  K  I  L  T  I  F  G  N  V  F  
gctaatgatccattattaatgagttacgatttgagacaacaaatcgagtgtattttcttaggtgtagtaaggcctgattctggcataacc 
 A  N  D  P  L  L  M  S  Y  D  L  R  Q  Q  I  E  C  I  F  L  G  V  V  R  P  D  S  G  I  T  
gacatatctaacaaaaattcttggatgctacaatatatgaattatttagttaccaatgattttttttccgaattgaaggaattggccatt 
 D  I  S  N  K  N  S  W  M  L  Q  Y  M  N  Y  L  V  T  N  D  F  F  S  E  L  K  E  L  A  I  
tgtattgtggatttcttgcaaattaacacgttaagtgtttgtaataaattatttactaacattcaagcagctgataatggtcaagttcaa 
 C  I  V  D  F  L  Q  I  N  T  L  S  V  C  N  K  L  F  T  N  I  Q  A  A  D  N  G  Q  V  Q  
gatgaatatattcaggaatacatcaaagtccttttgcaaatgaccaatttccctttaactcctgtcttacaagagttcttttctgttaga 
 D  E  Y  I  Q  E  Y  I  K  V  L  L  Q  M  T  N  F  P  L  T  P  V  L  Q  E  F  F  S  V  R  
atggttgatttttggttggatttatcggatgcttacactaatttggctagcgaaactttgaggccaaattctattgagctgtctacacaa 
 M  V  D  F  W  L  D  L  S  D  A  Y  T  N  L  A  S  E  T  L  R  P  N  S  I  E  L  S  T  Q  
atttttcagcagttgatcaatatttatttacccaaaatttctttgagtgtgaaacaaagaataattgaagaagagggtgagagcacttct 
 I  F  Q  Q  L  I  N  I  Y  L  P  K  I  S  L  S  V  K  Q  R  I  I  E  E  E  G  E  S  T  S  
gtgaacgaatttgaagattttagaaacgctgtcagtgaccttgctcaatctctctggtctattttgggaaacgataatttaacaaatgtg 
 V  N  E  F  E  D  F  R  N  A  V  S  D  L  A  Q  S  L  W  S  I  L  G  N  D  N  L  T  N  V  
ctaattgatggtatgggccaaatgcctgctgcgagtgatgagactctcatcatcaaggatactgatgttttgtttcgaattgaaacgatg 
 L  I  D  G  M  G  Q  M  P  A  A  S  D  E  T  L  I  I  K  D  T  D  V  L  F  R  I  E  T  M  
tgttttgttttgaatactatattggttgatatgactctatcagaaagcccatggattaaaaatatcgttgatgccaacaaattcttcaac 
 C  F  V  L  N  T  I  L  V  D  M  T  L  S  E  S  P  W  I  K  N  I  V  D  A  N  K  F  F  N  
caaaatgtcatatccgtcttccaaactggtttccaaactagtgccagtacaaaagtcagtcaaattttgaaacttgacttcgtaagaaca 
 Q  N  V  I  S  V  F  Q  T  G  F  Q  T  S  A  S  T  K  V  S  Q  I  L  K  L  D  F  V  R  T  
agtacaactttaatcggcactttggctggttattttaaacaggaaccttttcaattaaacccatacgtggaagctttatttcaaggtttg 
 S  T  T  L  I  G  T  L  A  G  Y  F  K  Q  E  P  F  Q  L  N  P  Y  V  E  A  L  F  Q  G  L  
cacacttgcaccaattttactagtaaaaacgaacaagaaaaaatttcgaacgataaacttgaagttatggttatcaagactgtttcaaca 
 H  T  C  T  N  F  T  S  K  N  E  Q  E  K  I  S  N  D  K  L  E  V  M  V  I  K  T  V  S  T  
ttatgtgagacatgccgtgaggagttgactccatatttgatgcattttataagctttttaaacacagtcattatgccagactccaatgtt 
 L  C  E  T  C  R  E  E  L  T  P  Y  L  M  H  F  I  S  F  L  N  T  V  I  M  P  D  S  N  V  
tcacatttcactagaactaaattggttagatctataggttatgtcgttcaatgtcaagtctccaacggtccagaggagcaagctaaatat 
 S  H  F  T  R  T  K  L  V  R  S  I  G  Y  V  V  Q  C  Q  V  S  N  G  P  E  E  Q  A  K  Y  
attttacaattgacgaacctattgagcggctcaatagagcattgtttggcttcatcggtacagttacaagaacaacaagattatattaat 
 I  L  Q  L  T  N  L  L  S  G  S  I  E  H  C  L  A  S  S  V  Q  L  Q  E  Q  Q  D  Y  I  N  
tgtctattatactgtatatctgagctagcaacaagtttgatccaacctactgaaatcatcgaaaatgatgcattactacaaaggttatct 
 C  L  L  Y  C  I  S  E  L  A  T  S  L  I  Q  P  T  E  I  I  E  N  D  A  L  L  Q  R  L  S  
gagtttcaaagtttctggtccagcgatcccttacaaatccgatcgaaaattatgtgcaccattgataaggtcttggataattcaatatat 
 E  F  Q  S  F  W  S  S  D  P  L  Q  I  R  S  K  I  M  C  T  I  D  K  V  L  D  N  S  I  Y  
tgtaaaaactccgcctttgtggagatcggttgtttgattgttggtaaaggattaaatctgcccgacggggaaccgtacttcctcaagtac 
 C  K  N  S  A  F  V  E  I  G  C  L  I  V  G  K  G  L  N  L  P  D  G  E  P  Y  F  L  K  Y  
aatatgtctgaagttatgaattttgttttgcggcatgtccccaactgtgagcttgctacttgcttgccttattttgtttatttattagaa 
 N  M  S  E  V  M  N  F  V  L  R  H  V  P  N  C  E  L  A  T  C  L  P  Y  F  V  Y  L  L  E  
aagcttatttcagagttcaggaaggaactaacaccacaagaatttgatttcatgtttgaaaagatccttctagtctattatgatgcatat 
 K  L  I  S  E  F  R  K  E  L  T  P  Q  E  F  D  F  M  F  E  K  I  L  L  V  Y  Y  D  A  Y  
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attatcaatgatccggaccttttacaaatgacaataggttttgttaataacgttttggacgtgaagccaggcttagctattggcagtaaa 
 I  I  N  D  P  D  L  L  Q  M  T  I  G  F  V  N  N  V  L  D  V  K  P  G  L  A  I  G  S  K  
cattggacatcatttattttacctcaatttttaaaattaataccttcaagagaaaagttcacaattgttgcggtggcaaaattttggact 
 H  W  T  S  F  I  L  P  Q  F  L  K  L  I  P  S  R  E  K  F  T  I  V  A  V  A  K  F  W  T  
aagttgatcaataataagaaatacaaccaagaagaactcacaactgttaggcaacaagtttcctctataggaggagaccttgtgtaccaa 
 K  L  I  N  N  K  K  Y  N  Q  E  E  L  T  T  V  R  Q  Q  V  S  S  I  G  G  D  L  V  Y  Q  
attatgtatggcttattccacacacaaaggtccgatctgaatagttacacagatctgctaagagctttggtagccaagtttccaattgaa 
 I  M  Y  G  L  F  H  T  Q  R  S  D  L  N  S  Y  T  D  L  L  R  A  L  V  A  K  F  P  I  E  
gcaagagagtggctcgttgctgttttgccccaaatatgtaacaatcctgcaggtcatgaaaaatttattaataaattacttattacgaga 
 A  R  E  W  L  V  A  V  L  P  Q  I  C  N  N  P  A  G  H  E  K  F  I  N  K  L  L  I  T  R  
ggaagcagagcagctggaaatgttattttgcagtggtggttggattgtaccacacttccaaattaccaaggataa 
 G  S  R  A  A  G  N  V  I  L  Q  W  W  L  D  C  T  T  L  P  N  Y  Q  G  *  

 



Plasmid name  pSF586   
Encoded protein His10-GFP-TEV-Yrb4p 
Features (nt)  4-33  His10-tag 

