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Supplementary Figure 1. Log2 fold change for obese vs lean comparison for 
genes in different functional categories of the thyroid-responsive gene set

1    Transcriptional control (n=52)
2    Signal transduction (n=67)
3    RNA metabolism (n=35)
4    Protein translation (n=26)
5    Protein catabolism (n=33)
6    Miscellaneous (n=61)
7    Lipid metabolism (n=1)
8    Glucose metabolism (n=13)
9    ESTs (n=47)
10  Energy metabolism (n=30)
11  Cytoskeleton protein (n=32)
12  Cellular trafficking (n=24)
13  Cellular immunity (n=10)
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** ** ***
p>0.05 Obese vs Lean
p<0.05 Obese vs Lean

Functional Categories

Mean R in each functional category

** p<0.01, ***p<0.001 for mean of  Pearson correlation deviating from 0 in each functional category


