Agel BCL2 | OS

ID Sex DIAG Karyotype FISH protein | (years)

1| % | DLBCL | 48XX.dup(1)(?q15g21)+7 1(8:9)(024:013) +der(8)t(8:9)(12:17)(q22:q24) {(14:18)(@32:q2)[5]* | oo v | POS | 104

5 | 38 | plpcL | Nucish(MYCx2)(5MYC sep 3MYC x1),( IGHX3,BCL2 x4, IGH con BCL2 x3),(1GKx2) (IGLx2) MYC+ | ee | 702
M [156/200]- 1(8:2)(q24:2).t(14;18)(q32;q21), +der(18)t(14:18)(q32:921) BCL2+ :

5 | 35 | precL | 49XYi(1)(a10),del(d)(p15)i(6)(p10), +7.*der(B)i(8:14)(q24:032)(14:18)(032.021), MYC+ | nee | 60
M der(14)t(8;14),der(18)t(14:18), +der(18)t(1:18)(p13:p11)t(14;18)[10]* BCL2+ :

2 | 49 | pLaoL | BO-6TXXY,der(T)(1:8)(p?32:2q22)t(8:9)(q24:p13) -4,-6,0el(6)(7421925), {89} (a24:p13) 10, MYC+ | nee | 66
M der(12)t(6;12)(p11:p13),-13, +der(14)t(14,18)(q32:021),-15.-16,-20.-22[10]* BCL2+ :

s | 73 | precL | Nucish(MYCx2)(EMYC sep 3MYC x),( IGHx3,BCL2 x3, IGH con BCL2 x2),(IGKx2).(1GLx2) MYCH | nos | 4.4
M [198/200]- 1(8;2)(q24:2).t(14:18)(q32:921) BCL2+ :

s | 57 | moLy | 46XY der(3)(3:8)(a27.q24) del(6)(q1 1) add(9)(p1),dup(12)(q13q15). del(13)(q722q32), MYCH | bos | a7
M der(14)t(14:18)(q32:q21)t(6:18)(q11:q23),del(16)(q2),del(17)(p13),der(18)t(14; 18)[6]* BCL2+ :
56 47 XY der(4)i(4;13)(p14,q14) 1(8:9)(q24;p13) +12,der(14)t(14:18)(q32:q21), MYC+

71 M | PYBCL | er(18:21)(q10:p10)der(18)t(14,18),+21[15]° Bclo+ | POS | 372

s | 85 | precL | Nucish(MYCx2)(EMYC sep 3MYC x1),( IGHX3,BCL2 x3, IGH con BCL2 x2),(IGKx2).(1GLx2) MYCH | pos | 32
M [180/200]- 1(8;2)(q24:2).t(14;18)(q32;921) BCL2+ :
42 76-80,XX,+r(X)(p?q?),-1,del(2)(p?1q?1),del(3)(p21),del(6)(q12),+7,+r(7)(p?q?), MYC+

o | %% | DLBCL | +der(?)t(1;7)( ?p13;7p22)t(7:16)(q?;2q11).LEB:9)(24ip13)x3, +10,+11, der(12)t(2:12)(?iq24), MC: | Pos | 305

1(14:18)(q32:921)x2,-15,-6x2, +der(18)t(14;18),+20x2,+21[10]*

52 47,XY del(1)(p22),+del(1)(q25),del(3)(p21),add(#)(p14) 1(5,8)(q31,q24),-8,-9.-9, MYC+

101 | PLBCL | 414:18)(q32:q21).-16,+18,-20,+r,+3-5mar{cp6] BCL2:na | NA | 286

%0 L | 46.XX1(14;18)(q32:q21),der(19)(X;19)(2q; 2)[ 10 MYC+ | wa | 108
F 46.XX der(8)t(8:14)(q24-32)t(14:18)(q32:021),der(14)(8;14),der(18)t(14:18)[10] BCL2+ :
o 65-71,XX,-X,der(1)t(1;3)(p36:q27x2,der(1)(1:8)(q41:q22) -2.der(3)t(3:8)(?p25:024)x2, .