40-751  GFP 
763-784  TEV protease recognition site 
790-4131 Yrb4p  
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atgcaccaccatcaccatcaccaccatcaccacggatctagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctg 
 M  H  H  H  H  H  H  H  H  H  H  G  S  S  K  G  E  E  L  F  T  G  V  V  P  I  L  V  E  L  
gacggcgacgtaaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgc 
 D  G  D  V  N  G  H  K  F  S  V  S  G  E  G  E  G  D  A  T  Y  G  K  L  T  L  K  F  I  C  
accaccggcaagctgcccgtgccctggcccaccctcgtgaccaccctgacctacggcgtgcagtgcttcagccgctaccccgaccacatg 
 T  T  G  K  L  P  V  P  W  P  T  L  V  T  T  L  T  Y  G  V  Q  C  F  S  R  Y  P  D  H  M  
aagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacc 
 K  Q  H  D  F  F  K  S  A  M  P  E  G  Y  V  Q  E  R  T  I  F  F  K  D  D  G  N  Y  K  T  
cgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcctgggg 
 R  A  E  V  K  F  E  G  D  T  L  V  N  R  I  E  L  K  G  I  D  F  K  E  D  G  N  I  L  G  
cacaagctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttcaagatccgc 
 H  K  L  E  Y  N  Y  N  S  H  N  V  Y  I  M  A  D  K  Q  K  N  G  I  K  V  N  F  K  I  R  
cacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgctgctgcccgacaac 
 H  N  I  E  D  G  S  V  Q  L  A  D  H  Y  Q  Q  N  T  P  I  G  D  G  P  V  L  L  P  D  N  
cactacctgagcacccagtccgccctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagttcgtgaccgccgccggg 
 H  Y  L  S  T  Q  S  A  L  S  K  D  P  N  E  K  R  D  H  M  V  L  L  E  F  V  T  A  A  G  
atcactctcggcatggacgaactgtacaaggcggggagctcgggtgaaaacctctacttccaaggtaccatggatcaacaatttctaagt 
 I  T  L  G  M  D  E  L  Y  K  A  G  S  S  G  E  N  L  Y  F  Q  G  T  M  D  Q  Q  F  L  S  
caacttgagcaaactttgcacgctatcacttctggtgtaggcttgaaggaggctacaaaaactttgcaaactcaattttatacccagcct 
 Q  L  E  Q  T  L  H  A  I  T  S  G  V  G  L  K  E  A  T  K  T  L  Q  T  Q  F  Y  T  Q  P  
acaactttgccagctttgattcatattttgcagaacggctccgatgattcgttgaaacaactagctggtgttgaagctagaaagttggtt 
 T  T  L  P  A  L  I  H  I  L  Q  N  G  S  D  D  S  L  K  Q  L  A  G  V  E  A  R  K  L  V  
tccaagcactggaacgccattgatgaatccactagagcctccatcaaaacatctcttttacaaacagcatttagtgagccaaaagaaaat 
 S  K  H  W  N  A  I  D  E  S  T  R  A  S  I  K  T  S  L  L  Q  T  A  F  S  E  P  K  E  N  
gttcgtcattccaacgctcgagtaattgcttctattggtactgaagagctagatggtaacaaatggccagatttagtccctaacctaatc 
 V  R  H  S  N  A  R  V  I  A  S  I  G  T  E  E  L  D  G  N  K  W  P  D  L  V  P  N  L  I  
caaactgcttctggtgaagacgttcaaacaagacaaactgccatttttattttgttttctctgttggaagatttcacctcttctctatct 
 Q  T  A  S  G  E  D  V  Q  T  R  Q  T  A  I  F  I  L  F  S  L  L  E  D  F  T  S  S  L  S  
ggccacatcgatgactttttggctttgttctctcagacaattaatgatccatcttctttggagatcagatcattatctgcccaggctttg 
 G  H  I  D  D  F  L  A  L  F  S  Q  T  I  N  D  P  S  S  L  E  I  R  S  L  S  A  Q  A  L  
aaccacgtttctgctttgattgaagaacaagaaaccatcaaccctgttcaagctcaaaaattcgccgcctcaattccatctgtggttaac 
 N  H  V  S  A  L  I  E  E  Q  E  T  I  N  P  V  Q  A  Q  K  F  A  A  S  I  P  S  V  V  N  
gttttagacgcagttatcaaggccgacgacaccatgaacgctaaattaatctttaactgtttaaacgatttcctgctattggactcccaa 
 V  L  D  A  V  I  K  A  D  D  T  M  N  A  K  L  I  F  N  C  L  N  D  F  L  L  L  D  S  Q  
ttaacaggaaactttattgtggatttgattaagctgtctttacaaattgctgttaacagtgagattgacgaagatgttcgagtttttgct 
 L  T  G  N  F  I  V  D  L  I  K  L  S  L  Q  I  A  V  N  S  E  I  D  E  D  V  R  V  F  A  
cttcaattcatcatatcttcattgtcctacagaaaatcgaaggtttctcaaagcaaattgggcccagaaattactgttgcagctttgaag 
 L  Q  F  I  I  S  S  L  S  Y  R  K  S  K  V  S  Q  S  K  L  G  P  E  I  T  V  A  A  L  K  
gtggcttgtgaagagatcgatgttgacgatgaattaaacaacgaagacgaaacaggcgaaaatgaggaaaatacaccctcttcttctgct 
 V  A  C  E  E  I  D  V  D  D  E  L  N  N  E  D  E  T  G  E  N  E  E  N  T  P  S  S  S  A  
attagactgttagctttcgcttcctctgaactgccaccatcccaggttgcttccgttattgttgaacacattccagctatgttgcaatcc 
 I  R  L  L  A  F  A  S  S  E  L  P  P  S  Q  V  A  S  V  I  V  E  H  I  P  A  M  L  Q  S  
gcaaacgtttttgagagaagagctattcttttagctatttccgttgctgttactggttctccagactacattttgtctcaattcgacaaa 
 A  N  V  F  E  R  R  A  I  L  L  A  I  S  V  A  V  T  G  S  P  D  Y  I  L  S  Q  F  D  K  
attatccctgccaccataaacggtttgaaggatactgaaccgattgttaaattagctgctctgaagtgtattcaccaattaaccactgac 
 I  I  P  A  T  I  N  G  L  K  D  T  E  P  I  V  K  L  A  A  L  K  C  I  H  Q  L  T  T  D  
