A 70 T T T T I L L C 50 T T T T T T T T T
6oL — unbound Skp2 1 - " inbound oy 2
T |t — unbound skp2_2 ‘g 40 — bound Fow7 ~
& 50F — bound Skp2 5 |
O r o
\640_ \630_
8. S0
g 30_ ", 8 201 | M\‘ "‘\l" “‘ ‘Nﬂ
g 20 M ‘ ‘Jh g L ‘("T" "V‘ [wl
€, ﬁ | ‘J |,| u ” @ 10} \‘Hu’
l w ; bl H"‘
‘ ‘
O 1 1 1 1 1 1 1 1 1
6 10 12 14 16 18 20 0 2 4 6 8 10 12 14 16 18 20
T| me (ns) Time (ns)
B 16 \ \ \ \ \ \ D 16 \ \ \ \ \ \ \
14l [— Skp2_Leul30-Val163) | 1l |— Fbw7_Pro2298-112356)
/\127 ] ~— I
< <
2 -
8] hu
a s}
6,
4,
| | | | | | | | | | | | | | | | | |
2 4 6 8 10 12 14 16 18 20 4O 2 4 6 8 10 12 14 16 18 20
Time (ns) Time (ns)

M
®

T T T T T T T T T L L L L L L L
. — unbound beta-TrCP1_1] I — unbound Cdc4_1
2z 60 — unbound beta-TrCP1_2 ? S0 — unbound Cdc4_2 !
= — bound beta-TrCP1 =N — bound Cdc4
850 8’40_
el
E =
o 40+ Q
Tg g 30H
c 30 H 8 h *
2 ‘ |‘ W 2 ?l\ w\ | ‘|
o) 20 IS il J
) £ ‘ il i
l
0:10 10 H‘l I
1 1
Oo 5 4 6 6 10 12 14 16 18 20 % 6 8 10 12 14 16 18 20
Time (ns) Time (ns)
F o I T T \ T T T H 25 T T T T T \
[— betaTrCP1_Leul74-11e240| | i |— Cdc4_Phe292-Leu353|
20§ .
<9 1 =
~ N _
Z % 10 1
0 15+ a|
| 5+ i
10 | | | | | | | | | 0 | 1 | | | | | | |
0 2 4 6 8 10 12 14 16 18 20 0 2 4 6 8 10 12 14 16 18 20

Time (ns) Time (ns)



A

ool — tnbounaFost Bagk T T T T L B
[ — unbound Fbs1_1_ 300K L _
~—~ |} — unbound Fbsl_2_300K — — ﬂﬂggﬂﬂg ﬂ%_%
§40 bound Fbsl_340K g 40r — pbound TIRL
2 “°[ — bound FbsL_300K 2 oun
E - o
o 0| 1 %30—
= U ®,
& 20 H‘\! " “\\ ||‘ S
Bl il f \ |1 ' ‘ H\ ‘ i
€ i' ! | | \ g
| lw w w )/ ! ‘ ‘\ -

8 10 12 14 16 18 20
Time (ns)

oO

PR B | PR B | PR T
2 4 6 10 12 14 16 18 20
Time (ns)

T T T T T T 30 T T I i i T
14r [— Fbsl_Val72_Trplo4| 7 [— TIRL_LEU32-VAL562]
12 B 251 -
<10} . = |
2 <20 .
(&} |‘ — 8
3 ) 5
o 6 - 515 |‘
ar | 10 |
27 | 1 L | 1 1 1 1 1 ] 57 | | | | | | | | |
0 2 4 6 8 10 12 14 16 18 20 0 5 4 6 8§ 10 12 14 16 18 20

Time (ns) Time (ns)

Figure S1. Angle rotation graphs of unbound trajectory 1 (black), trajectory 2 (blue) and bound
(red) forms for (A) Skp2, (C) Fbw7, (E) B-TrCP1, (G) Cdc4, (l) Fbs1, and (K) TIR1. The graphs
of changes in the distances between hydrophobic residues from box domain and linker are
shown for the unbound form trajectory 1 of (B) Skp2, (D) Fow7, (F) B-TrCP1, (H) Cdc4, (J) Fbs1
and (L) TIR1.