12 | % | DLBCL | +7der(8)del(8)(p21)del(8)(q23)x2, ider(8)(q10)(3:8)(p21:423),9,+11,+H12+13,1(14:18)(a32:021), | gou'sina | NA | 176

del(17)(p11),der(22)t(2;22)(?;913)x2[9]* '

67 53,XX.+X,+2,1(6:13)(024:912),+7,der(8)(8.8)(p?21:024).1(8.9)(q24.p13), +10,+12, MYC+

131 F | PLBCL | 48 ider(16)t(14:16)(q32:p13.3).+18,+21[20] Bclo+ | POS | 140
62 46-47 XY ,1,del(1)(p34p36),+7.1(8:14)(q24.q32),del(10)(q22924) 1(14;18)(q32,921),-16, MYC+

14 M BCLU -18,+r,+mar[cp5]. BCL2: na NA 1.35
44 48, XX 1(3:8)(q27,024),del(6)(q11).1(6.19)(p21:013.5),+7,+8,del(13)(q14922), MYC+

151 F | DLBCL |4 4%.18)(q32:q21).der(22)t(21:22)(p11:q11)" BcL2+ | NEG | 117




Agel BCL2 | OS

ID Sex DIAG Karyotype FISH protein | (years)
43 46,XX,der(1)t(1;8)(p36;922),del(3)(p13p22),der(8)t(8:14)(q24:032)t(14;18)(q32;921), MYC+

161 F | BCLU | 4ai(13)(q12422),(14:18)[8]* Bclo+ | NA | 097

17 62 BCLU 45,X,-Y ,der(1)t(1;17)(p36;?p11),der(1)invdup(1)(g11932),del(2)(?q13923),1(8;14)(g24;932), MYC+ POS 0.62
M add(9)(p?13),dup(12)(q14q24),del(13)(q?13q?33),t(14;18)(q32:q21),add(15)(q26)[7]* BCL2+ :

15 | 5% | pLscL | 4951 XX.der(1)t(16)(p36:7)add(3)(a27),+7,+8 2der(@)(8:14(a24:a32) 13(14;18)@32:a21), | MYC+ | (o[ oo
F +2-8mar{cp6] BCL2+

19 T\;‘ BCLU | 46,XY,t(14:18)(q32:q21)[8]/46,idem. 1(8:14)(q24;q32)t(14:18)(q32;921)[5] Ig"gl_%*; POS | 058

20 | 55 | BoLy | Nucish(MYCx3)IGHX3)(MYC con IGHx2),(IGHX3)(BCL2x3)(IGH con BCL2x2)[1741200] MYCH | pos | ose
F - 1(8;14)(q24:932) t(14:18) (432 :q21) BCL2+ :

o1 | 89 | moLy | 46.XV.der(7)?inv(7)(q22936)t(7; 17)(q22:q11) der(B)t(B:14)(24:032)t(14:18)(q32:21) MYCH | pos | osa
M del(11)(q22923).der(14)t(14:18)(q32:q21)/47-48.idem, +der (8)t(8; 14)t(14:18),+12,+13[cp1 3]* BCL2+ :
81 46X -Y,t(1,22)(q21:q11.2).dup(6)(?p21p23), {(8:9)(q24.p13), del(10)(q24), {(14,18)(q32:921), MYC+

22| W | Bow | MCL | Na | 083

23 | 75 | pLmcL | Nucish(MYCx2)(5 MYC sep 3 MYC x2),(IGHx2 )( 51GH sep 31GH x1), MYCH | oos | oss
M (MYC x3)(BCL2 x3)(MYC con BCL2 x2)[180/200] —(8;14:18)(q24:932:021).t(8;)(q24:?) BCL2+ :
o 47-49 XX,add(2)(p11),der(2)2t(2;3)(p11,:911),+add(5)(q31),+7, WG

24 | % BCLU | 1(8:14)(q24:q32) +der(8)t(8;14)(q24:q32),der(11)t(11:17)(q23:q11),dup(12)(q12q24), WSl Na | 045

1(14:18)(q32:921).-17,+mar(2-4)[cp10] :

25 ?\fl) BCLU | 50-51,XY,add(2)(p24),+3,add(6)(q25),+7,1(8:22)(q24:q11).t(14;18)(q32:q21),+3mar[cp7] MYCE | Na | 043

26 | 8 | moLu | B3XXY.(1)a10)+7 (8:22)a24;q11) +add(129)(14;18)(32:q21) +der(14)(14;18) +17,%21, | MVC+ A | o042
M +marf4] BCL2: na
56 46,X,-X,1(2;18)(p11;921),3,der(3)t(3;7)(921;q11),der(4)t(3;4)(q12;p15),add(6)(?q21),+7,+8, MYC: na

27 | X BCLU | 1(8:22)(q24:q11), (12:15)(q24:q12). del(13)(q13q31),del(15)(q12q15)[6)/ e Na | 035

45.idem,-16[2]/47 idem, +del(7q)[cp2]