ttacaagacgaagttgccaaatttcatgaagaatacttgccattgatcatcgatatcattgattctgcgaaaaacattgtcatttacaac 
 L  Q  D  E  V  A  K  F  H  E  E  Y  L  P  L  I  I  D  I  I  D  S  A  K  N  I  V  I  Y  N  
tatgcaactgttgctttagatggtctgcttgagttcattgcttatgatgctatcgctaagtacttggatccattaatgaacaaactattc 
 Y  A  T  V  A  L  D  G  L  L  E  F  I  A  Y  D  A  I  A  K  Y  L  D  P  L  M  N  K  L  F  
tatatgttggaaagtaatgaatcatccaagttgagatgtgctgttgtttctgcaattggttccgctgcttttgcagcaggttccgcgttc 
 Y  M  L  E  S  N  E  S  S  K  L  R  C  A  V  V  S  A  I  G  S  A  A  F  A  A  G  S  A  F  
attccatatttcaagactagtgttcactatttggaaaaattcatccaaaactgttctcaaattgaaggtatgagcgaagatgatatagaa 
 I  P  Y  F  K  T  S  V  H  Y  L  E  K  F  I  Q  N  C  S  Q  I  E  G  M  S  E  D  D  I  E  
ctaagggccaacacttttgaaaatatttctactatggccagagccgtcagatcagacgcatttgccgaatttgccgaacctttggttaac 
 L  R  A  N  T  F  E  N  I  S  T  M  A  R  A  V  R  S  D  A  F  A  E  F  A  E  P  L  V  N  
tccgcctatgaggccatcaaaactgattctgctagattaagagaatctggttatgcattcattgcaaacttggctaaagtttacggcgaa 
 S  A  Y  E  A  I  K  T  D  S  A  R  L  R  E  S  G  Y  A  F  I  A  N  L  A  K  V  Y  G  E  
aattttgctcctttcttgaaaactatcctaccagaaatcttcaagacactagaattagatgaataccaattcaacttcgatggtgatgca 
 N  F  A  P  F  L  K  T  I  L  P  E  I  F  K  T  L  E  L  D  E  Y  Q  F  N  F  D  G  D  A  
gaggatttagccgcatttgctgattctgccaatgaagaagaactacagaacaaattcaccgttaacactggtatttcctatgaaaaggaa 
 E  D  L  A  A  F  A  D  S  A  N  E  E  E  L  Q  N  K  F  T  V  N  T  G  I  S  Y  E  K  E  
gttgcttctgcagctctatccgaattagcattgggtacgaaggagcatttcttgccatacgtcgaacaatccttaaaggttttgaatgaa 
 V  A  S  A  A  L  S  E  L  A  L  G  T  K  E  H  F  L  P  Y  V  E  Q  S  L  K  V  L  N  E  
caagtcgatgagtcgtacggtttaagagaaaccgctctaaacaccatctggaatgttgttaagtctgtcctgttggcttccaaagtagaa 
 Q  V  D  E  S  Y  G  L  R  E  T  A  L  N  T  I  W  N  V  V  K  S  V  L  L  A  S  K  V  E  
ccagaaagctatcctaagggtatcccagcctcttcctacgttaatgctgatgttttggcggttattcaagctgccagggaaacttccatg 
 P  E  S  Y  P  K  G  I  P  A  S  S  Y  V  N  A  D  V  L  A  V  I  Q  A  A  R  E  T  S  M  
ggtaacttaagcgatgaattcgaaacctcaatggtcattaccgttatggaagattttgccaatatgattaagcaatttggcgcaatcatc 
 G  N  L  S  D  E  F  E  T  S  M  V  I  T  V  M  E  D  F  A  N  M  I  K  Q  F  G  A  I  I  
atcatggacaacggcgactcttctatgctagaagctttgtgcatgcaagttcttagtgtcttgaagggtacccatacttgtcaaaccatt 
 I  M  D  N  G  D  S  S  M  L  E  A  L  C  M  Q  V  L  S  V  L  K  G  T  H  T  C  Q  T  I  
gatatcgaggaggacgttccaagagatgaagaattagacgcttctgaaaccgaagcaactttacaagatgttgcattggaagttcttgtc 
 D  I  E  E  D  V  P  R  D  E  E  L  D  A  S  E  T  E  A  T  L  Q  D  V  A  L  E  V  L  V  
agtttatctcaagctttagctggtgattttgccaaagtctttgacaacttcagaccggttgttttcggattattccaatctaaatccaag 
 S  L  S  Q  A  L  A  G  D  F  A  K  V  F  D  N  F  R  P  V  V  F  G  L  F  Q  S  K  S  K  
aataagagatcatccgccgtcggtgccgcctctgaattagctctaggtatgaaagaacaaaatcctttcgttcatgaaatgctagaagcc 
 N  K  R  S  S  A  V  G  A  A  S  E  L  A  L  G  M  K  E  Q  N  P  F  V  H  E  M  L  E  A  
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ttagtcattagattaacaagcgataaatctttagaagttagaggtaacgcggcttatggtgttggtttgttgtgtgaatatgcttctatg 
 L  V  I  R  L  T  S  D  K  S  L  E  V  R  G  N  A  A  Y  G  V  G  L  L  C  E  Y  A  S  M  
gacatctcagccgtttatgaacctgttttgaaggcgctttatgagttactaagtgctgctgaccaaaaggccttagcagccgaagatgac 
 D  I  S  A  V  Y  E  P  V  L  K  A  L  Y  E  L  L  S  A  A  D  Q  K  A  L  A  A  E  D  D  
gaagccaccagagagattattgatagagcatacgctaatgctagtggatgtgtggccagaatggctttgaagaacagtgctctagttcca 
 E  A  T  R  E  I  I  D  R  A  Y  A  N  A  S  G  C  V  A  R  M  A  L  K  N  S  A  L  V  P  
ttggaacaaactgttccagcattattggcacatttaccactaaacaccggttttgaagaatacaatccaattttcgaattgatcatgaaa 
 L  E  Q  T  V  P  A  L  L  A  H  L  P  L  N  T  G  F  E  E  Y  N  P  I  F  E  L  I  M  K  
ctataccaggaaaatagtcccgttatcacaaacgaaaccccaaggatcatcgagattttcagtgctgtgtttaccaaagaaaatgataga 
 L  Y  Q  E  N  S  P  V  I  T  N  E  T  P  R  I  I  E  I  F  S  A  V  F  T  K  E  N  D  R  
attaagttagaaaaggagtctactctaggtagggaagagaatatggaaagattaaagcaattccaaaccgaagagatgaagcataaggtt 
 I  K  L  E  K  E  S  T  L  G  R  E  E  N  M  E  R  L  K  Q  F  Q  T  E  E  M  K  H  K  V  
attgaattattgaagtatctaaacactacttacaacggaattgttgctcaaaatccggttttagctgcagtcattgcttga 
 I  E  L  L  K  Y  L  N  T  T  Y  N  G  I  V  A  Q  N  P  V  L  A  A  V  I  A  *  

