P Supplementary Figure 4. Heatmap showing Log2 fold

é&c\e} & changes for genes upregulated by T3 in human skeletal
,&0(}00\/ ‘°\o RS muscle (labelled "T3 Effect Muscle” ) and downregulated in
< & \5°q.‘1'c§’ & liver of obese subjects ("Human Liver Ob”) in different models.
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