28 TV? BCLU | 46,XY,2dup(1)(q23932).1(8:14)(q24:032),del(13)(212422).t(14:18)(q32:921)[4] s | NA | 032

29 9Fo BCLU | 48,X,-X,-4,add(6)(q21),+7,(8;9)(q24:p13).+der(8)t(8:9),+10,+12,-14,t(18:22)(q21:q11),+mar[9] BEZAITZC':;a NA | 032
52 47-48 X +X 12:8)(D11,q24),add(6)(q25),del(6)(q16).-13,1(14:18)(q32;021),del(17)(p11).+21, MYC+

30 |y | BCLU | 4 omariep20] BcL2+ | NA | 031
68 MYC+

XX, 1(8:9)(924;p13),t(14; ; * :
31| & BCLU | 46,XX,1(8:9)(q24:p13).t(14:18)(q32:921)(3] MYSt | Pos | 030




Age/ BCL2 oS
ID ng DIAG Karyotype FISH | Jorein | (vears)
46,XX,der(1)t(1;8)(p34;922),del(5)(q31q34),t(6;12)(q16;924.1),der(9)t(9;12)(p21;q13),
52 del(10)(q22g24),der(14)t(14;18)(932;921),add(15)(p11),del(15)(q11.2q15),del(16)(?q21922)[3)/ MYC+
32 E DLBCL | 46,XX,der(1)t(1;8)(p34;922),7add(3)(q27),t(6;12)(q16;924.1),add(8)(q24),der(9)t(9;12)(p21;913), BCL2+ NA 0.28
del(10)(q22924),der(13)t(8;13)(a22;931)t(8;?)(q24;?),der(14)t(14;18),del(15)(q11.2915),
del(16)(?921922)[11]
33 5F8 BCLU | 48,XX,+X,del(6)(q13),add(6)(q12),1(8;22)(g24;911),add(11)(q22),t(14;18)(932;g21),+mar[cp17] QAJLCZ ?]2 NA 0.27
36 59-66,XXX,der(1)t(1;?17)(p21;912),-3,-4,1(8;22)(024;911)x2,-9,-14,-15,t(14;18)(q32;921)x2, MYC+
34 | F | BCLU | 49 492 +mar10] Bclo+ | NA | 0
35 63 BCLU 46,XY,1(8;9)(g24;p13),?ins(12;?)(q13;?),t(14;18)(q32;921)[11)/ MYC+ POS 0.26
M 48,XY,dup(1)(?915921),+7,1(8;9) +der(8)t(8;9),dup(12)(?q13q15), t(14;18)[4]* BCL2: na ]
36 31 BCLU 89-92,XXYY,add(1)(g21),-3,-4,i(6)(p10)x2,1(8;14)(g24:;932),-9,t(14;18)(q32;921)x2,del(16)(p11), MYC: na NA 0.20
M add(17)(p11)x2,+2r[cp9] BCL2: na )
48 48,XX,del(3)(?p13p14),+8,1(3;8)(027;924),.der(9)t(8:9)(91?3:p2?22)t(3;8)(927:924), MYC+
371 F | BCLU | iadd(12)(q22),t(14:18)(q32;921)[10] BCcL2+ | POS | 020
38 44 BCLU 47,XY,-8,der(8)t(8:22)(g24;911),+11,-13,+14,t(14;18)(932;921),-15,-20,+2-3mar[1]/ MYC: na NA 018
M 49-50,idem,+add(7)(g22),del(9)(p22),+21,+22[6] BCL2: na )
39 ?\;’ BCLU | 49,XY,+7,1(8:14)(024;032),dup(12)(q13921),t(13;17)(p10;910),t(14;18)(q32;921),+17,+18[21] ggf;_ POS 0.18
49-50,X,-X,1(3;4)(q27;p15),der(4)t(4;6)(?q31;?q25)t(4;13)(p11;?922),del(6)(q?25),+7,
40 64 BCLU der(9t(9;13)(p11:914)t(8:13)(924:034)t(8;14)(924:932)t(14;18)(g32:921),?inv(9)(?p22931), MYC+ POS 0.15
F der(13)t(8;13)t(8:14)t(14;18).t(14;18),der(16)?dup(16)(q22924)t(8;16)(q31;q24),?del(17)(?), BCL2+ '
+2r(17)(?),+?del(18)(?),+21,+der(22)t(18;22)(?q;p11)[cp14]*
66 54-57 XY, +X,+Y,+1,+7,1(8;22)(g24;911),+der(8)t(8;22),+10,t(14;18)(q32;q21),+18, MYC+
A1 m | BCY | der(18)(14:18)x20r3, +20[cpbl* BClo+ | FOS | 014
42 67 BCLU 47,X,-X,t(1;22)(q21;911),del(3)(p11p21)(q23927),+7,1(8;9)(a24;p13),del(10)(q24), MYC+ NA 0.10
F der(12)t(6;12)(p12;924),+der(12)t(6;12)(p12;924), t(14;18)(932;921),der(22)t(11;22)q23;913)[8]* BCL2+ )
84 46,XY,der(1)t(1;8)(p36;921),1(2:8)(p11:024),?1(3;3)(q21;927),del(4)(p14),?add(6)(q11), MYC+
43 M BCLU add(7)(p1?5),?7add(9)(p11),-13,der(14)del(14)(?q13931)t(14;18)(932;921),t(14;18)(932;921), BCL2+ POS 0.10
+der(18)t(14;18)(q32;921)[5]*
44 71 BCLU 46,XX,dic(3;17)(q24;p13),del(3)(p12).der(8)t(8;14)(024:032)t(14;18)(032;921),del(13)(q12q14), MYC+ NA 0.07
F der(14)t(8;14),der(18)t(14;18)[18] BCL2+ )
45 93 BCLU 46-48,XX,del(1)(q32944),?inv(3)(q21927),add(4)(p16),add(6)(q13),add(7)(q31),1(8;22)(024:q11), MYC+ NA 0.06
F del(11)(q23925),+12,del(13)(912921), add(13)(p13),t(14;18)(932;921),+mar[cp15] BCL2+ )