 



Plasmid name  pSF587   
Encoded protein His10-GFP-TEV-scImpβ 
Features (nt)  4-33  His10-tag 

40-751  GFP 
763-784  TEV protease recognition site 
790-3375 scImpβ 
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atgcaccaccatcaccatcaccaccatcaccacggatctagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctg 
 M  H  H  H  H  H  H  H  H  H  H  G  S  S  K  G  E  E  L  F  T  G  V  V  P  I  L  V  E  L  
gacggcgacgtaaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgc 
 D  G  D  V  N  G  H  K  F  S  V  S  G  E  G  E  G  D  A  T  Y  G  K  L  T  L  K  F  I  C  
accaccggcaagctgcccgtgccctggcccaccctcgtgaccaccctgacctacggcgtgcagtgcttcagccgctaccccgaccacatg 
 T  T  G  K  L  P  V  P  W  P  T  L  V  T  T  L  T  Y  G  V  Q  C  F  S  R  Y  P  D  H  M  
aagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacc 
 K  Q  H  D  F  F  K  S  A  M  P  E  G  Y  V  Q  E  R  T  I  F  F  K  D  D  G  N  Y  K  T  
cgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcctgggg 
 R  A  E  V  K  F  E  G  D  T  L  V  N  R  I  E  L  K  G  I  D  F  K  E  D  G  N  I  L  G  
cacaagctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttcaagatccgc 
 H  K  L  E  Y  N  Y  N  S  H  N  V  Y  I  M  A  D  K  Q  K  N  G  I  K  V  N  F  K  I  R  
cacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgctgctgcccgacaac 
 H  N  I  E  D  G  S  V  Q  L  A  D  H  Y  Q  Q  N  T  P  I  G  D  G  P  V  L  L  P  D  N  
cactacctgagcacccagtccgccctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagttcgtgaccgccgccggg 
 H  Y  L  S  T  Q  S  A  L  S  K  D  P  N  E  K  R  D  H  M  V  L  L  E  F  V  T  A  A  G  
atcactctcggcatggacgaactgtacaaggcggggagctcgggtgaaaacctctacttccaaggtaccatgtccaccgctgaatttgct 
 I  T  L  G  M  D  E  L  Y  K  A  G  S  S  G  E  N  L  Y  F  Q  G  T  M  S  T  A  E  F  A  
caactattggagaacagtatcttaagtcccgaccaaaacattcggttgactagtgaaacgcaattaaagaaattatctaatgacaacttc 
 Q  L  L  E  N  S  I  L  S  P  D  Q  N  I  R  L  T  S  E  T  Q  L  K  K  L  S  N  D  N  F  
ttacaatttgcaggtctttcttcgcaagtgcttatcgatgaaaatacaaagctagaagggcgtattctagcggcgctaactttgaagaac 
 L  Q  F  A  G  L  S  S  Q  V  L  I  D  E  N  T  K  L  E  G  R  I  L  A  A  L  T  L  K  N  
gagctggtgtccaaggactcagtcaagacgcagcaatttgcacaacgttggattacacaggttagtccagaagctaaaaaccaaattaaa 
 E  L  V  S  K  D  S  V  K  T  Q  Q  F  A  Q  R  W  I  T  Q  V  S  P  E  A  K  N  Q  I  K  
actaacgcgctgaccgcattggtctccatagaaccgcgtatagcaaatgcagcagctcaattgattgcggctatagcagatattgagttg 
 T  N  A  L  T  A  L  V  S  I  E  P  R  I  A  N  A  A  A  Q  L  I  A  A  I  A  D  I  E  L  
ccccatggcgcatggccagagttgatgaaaattatggttgacaatacaggtgcggaacaaccagaaaatgtcaagagagcctctttattg 
 P  H  G  A  W  P  E  L  M  K  I  M  V  D  N  T  G  A  E  Q  P  E  N  V  K  R  A  S  L  L  
gccttgggttatatgtgtgaaagtgcagaccctcaaagtcaagccttagtttcttcatcaaacaatatcttaatcgctattgtccagggt 
 A  L  G  Y  M  C  E  S  A  D  P  Q  S  Q  A  L  V  S  S  S  N  N  I  L  I  A  I  V  Q  G  
gcgcaatctacggaaacttccaaagcagtcagactggcagctctgaatgctcttgcagactctttaattttcatcaaaaataacatggaa 
 A  Q  S  T  E  T  S  K  A  V  R  L  A  A  L  N  A  L  A  D  S  L  I  F  I  K  N  N  M  E  
cgcgaaggtgaaagaaactaccttatgcaagtcgtctgtgaagccactcaagctgaagatatagaagttcaagcagctgcctttggttgt 
 R  E  G  E  R  N  Y  L  M  Q  V  V  C  E  A  T  Q  A  E  D  I  E  V  Q  A  A  A  F  G  C  
ttgtgtaaaatcatgtcactatactatacatttatgaaaccttacatggagcaagccctatatgcattgaccatagctacaatgaaatct 
 L  C  K  I  M  S  L  Y  Y  T  F  M  K  P  Y  M  E  Q  A  L  Y  A  L  T  I  A  T  M  K  S  
ccaaatgataaagtagcttccatgactgtggaattctggtccactatttgtgaagaagaaatcgatattgcctatgagctcgctcaattt 
 P  N  D  K  V  A  S  M  T  V  E  F  W  S  T  I  C  E  E  E  I  D  I  A  Y  E  L  A  Q  F  
cctcaatctcctttacagagttataatttcgctctctcttctattaaagatgttgtccccaatttgttgaaccttctaacgagacaaaat 
 P  Q  S  P  L  Q  S  Y  N  F  A  L  S  S  I  K  D  V  V  P  N  L  L  N  L  L  T  R  Q  N  
gaagatccagaagatgacgattggaatgtttccatgtccgcaggtgcatgcttgcagttgtttgcccaaaactgtggcaatcatatctta 
 E  D  P  E  D  D  D  W  N  V  S  M  S  A  G  A  C  L  Q  L  F  A  Q  N  C  G  N  H  I  L  
gaacctgtattggaatttgttgaacaaaatattaccgctgacaactggaggaatcgtgaagctgctgtaatggcctttggttccattatg 
 E  P  V  L  E  F  V  E  Q  N  I  T  A  D  N  W  R  N  R  E  A  A  V  M  A  F  G  S  I  M  
gatggccctgataaggtccaaagaacctattacgttcaccaagccttaccatctattttgaatttaatgaacgatcaatccctacaagtt 
 D  G  P  D  K  V  Q  R  T  Y  Y  V  H  Q  A  L  P  S  I  L  N  L  M  N  D  Q  S  L  Q  V  
aaggaaaccactgcttggtgtattggtagaattgctgattctgttgctgaatctatcgacccacaacagcatcttccaggtgtcgttcaa 
 K  E  T  T  A  W  C  I  G  R  I  A  D  S  V  A  E  S  I  D  P  Q  Q  H  L  P  G  V  V  Q  
gcttgtttaattgggttgcaagatcacccaaaagtggccacaaactgttcttggaccattatcaacttagtcgaacaattagcagaagcc 
 A  C  L  I  G  L  Q  D  H  P  K  V  A  T  N  C  S  W  T  I  I  N  L  V  E  Q  L  A  E  A  
acaccatctccaatctataacttctatcccgctcttgtagatggtttgatcggtgctgcaaatagaattgataatgagttcaatgcccgt 
 T  P  S  P  I  Y  N  F  Y  P  A  L  V  D  G  L  I  G  A  A  N  R  I  D  N  E  F  N  A  R  
gcatccgccttttcagccttgacaacaatggttgaatacgccacggacacggtagctgaaacttccgcctccatttctacgtttgttatg 
 A  S  A  F  S  A  L  T  T  M  V  E  Y  A  T  D  T  V  A  E  T  S  A  S  I  S  T  F  V  M  
gacaaattagggcagacaatgagtgttgatgaaaatcaattaacgttagaagatgcgcaaagtttgcaagaattgcagtcaaatatattg 
 D  K  L  G  Q  T  M  S  V  D  E  N  Q  L  T  L  E  D  A  Q  S  L  Q  E  L  Q  S  N  I  L  
actgttctagcagccgttattagaaaaagtccaagtagtgtagaaccggttgcagatatgcttatgggactgttcttcaggttgttggaa 
 T  V  L  A  A  V  I  R  K  S  P  S  S  V  E  P  V  A  D  M  L  M  G  L  F  F  R  L  L  E  
aaaaaggactctgcgtttattgaagacgatgtgttttatgctatttcagctctagctgcttctttgggtaaaggatttgagaaatacctg 
 K  K  D  S  A  F  I  E  D  D  V  F  Y  A  I  S  A  L  A  A  S  L  G  K  G  F  E  K  Y  L  
gaaacattttctccctatttattaaaggctttaaatcaagtagattcgccagtttcaatcaccgcagtgggcttcatcgctgatatttca 
 E  T  F  S  P  Y  L  L  K  A  L  N  Q  V  D  S  P  V  S  I  T  A  V  G  F  I  A  D  I  S  
aattcgttagaagaagatttcagaagatattccgatgctatgatgaatgtcttggctcaaatgatctctaatccaaatgcaaggagagag 
 N  S  L  E  E  D  F  R  R  Y  S  D  A  M  M  N  V  L  A  Q  M  I  S  N  P  N  A  R  R  E  
ttgaaaccagccgtcttgagcgtgttcggtgatattgcttccaatataggtgctgattttattccctacttgaatgacatcatggcgttg 
 L  K  P  A  V  L  S  V  F  G  D  I  A  S  N  I  G  A  D  F  I  P  Y  L  N  D  I  M  A  L  
tgtgttgctgcccaaaacacgaagccggaaaacggcacattagaagcccttgattatcaaataaaagtactagaagcagtactagatgct 
 C  V  A  A  Q  N  T  K  P  E  N  G  T  L  E  A  L  D  Y  Q  I  K  V  L  E  A  V  L  D  A  
tatgtgggtatagtagcgggtcttcatgataaacctgaagctctgttcccttatgttggtactatattccagttcattgcacaagttgca 
 Y  V  G  I  V  A  G  L  H  D  K  P  E  A  L  F  P  Y  V  G  T  I  F  Q  F  I  A  Q  V  A  
gaagatcctcagctgtacagtgaggatgctacctcaagagcagcagtcggattgattggtgatatagcagcgatgtttccagacggctca 
 E  D  P  Q  L  Y  S  E  D  A  T  S  R  A  A  V  G  L  I  G  D  I  A  A  M  F  P  D  G  S  
atcaaacaattttatggacaagactgggttattgattacattaaaagaactaggagtggccaattgttcagtcaagccacaaaagataca 
 I  K  Q  F  Y  G  Q  D  W  V  I  D  Y  I  K  R  T  R  S  G  Q  L  F  S  Q  A  T  K  D  T  
gcaagatgggctagagagcaacagaagcgtcaattatccttataa 
 A  R  W  A  R  E  Q  Q  K  R  Q  L  S  L  *  

 



Plasmid name  pSF588   
Encoded protein His10-GFP-TEV-Pse1p 
Features (nt)  4-33  His10-tag 

40-751  GFP 
763-784  TEV protease recognition site 
790-4059 Pse1p 
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atgcaccaccatcaccatcaccaccatcaccacggatctagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctg 
 M  H  H  H  H  H  H  H  H  H  H  G  S  S  K  G  E  E  L  F  T  G  V  V  P  I  L  V  E  L  
gacggcgacgtaaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgc 
 D  G  D  V  N  G  H  K  F  S  V  S  G  E  G  E  G  D  A  T  Y  G  K  L  T  L  K  F  I  C  
accaccggcaagctgcccgtgccctggcccaccctcgtgaccaccctgacctacggcgtgcagtgcttcagccgctaccccgaccacatg 
 T  T  G  K  L  P  V  P  W  P  T  L  V  T  T  L  T  Y  G  V  Q  C  F  S  R  Y  P  D  H  M  
aagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacc 
 K  Q  H  D  F  F  K  S  A  M  P  E  G  Y  V  Q  E  R  T  I  F  F  K  D  D  G  N  Y  K  T  
cgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcctgggg 
 R  A  E  V  K  F  E  G  D  T  L  V  N  R  I  E  L  K  G  I  D  F  K  E  D  G  N  I  L  G  
cacaagctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttcaagatccgc 
 H  K  L  E  Y  N  Y  N  S  H  N  V  Y  I  M  A  D  K  Q  K  N  G  I  K  V  N  F  K  I  R  
cacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgctgctgcccgacaac 
 H  N  I  E  D  G  S  V  Q  L  A  D  H  Y  Q  Q  N  T  P  I  G  D  G  P  V  L  L  P  D  N  
cactacctgagcacccagtccgccctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagttcgtgaccgccgccggg 
 H  Y  L  S  T  Q  S  A  L  S  K  D  P  N  E  K  R  D  H  M  V  L  L  E  F  V  T  A  A  G  
atcactctcggcatggacgaactgtacaaggcggggagctcgggtgaaaacctctacttccaaggtaccatgtctgctttaccggaagaa 
 I  T  L  G  M  D  E  L  Y  K  A  G  S  S  G  E  N  L  Y  F  Q  G  T  M  S  A  L  P  E  E  
gttaatagaacattacttcagattgtccaggcgtttgcttcccctgacaatcaaatacgttctgtagctgagaaggctcttagtgaagaa 
 V  N  R  T  L  L  Q  I  V  Q  A  F  A  S  P  D  N  Q  I  R  S  V  A  E  K  A  L  S  E  E  
tggattaccgaaaacaatattgagtatcttttaacttttttggctgaacaagccgctttctcccaagatacaacagttgcagcattatct 
 W  I  T  E  N  N  I  E  Y  L  L  T  F  L  A  E  Q  A  A  F  S  Q  D  T  T  V  A  A  L  S  
gctgttctgtttagaaaattagcattaaaagctcccccttcttcgaagcttatgattatgtccaaaaatatcacacatattaggaaagaa 
 A  V  L  F  R  K  L  A  L  K  A  P  P  S  S  K  L  M  I  M  S  K  N  I  T  H  I  R  K  E  
gttcttgcacaaattcgttcttcattgttaaaagggtttttgtcggaaagagctgattcaattaggcacaaactatctgatgctattgct 
 V  L  A  Q  I  R  S  S  L  L  K  G  F  L  S  E  R  A  D  S  I  R  H  K  L  S  D  A  I  A  
gagtgtgttcaagacgacttaccagcatggccagaattactacaagctttaatagagtctttaaaaagcggtaacccaaattttagagaa 
 E  C  V  Q  D  D  L  P  A  W  P  E  L  L  Q  A  L  I  E  S  L  K  S  G  N  P  N  F  R  E  
tccagttttagaattttgacgactgtaccttatttaattaccgctgttgacatcaacagtatcttaccaatttttcaatcaggctttact 
 S  S  F  R  I  L  T  T  V  P  Y  L  I  T  A  V  D  I  N  S  I  L  P  I  F  Q  S  G  F  T  
gatgcaagtgataatgtcaaaattgctgcagttacggctttcgtgggttattttaagcaactaccaaaatctgagtggtccaagttaggt 
 D  A  S  D  N  V  K  I  A  A  V  T  A  F  V  G  Y  F  K  Q  L  P  K  S  E  W  S  K  L  G  
attttattaccaagtcttttgaatagtttaccaagatttttagatgatggtaaggacgatgcccttgcatcagtttttgaatcgttaatt 
 I  L  L  P  S  L  L  N  S  L  P  R  F  L  D  D  G  K  D  D  A  L  A  S  V  F  E  S  L  I  
gagttggtggaattggcaccaaaactattcaaggatatgtttgaccaaataatacaattcactgatatggttataaaaaataaggattta 
 E  L  V  E  L  A  P  K  L  F  K  D  M  F  D  Q  I  I  Q  F  T  D  M  V  I  K  N  K  D  L  
gaacctccagcaagaaccacagcactcgaactgctaaccgttttcagcgagaacgctccccaaatgtgtaaatcgaaccagaattacggg 
 E  P  P  A  R  T  T  A  L  E  L  L  T  V  F  S  E  N  A  P  Q  M  C  K  S  N  Q  N  Y  G  
caaactttagtgatggttactttaatcatgatgacggaggtatccatagatgatgatgatgcagcagaatggatagaatctgacgatacc 
 Q  T  L  V  M  V  T  L  I  M  M  T  E  V  S  I  D  D  D  D  A  A  E  W  I  E  S  D  D  T  
gatgatgaagaggaagttacatatgaccacgctcgtcaagctcttgatcgtgttgctttaaagctgggtggtgaatatttggctgcacca 
 D  D  E  E  E  V  T  Y  D  H  A  R  Q  A  L  D  R  V  A  L  K  L  G  G  E  Y  L  A  A  P  
ttgttccaatatttacagcaaatgatcacatcaaccgaatggagagaaagattcgcggccatgatggcactttcctctgcagctgagggt 
 L  F  Q  Y  L  Q  Q  M  I  T  S  T  E  W  R  E  R  F  A  A  M  M  A  L  S  S  A  A  E  G  
tgtgctgatgttctgatcggcgagatcccaaaaatcctggatatggtaattcccctcatcaacgatcctcatccaagagtacagtatgga 
 C  A  D  V  L  I  G  E  I  P  K  I  L  D  M  V  I  P  L  I  N  D  P  H  P  R  V  Q  Y  G  
tgttgtaatgttttgggtcaaatatctactgatttttcaccattcattcaaagaactgcacacgatagaattttgccggctttaatatct 
 C  C  N  V  L  G  Q  I  S  T  D  F  S  P  F  I  Q  R  T  A  H  D  R  I  L  P  A  L  I  S  
aaactaacgtcagaatgcacctcaagagttcaaacgcacgccgcagcggctctggttaacttttctgaattcgcttcgaaggatattctt 
 K  L  T  S  E  C  T  S  R  V  Q  T  H  A  A  A  A  L  V  N  F  S  E  F  A  S  K  D  I  L  
gagccttacttggatagtctattgacaaatttattagttttattacaaagcaacaaactttacgtacaggaacaggccctaacaaccatt 
 E  P  Y  L  D  S  L  L  T  N  L  L  V  L  L  Q  S  N  K  L  Y  V  Q  E  Q  A  L  T  T  I  
gcatttattgctgaagctgcaaagaataaatttatcaagtattacgatactctaatgccattattattaaatgttttgaaggttaacaat 
 A  F  I  A  E  A  A  K  N  K  F  I  K  Y  Y  D  T  L  M  P  L  L  L  N  V  L  K  V  N  N  
aaagataatagtgttttgaaaggtaaatgtatggaatgtgcaactctgattggttttgccgttggtaaggaaaaatttcatgagcactct 
 K  D  N  S  V  L  K  G  K  C  M  E  C  A  T  L  I  G  F  A  V  G  K  E  K  F  H  E  H  S  
caagagctgatttctatattggtcgctttacaaaactcagatatcgatgaagatgatgcgctcagatcatacttagaacaaagttggagc 
 Q  E  L  I  S  I  L  V  A  L  Q  N  S  D  I  D  E  D  D  A  L  R  S  Y  L  E  Q  S  W  S  
aggatttgccgaattctgggtgatgattttgttccgttgttaccgattgttataccacccctgctaattactgccaaagcaacgcaagac 
 R  I  C  R  I  L  G  D  D  F  V  P  L  L  P  I  V  I  P  P  L  L  I  T  A  K  A  T  Q  D  
gtcggtttaattgaagaagaagaagcagcaaatttccaacaatatccagattgggatgttgttcaagttcagggaaaacacattgctatt 
 V  G  L  I  E  E  E  E  A  A  N  F  Q  Q  Y  P  D  W  D  V  V  Q  V  Q  G  K  H  I  A  I  
cacacatccgtccttgacgataaagtatcagcaatggagctattacaaagctatgcgacacttttaagaggccaatttgctgtatatgtt 
 H  T  S  V  L  D  D  K  V  S  A  M  E  L  L  Q  S  Y  A  T  L  L  R  G  Q  F  A  V  Y  V  
aaagaagtaatggaagaaatagctctaccatcgcttgacttttacctacatgacggtgttcgtgctgcaggagcaactttaattcctatt 
 K  E  V  M  E  E  I  A  L  P  S  L  D  F  Y  L  H  D  G  V  R  A  A  G  A  T  L  I  P  I  
ctattatcttgtttacttgcagccaccggtactcaaaacgaggaattggtattgttgtggcataaagcttcgtctaaactaatcggaggc 
 L  L  S  C  L  L  A  A  T  G  T  Q  N  E  E  L  V  L  L  W  H  K  A  S  S  K  L  I  G  G  
ttaatgtcagaaccaatgccagaaatcacgcaagtttatcacaactcgttagtgaatggtattaaagtcatgggtgacaattgcttaagc 
 L  M  S  E  P  M  P  E  I  T  Q  V  Y  H  N  S  L  V  N  G  I  K  V  M  G  D  N  C  L  S  
gaagaccaattagcggcatttactaagggtgtctccgccaacttaactgacacttacgaaaggatgcaggatcgccatggtgatggtgat 
 E  D  Q  L  A  A  F  T  K  G  V  S  A  N  L  T  D  T  Y  E  R  M  Q  D  R  H  G  D  G  D  
gaatataatgaaaatattgatgaagaggaagactttactgacgaagatcttctcgatgaaatcaacaagtctatcgcggccgttttgaaa 
 E  Y  N  E  N  I  D  E  E  E  D  F  T  D  E  D  L  L  D  E  I  N  K  S  I  A  A  V  L  K  
accacaaatggtcattatctaaagaatttggagaatatatggcctatgataaacacattccttttagataatgaaccaattttagtcatt 
 T  T  N  G  H  Y  L  K  N  L  E  N  I  W  P  M  I  N  T  F  L  L  D  N  E  P  I  L  V  I  
tttgcattagtagtgattggtgacttgattcaatatggtggcgaacaaactgctagcatgaagaacgcatttattccaaaggttaccgag 
 F  A  L  V  V  I  G  D  L  I  Q  Y  G  G  E  Q  T  A  S  M  K  N  A  F  I  P  K  V  T  E  
tgcttgatttctcctgacgctcgtattcgccaagctgcttcttatataatcggtgtttgtgcccaatacgctccatctacatatgctgac 
 C  L  I  S  P  D  A  R  I  R  Q  A  A  S  Y  I  I  G  V  C  A  Q  Y  A  P  S  T  Y  A  D  
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gtttgcataccgactttagatacacttgttcagattgtcgattttccaggctccaaactggaagaaaatcgttcttcaacagagaatgcc 
 V  C  I  P  T  L  D  T  L  V  Q  I  V  D  F  P  G  S  K  L  E  E  N  R  S  S  T  E  N  A  
agtgcagccatcgccaaaattctttatgcatacaattccaacattcctaacgtagacacgtacacggctaattggttcaaaacgttacca 
 S  A  A  I  A  K  I  L  Y  A  Y  N  S  N  I  P  N  V  D  T  Y  T  A  N  W  F  K  T  L  P  
acaataactgacaaagaagctgcctcattcaactatcaatttttgagtcaattgattgaaaataattcgccaattgtgtgtgctcaatct 
 T  I  T  D  K  E  A  A  S  F  N  Y  Q  F  L  S  Q  L  I  E  N  N  S  P  I  V  C  A  Q  S  
aatatctccgctgtagttgattcagtcatacaagccttgaatgagagaagtttgaccgaaagggaaggccaaacggtgataagttcagtt 
 N  I  S  A  V  V  D  S  V  I  Q  A  L  N  E  R  S  L  T  E  R  E  G  Q  T  V  I  S  S  V  
aaaaagttgttgggatttttgccttctagtgatgctatggcaattttcaatagatatccagctgatattatggagaaagtacataaatgg 
 K  K  L  L  G  F  L  P  S  S  D  A  M  A  I  F  N  R  Y  P  A  D  I  M  E  K  V  H  K  W  
tttgcataa 
 F  A  *  

 
 



Plasmid name  pSF879    
Encoded protein His10-GFP-TEV-Crm1p 
Features (nt)  4-33  His10-tag 

40-751  GFP 
763-784  TEV protease recognition site 
793-4047 Crm1p 
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2791 
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atgcaccaccatcaccatcaccaccatcaccacggatctagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctg 
 M  H  H  H  H  H  H  H  H  H  H  G  S  S  K  G  E  E  L  F  T  G  V  V  P  I  L  V  E  L  
gacggcgacgtaaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgc 
 D  G  D  V  N  G  H  K  F  S  V  S  G  E  G  E  G  D  A  T  Y  G  K  L  T  L  K  F  I  C  
accaccggcaagctgcccgtgccctggcccaccctcgtgaccaccctgacctacggcgtgcagtgcttcagccgctaccccgaccacatg 
 T  T  G  K  L  P  V  P  W  P  T  L  V  T  T  L  T  Y  G  V  Q  C  F  S  R  Y  P  D  H  M  
aagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacc 
 K  Q  H  D  F  F  K  S  A  M  P  E  G  Y  V  Q  E  R  T  I  F  F  K  D  D  G  N  Y  K  T  
cgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcctgggg 
 R  A  E  V  K  F  E  G  D  T  L  V  N  R  I  E  L  K  G  I  D  F  K  E  D  G  N  I  L  G  
cacaagctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttcaagatccgc 
 H  K  L  E  Y  N  Y  N  S  H  N  V  Y  I  M  A  D  K  Q  K  N  G  I  K  V  N  F  K  I  R  
cacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgctgctgcccgacaac 
 H  N  I  E  D  G  S  V  Q  L  A  D  H  Y  Q  Q  N  T  P  I  G  D  G  P  V  L  L  P  D  N  
cactacctgagcacccagtccgccctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagttcgtgaccgccgccggg 
 H  Y  L  S  T  Q  S  A  L  S  K  D  P  N  E  K  R  D  H  M  V  L  L  E  F  V  T  A  A  G  
atcactctcggcatggacgaactgtacaaggcggggagctcgggtgaaaacctctacttccaaggtaccggtatggaaggaattttggat 
 I  T  L  G  M  D  E  L  Y  K  A  G  S  S  G  E  N  L  Y  F  Q  G  T  G  M  E  G  I  L  D  
ttttctaacgacttagatatcgctctattagatcaggtggtatctacattctatcaaggttcaggtgttcagcaaaagcaagcccaagag 
 F  S  N  D  L  D  I  A  L  L  D  Q  V  V  S  T  F  Y  Q  G  S  G  V  Q  Q  K  Q  A  Q  E  
attttgactaaatttcaagataatccagacgcttggcaaaaagctgaccaaattcttcaattctcaactaaccctcaatcaaaatttatt 
 I  L  T  K  F  Q  D  N  P  D  A  W  Q  K  A  D  Q  I  L  Q  F  S  T  N  P  Q  S  K  F  I  
gccctttccatccttgataaattaattactagaaaatggaaattgttgccgaatgatcatagaattggaattaggaacttcgttgttggt 
 A  L  S  I  L  D  K  L  I  T  R  K  W  K  L  L  P  N  D  H  R  I  G  I  R  N  F  V  V  G  
atgattatctccatgtgccaagacgatgaagtatttaaaacacaaaagaacctgatcaataagtcggacttgactttggtccaaatttta 
 M  I  I  S  M  C  Q  D  D  E  V  F  K  T  Q  K  N  L  I  N  K  S  D  L  T  L  V  Q  I  L  
aagcaggaatggcctcagaattggcctgaatttatcccagaactaatcggcagttcaagttcctctgttaatgtttgtgaaaataacatg 
 K  Q  E  W  P  Q  N  W  P  E  F  I  P  E  L  I  G  S  S  S  S  S  V  N  V  C  E  N  N  M  
atcgttttgaaactgctatccgaagaagtcttcgatttctctgcggaacaaatgacacaagctaaagctttacatttgaaaaattccatg 
 I  V  L  K  L  L  S  E  E  V  F  D  F  S  A  E  Q  M  T  Q  A  K  A  L  H  L  K  N  S  M  
tcaaaagaatttgaacagatttttaaattatgttttcaagttttggaacaaggttcttcaagctctctaatagtggcaaccttagaatct 
 S  K  E  F  E  Q  I  F  K  L  C  F  Q  V  L  E  Q  G  S  S  S  S  L  I  V  A  T  L  E  S  
ttactgagatatttacattggattccttatcgttatatttatgaaaccaatattttggaattattaagcaccaaattcatgacatcgcct 
 L  L  R  Y  L  H  W  I  P  Y  R  Y  I  Y  E  T  N  I  L  E  L  L  S  T  K  F  M  T  S  P  
gatacaagagccatcacattgaaatgtttgactgaggtttcaaatctaaaaattccacaagataatgatttgataaaaagacaaactgta 
 D  T  R  A  I  T  L  K  C  L  T  E  V  S  N  L  K  I  P  Q  D  N  D  L  I  K  R  Q  T  V  
ctttttttccaaaatactctacaacaaattgccacaagtgtgatgcccgtgactgccgatctgaaagccacttatgcaaatgctaacggt 
 L  F  F  Q  N  T  L  Q  Q  I  A  T  S  V  M  P  V  T  A  D  L  K  A  T  Y  A  N  A  N  G  
aatgatcaatctttcttacaagatttagcaatgtttctaactacatatctcgctcgtaatagggcccttctagagagtgatgaatcgtta 
 N  D  Q  S  F  L  Q  D  L  A  M  F  L  T  T  Y  L  A  R  N  R  A  L  L  E  S  D  E  S  L  
agagagttgttgttgaatgcgcaccaatacttaattcaattatccaaaatcgaagaaagagaactatttaagacgacattggattactgg 
 R  E  L  L  L  N  A  H  Q  Y  L  I  Q  L  S  K  I  E  E  R  E  L  F  K  T  T  L  D  Y  W  
cataatttagtagcagatttgttttatgaggttcagcgtttgcctgctaccgaaatgagcccattgatacagttatcagtcggttcacaa 
 H  N  L  V  A  D  L  F  Y  E  V  Q  R  L  P  A  T  E  M  S  P  L  I  Q  L  S  V  G  S  Q  
gctatctcaactggatctggcgccctaaatccggaatatatgaaaagatttccattaaaaaaacatatttacgaagaaatttgttcacag 
 A  I  S  T  G  S  G  A  L  N  P  E  Y  M  K  R  F  P  L  K  K  H  I  Y  E  E  I  C  S  Q  
ttgagattggtcattattgaaaatatggttagaccagaagaagtccttgtggttgaaaatgatgaaggagaaattgttagagagttcgtt 
 L  R  L  V  I  I  E  N  M  V  R  P  E  E  V  L  V  V  E  N  D  E  G  E  I  V  R  E  F  V  
aaagaatcagacactatccaattatacaaatcagaaagagaggttcttgtatatttgacccatttgaatgttatcgatacagaagaaatc 
 K  E  S  D  T  I  Q  L  Y  K  S  E  R  E  V  L  V  Y  L  T  H  L  N  V  I  D  T  E  E  I  
atgatcagtaaattggcaaggcaaatcgatggttccgaatggtcatggcataatatcaacactttatcttgggctattggttccatatct 
 M  I  S  K  L  A  R  Q  I  D  G  S  E  W  S  W  H  N  I  N  T  L  S  W  A  I  G  S  I  S  
ggtacaatgagcgaagatactgaaaaaaggtttgtagttactgttattaaagatttactagatttaacggtcaagaaaaggggtaaagat 
 G  T  M  S  E  D  T  E  K  R  F  V  V  T  V  I  K  D  L  L  D  L  T  V  K  K  R  G  K  D  
aataaagctgttgttgcatcggatattatgtacgtcgtgggccaatatcctagatttttgaaggctcactggaattttctaagaacagtt 
 N  K  A  V  V  A  S  D  I  M  Y  V  V  G  Q  Y  P  R  F  L  K  A  H  W  N  F  L  R  T  V  
attttgaaactttttgaatttatgcatgaaactcatgagggtgttcaggatatggcatgtgacacattcattaagattgttcaaaaatgt 
 I  L  K  L  F  E  F  M  H  E  T  H  E  G  V  Q  D  M  A  C  D  T  F  I  K  I  V  Q  K  C  
aaatatcattttgttattcaacaaccccgtgagtctgagcctttcatccaaacaataattagggatattcaaaagacaactgctgaccta 
 K  Y  H  F  V  I  Q  Q  P  R  E  S  E  P  F  I  Q  T  I  I  R  D  I  Q  K  T  T  A  D  L  
cagccgcaacaggtccatacattttacaaggcttgtggtattattatttctgaagaaagaagcgtagcggagagaaatagattattaagt 
 Q  P  Q  Q  V  H  T  F  Y  K  A  C  G  I  I  I  S  E  E  R  S  V  A  E  R  N  R  L  L  S  
gatttgatgcaactgccaaatatggcttgggacactatagtggaacaatccactgctaacccaacattgttgttagattctgaaactgtc 
 D  L  M  Q  L  P  N  M  A  W  D  T  I  V  E  Q  S  T  A  N  P  T  L  L  L  D  S  E  T  V  
aaaattattgcgaatattataaaaaccaatgtagctgtctgcacctcaatgggagcagatttctatccacagttgggtcacatctattac 
 K  I  I  A  N  I  I  K  T  N  V  A  V  C  T  S  M  G  A  D  F  Y  P  Q  L  G  H  I  Y  Y  
aatatgcttcagctatacagagctgtttcttcgatgatttctgctcaagttgccgcagaaggtctaattgctacgaagacaccaaaggtt 
 N  M  L  Q  L  Y  R  A  V  S  S  M  I  S  A  Q  V  A  A  E  G  L  I  A  T  K  T  P  K  V  
cgtggtttgagaaccatcaaaaaagagattctgaagcttgttgagacctatatatccaaggcgagaaatttggatgatgtcgttaaagtg 
 R  G  L  R  T  I  K  K  E  I  L  K  L  V  E  T  Y  I  S  K  A  R  N  L  D  D  V  V  K  V  
ttagttgagccattattgaacgctgtacttgaagactatatgaacaacgttcctgatgcaagggacgccgaagtgctaaattgtatgaca 
 L  V  E  P  L  L  N  A  V  L  E  D  Y  M  N  N  V  P  D  A  R  D  A  E  V  L  N  C  M  T  
acagtagtagaaaaggttggtcatatgatcccacaaggtgttattttaattttacagagtgtatttgaatgcactttggacatgattaac 
 T  V  V  E  K  V  G  H  M  I  P  Q  G  V  I  L  I  L  Q  S  V  F  E  C  T  L  D  M  I  N  
aaagacttcacagaatatccagagcatcgtgtagaattttacaagttattgaaggtcatcaatgagaaatcatttgctgcatttttggaa 
 K  D  F  T  E  Y  P  E  H  R  V  E  F  Y  K  L  L  K  V  I  N  E  K  S  F  A  A  F  L  E  
ctacctccggctgcctttaaattgtttgttgacgctatttgttgggcgttcaaacataacaatagagatgtcgaagttaatggtctacag 
 L  P  P  A  A  F  K  L  F  V  D  A  I  C  W  A  F  K  H  N  N  R  D  V  E  V  N  G  L  Q  
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attgcattagacctagtgaaaaacattgaaagaatgggaaatgtcccatttgcaaatgagttccacaagaattattttttcatttttgtc 
 I  A  L  D  L  V  K  N  I  E  R  M  G  N  V  P  F  A  N  E  F  H  K  N  Y  F  F  I  F  V  
agtgaaacgttttttgttttaaccgattccgaccacaaatccggtttttctaagcaagctttgttactaatgaagttgatttctttggtt 
 S  E  T  F  F  V  L  T  D  S  D  H  K  S  G  F  S  K  Q  A  L  L  L  M  K  L  I  S  L  V  
tatgataacaagatttcggtaccattatatcaagaagctgaggtaccacaaggaacttcaaatcaagtctacttaagccaatatttggct 
 Y  D  N  K  I  S  V  P  L  Y  Q  E  A  E  V  P  Q  G  T  S  N  Q  V  Y  L  S  Q  Y  L  A  
aatatgttaagtaatgcattcccccatttaacatccgaacaaatcgcaagttttctctctgcattaactaaacaatacaaagacttagtg 
 N  M  L  S  N  A  F  P  H  L  T  S  E  Q  I  A  S  F  L  S  A  L  T  K  Q  Y  K  D  L  V  
gtcttcaaaggcactttgagggactttttggtgcaaatcaaagaagtcggaggtgatccaacagattatttgtttgctgaagataaagag 
 V  F  K  G  T  L  R  D  F  L  V  Q  I  K  E  V  G  G  D  P  T  D  Y  L  F  A  E  D  K  E  
aatgcattaatggaacagaatagactagagagggaaaaagctgccaagattggtgggttattaaagccttctgaacttgatgattag 
 N  A  L  M  E  Q  N  R  L  E  R  E  K  A  A  K  I  G  G  L  L  K  P  S  E  L  D  D  *  



Plasmid name  pQE60-hsTrn1  
Encoded protein hsTrn1-His6 
Features (nt)  1-2670   human Transportin 1 

2683-2700  His6-tag 
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atggagtatgagtggaaacctgacgagcaagggcttcagcaaatcctgcagctgttgaaggagtcccagtccccagacaccaccatccag 
 M  E  Y  E  W  K  P  D  E  Q  G  L  Q  Q  I  L  Q  L  L  K  E  S  Q  S  P  D  T  T  I  Q  
agaaccgtgcaacaaaaactggaacaacttaatcagtatccagactttaacaactacttgatttttgttcttacaaaattaaaatctgaa 
 R  T  V  Q  Q  K  L  E  Q  L  N  Q  Y  P  D  F  N  N  Y  L  I  F  V  L  T  K  L  K  S  E  
gatgaacccacaagatcattgagtggtcttatcttgaagaataatgtgaaagcacactttcagaacttcccaaatggtgtaacagacttt 
 D  E  P  T  R  S  L  S  G  L  I  L  K  N  N  V  K  A  H  F  Q  N  F  P  N  G  V  T  D  F  
attaaaagtgaatgtttaaataatattggtgactcctctcctctgattagagccactgttggtattttgatcacaactatagcctccaag 
 I  K  S  E  C  L  N  N  I  G  D  S  S  P  L  I  R  A  T  V  G  I  L  I  T  T  I  A  S  K  
ggagaattgcagaattggcctgacctcttaccaaaactctgtagcctgttggattctgaagattataatacctgtgagggagcatttggt 
 G  E  L  Q  N  W  P  D  L  L  P  K  L  C  S  L  L  D  S  E  D  Y  N  T  C  E  G  A  F  G  
gcccttcagaagatttgtgaagattctgctgagattttagacagtgatgttttagatcgtcctctcaacatcatgattcccaaattttta 
 A  L  Q  K  I  C  E  D  S  A  E  I  L  D  S  D  V  L  D  R  P  L  N  I  M  I  P  K  F  L  
cagttcttcaagcatagtagtccaaaaataaggtctcacgctgttgcatgtgtcaatcagtttatcatcagtaggactcaagctctaatg 
 Q  F  F  K  H  S  S  P  K  I  R  S  H  A  V  A  C  V  N  Q  F  I  I  S  R  T  Q  A  L  M  
ttgcacattgattcttttattgagaatctctttgcattagctggtgatgaagaaccagaggtacggaaaaatgtgtgccgagcacttgtg 
 L  H  I  D  S  F  I  E  N  L  F  A  L  A  G  D  E  E  P  E  V  R  K  N  V  C  R  A  L  V  
atgttgctcgaagttcgaatggatcgcctgcttcctcacatgcataatatagttgagtacatgctacagaggactcaagatcaagatgaa 
 M  L  L  E  V  R  M  D  R  L  L  P  H  M  H  N  I  V  E  Y  M  L  Q  R  T  Q  D  Q  D  E  
aatgtggctttagaagcctgtgaattttggctaactttagctgaacagccaatatgcaaagatgtactcgtaaggcatcttcctaagttg 
 N  V  A  L  E  A  C  E  F  W  L  T  L  A  E  Q  P  I  C  K  D  V  L  V  R  H  L  P  K  L  
attcctgtgttagtgaatggcatgaagtactcagacatagatattatcctacttaagggtgatgttgaagaagacgaaacgattcctgat 
 I  P  V  L  V  N  G  M  K  Y  S  D  I  D  I  I  L  L  K  G  D  V  E  E  D  E  T  I  P  D  
agtgaacaggatatacggccacgttttcaccgatcgaggacggtggctcagcagcatgatgaagatggaattgaagaggaagatgatgat 
 S  E  Q  D  I  R  P  R  F  H  R  S  R  T  V  A  Q  Q  H  D  E  D  G  I  E  E  E  D  D  D  
gatgatgaaattgatgatgatgatacaatttctgactggaatctaagaaaatgttctgctgctgccctggatgttcttgcaaatgtgtat 
 D  D  E  I  D  D  D  D  T  I  S  D  W  N  L  R  K  C  S  A  A  A  L  D  V  L  A  N  V  Y  
cgtgatgaactgctgccacatattttgccccttttgaaagaattactttttcatcatgaatgggttgttaaagaatcaggcattttggtt 
 R  D  E  L  L  P  H  I  L  P  L  L  K  E  L  L  F  H  H  E  W  V  V  K  E  S  G  I  L  V  
ttaggagcaattgctgaaggttgcatgcagggcatgattccatacttgcctgagcttattcctcaccttattcagtgcctctctgataaa 
 L  G  A  I  A  E  G  C  M  Q  G  M  I  P  Y  L  P  E  L  I  P  H  L  I  Q  C  L  S  D  K  
aaggctcttgtgcgttccataacatgctggactcttagccgctatgcacactgggtggtcagccagccgccagacacgtacctgaagcca 
 K  A  L  V  R  S  I  T  C  W  T  L  S  R  Y  A  H  W  V  V  S  Q  P  P  D  T  Y  L  K  P  
ttaatgacagaattgctaaagcgcatcctggacagcaacaagagagtacaagaagctgcctgcagtgcctttgctaccctagaagaggag 
 L  M  T  E  L  L  K  R  I  L  D  S  N  K  R  V  Q  E  A  A  C  S  A  F  A  T  L  E  E  E  
gcttgtacagaacttgttccttaccttgcttatatacttgataccctggtctttgcatttagtaaataccagcataagaacctgctcatt 
 A  C  T  E  L  V  P  Y  L  A  Y  I  L  D  T  L  V  F  A  F  S  K  Y  Q  H  K  N  L  L  I  
ctttacgatgccataggaacattagcagattcagtaggacatcatttaaacaaaccagaatatattcagatgctaatgcctccactgatc 
 L  Y  D  A  I  G  T  L  A  D  S  V  G  H  H  L  N  K  P  E  Y  I  Q  M  L  M  P  P  L  I  
cagaaatggaacatgttaaaggatgaagataaagatctcttccctttacttgagtgcctatcttcagttgccacagcactgcagtctgga 
 Q  K  W  N  M  L  K  D  E  D  K  D  L  F  P  L  L  E  C  L  S  S  V  A  T  A  L  Q  S  G  
ttccttccgtactgtgaacctgtgtatcagcgttgtgtaaacctagtacagaagactcttgcacaagccatgctaaacaatgctcaacca 
 F  L  P  Y  C  E  P  V  Y  Q  R  C  V  N  L  V  Q  K  T  L  A  Q  A  M  L  N  N  A  Q  P  
gatcaatatgaagctccagataaagattttatgatagtggctcttgatttactgagtggcctggctgaaggacttggaggcaacattgaa 
 D  Q  Y  E  A  P  D  K  D  F  M  I  V  A  L  D  L  L  S  G  L  A  E  G  L  G  G  N  I  E  
cagctggtagcccgaagtaacatcctgacactaatgtatcagtgcatgcaggataaaatgccagaagttcgacagagttcttttgccctg 
 Q  L  V  A  R  S  N  I  L  T  L  M  Y  Q  C  M  Q  D  K  M  P  E  V  R  Q  S  S  F  A  L  
ttaggtgacctcacaaaagcttgctttcagcatgttaagccttgtatagctgatttcatgccaatattgggaaccaacctaaatccagaa 
 L  G  D  L  T  K  A  C  F  Q  H  V  K  P  C  I  A  D  F  M  P  I  L  G  T  N  L  N  P  E  
ttcatttcagtctgcaacaatgccacatgggcaattggagaaatctccattcaaatgggtatagagatgcagccttatattcctatggtg 
 F  I  S  V  C  N  N  A  T  W  A  I  G  E  I  S  I  Q  M  G  I  E  M  Q  P  Y  I  P  M  V  
ttgcaccagcttgtagaaatcattaacagacccaacacaccaaagacgttgttagagaatacagcaataacaattggtcgtcttggttac 
 L  H  Q  L  V  E  I  I  N  R  P  N  T  P  K  T  L  L  E  N  T  A  I  T  I  G  R  L  G  Y  
gtttgtcctcaagaggtggcccccatgctacagcagtttataagaccctggtgcacctctctgagaaacataagagacaatgaggaaaag 
 V  C  P  Q  E  V  A  P  M  L  Q  Q  F  I  R  P  W  C  T  S  L  R  N  I  R  D  N  E  E  K  
gattcagcattccgtggaatttgtaccatgatcagtgtgaatcccagtggcgtaatccaagattttatatttttttgtgatgccgttgca 
 D  S  A  F  R  G  I  C  T  M  I  S  V  N  P  S  G  V  I  Q  D  F  I  F  F  C  D  A  V  A  
tcatggattaacccaaaagatgatctcagagacatgttctgtaagatccttcatggatttaaaaatcaagttggcgatgaaaattggagg 
 S  W  I  N  P  K  D  D  L  R  D  M  F  C  K  I  L  H  G  F  K  N  Q  V  G  D  E  N  W  R  
cgtttctctgaccagtttcctcttcccttaaaagagcgtcttgcagctttttatggtgttggatccagatctcatcaccatcaccatcac 
 R  F  S  D  Q  F  P  L  P  L  K  E  R  L  A  A  F  Y  G  V  G  S  R  S  H  H  H  H  H  H  
taa 
 *  

 



Plasmid name  pQE60-hsImpβ45-462  
Encoded protein hsImpβ45-462-His6 
Features (nt)  4-1257   hsImpβ45-462 

1270-1287  His6-tag 
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atggcaaatccaggaaacagtcaggttgccagagttgcagctggtctacaaatcaagaactctttgacatctaaagatccagatatcaag 
 M  A  N  P  G  N  S  Q  V  A  R  V  A  A  G  L  Q  I  K  N  S  L  T  S  K  D  P  D  I  K  
gcacaatatcagcagaggtggcttgctattgatgctaatgctcgacgagaagtcaagaactatgttttgcagacattgggtacagaaact 
 A  Q  Y  Q  Q  R  W  L  A  I  D  A  N  A  R  R  E  V  K  N  Y  V  L  Q  T  L  G  T  E  T  
taccggcctagttctgcctcacagtgtgtggctggtattgcttgtgcagagatcccagtaaaccagtggccagaactcattcctcagctg 
 Y  R  P  S  S  A  S  Q  C  V  A  G  I  A  C  A  E  I  P  V  N  Q  W  P  E  L  I  P  Q  L  
gtggccaatgtcacaaaccccaacagcacagagcacatgaaggagtcgacattggaagccatcggttatatttgccaagatatagaccca 
 V  A  N  V  T  N  P  N  S  T  E  H  M  K  E  S  T  L  E  A  I  G  Y  I  C  Q  D  I  D  P  
gagcagctacaagataaatccaatgagattctgactgccataatccaggggatgaggaaagaagagcctagtaataatgtgaagctagct 
 E  Q  L  Q  D  K  S  N  E  I  L  T  A  I  I  Q  G  M  R  K  E  E  P  S  N  N  V  K  L  A  
gctacgaatgcactcctgaactcattggagttcaccaaagcaaactttgataaagagtctgaaaggcactttattatgcaggtggtctgt 
 A  T  N  A  L  L  N  S  L  E  F  T  K  A  N  F  D  K  E  S  E  R  H  F  I  M  Q  V  V  C  
gaagccacacagtgtccagatacgagggtacgagtggctgctttacagaatctggtgaagataatgtccttatattatcagtacatggag 
 E  A  T  Q  C  P  D  T  R  V  R  V  A  A  L  Q  N  L  V  K  I  M  S  L  Y  Y  Q  Y  M  E  
acatatatgggtcctgctctttttgcaatcacaatcgaagcaatgaaaagtgacattgatgaggtggctttacaagggatagaattctgg 
 T  Y  M  G  P  A  L  F  A  I  T  I  E  A  M  K  S  D  I  D  E  V  A  L  Q  G  I  E  F  W  
tccaatgtctgtgatgaggaaatggatttggccattgaagcttcagaggcagcagaacaaggacggccccctgagcacaccagcaagttt 
 S  N  V  C  D  E  E  M  D  L  A  I  E  A  S  E  A  A  E  Q  G  R  P  P  E  H  T  S  K  F  
tatgcgaagggagcactacagtatctggttccaatcctcacacagacactaactaaacaggacgaaaatgatgatgacgatgactggaac 
 Y  A  K  G  A  L  Q  Y  L  V  P  I  L  T  Q  T  L  T  K  Q  D  E  N  D  D  D  D  D  W  N  
ccctgcaaagcagcaggggtgtgcctcatgcttctggccacctgctgtgaagatgacattgtcccacatgtcctccccttcattaaagaa 
 P  C  K  A  A  G  V  C  L  M  L  L  A  T  C  C  E  D  D  I  V  P  H  V  L  P  F  I  K  E  
cacatcaagaacccagattggcggtaccgggatgcagcagtgatggcttttggttgtatcttggaaggaccagagcccagtcagctcaaa 
 H  I  K  N  P  D  W  R  Y  R  D  A  A  V  M  A  F  G  C  I  L  E  G  P  E  P  S  Q  L  K  
ccactagttatacaggctatgcccaccctaatagaattaatgaaagaccccagtgtagttgttcgagatacagctgcatggactgtaggc 
 P  L  V  I  Q  A  M  P  T  L  I  E  L  M  K  D  P  S  V  V  V  R  D  T  A  A  W  T  V  G  
agaatttgtgagctgcttcctgaagctgccatcaatgatgtctacttggctcccctgctacagtgtctgattgaaggtctcagtgctgga 
 R  I  C  E  L  L  P  E  A  A  I  N  D  V  Y  L  A  P  L  L  Q  C  L  I  E  G  L  S  A  G  
tccagatctcatcaccatcaccatcactaa 
 S  R  S  H  H  H  H  H  H  *  

  
 