Agel BCL2 | OS

ID ng DIAG Karyotype FISH | Jorein | (vears)

46 46 BCLU 46,XY,del(1)(p34),t(2;22)(p21;911),der(6)(6;13)q21;914),+7,del(8)(q13),1(8;9)(024;p13), MYC+ NA 0.06
M der(14)t(14;18)(q32:921)t(8;18)(q23:q13), der(18)t(14;18)[12]" BCL2+ :

47 ?/} BCLU | 47,XY,t(8;22)(q24:q11) +der(8)t(8:22) t(14;18)(q32;921),add(17)(q25)[10] é\ag_cz "1 NA | 006
65 4547 XY, +der(1)(1,213)(p11;2q11),add(6)(q23),(8:22)(q24;q11),add(10)(q25),-13, MYC+

481 M | BCLU 1 414:18)(q32:q21).-15,+2mar{cp13] Bcl2+ | NA | 005

52-53,X,der(Y)(Y;2)(?,2)t(2;8)(7;7),+i(1)(q10),der(L)t(L;8)(p34.q24),der(2)2;17)(2p12;2q21),

so | 85 | moly | 9er@H28)(%:2)t(8:16)(2:2), der(3H(3:2)(2H(2:6)(2:2)M(6:3)(7:2) 6,47, MYC+ | n | oos

M der(8)t(8:9)(?;2)t(9:16)(?:?), +der(8)t(8;9)t(9; 16),1(8:22)(a24:011) del(9)(p21), der((6;9)(p13:?), | BCL2+ :
+11,4(14;18)(q32:921),der(16)t(6:16)(?;?p13),+der(17)t(8,17)(2;2),+18,+21[5]*

50 | 70 | oLy | 48-49.X+X-Y,del(6)(q13)+7 der(8)t(814)(q24;q32)i(14:18)(q32;q21) add(11)(q24), MYC* | oos | oos
M der(14)t(1:14)(q12:p11),der(14)t(8;14).der(18)t(14:18) +der(18)t(14:18)[8] BCL2: na :

51| 55 | mou | 49XV X tZB)plLa24) 1(3:22)(q27:q11),A(11:11)(p15:q14) ider(14)¢(14:18)(q32:q21), MYC+ | A | o003
M del(14)(q11q13),der(18)t(14:18)(q32:q21), +der(18)t(14:18)(q32:q21),+21[15]/98 idemx2[2] BCL2+ :

52 | 64 | pLmcL | 50XX+8.1819)(a24.1:p13) +12 der(13)t(13;13)(q3?6,q12).(14:18)(q32:021). MYC+ | oos | o002
F +der(18)t(8;18)(q222,q21)t(8:9)(q24;p13), +20[8)/50,idem,der(X)t(X;12)(p2?1:?)[3]* BCL2+ :

53 | 7% | pisoL | A7XY.+der(X)t(X;1)(p22,q25) t(4:8)(p1?5.q24) der(12)dup(12)(q13921)t(12:15)(q24:025), MYC+ | oos | o002
M t(14:18)(q32;921).der(15)t(12;15)(q24025), del(17)(p13)[10]** BCL2+ :
82 46,XY,dup(1)(q11925),t(8.9)(q24;p13) trp(12)(q13q22) t(14;18)(432;021),add(15)(p112), MYC+

5 | m | BCY | add(17)(q25)125] BCclLo+ | POS | 002

*Multicolor metaphase fluorescence in situ hybridization (M-FISH) was performed on these samples.
** Type Il MYC rearrangement confirmed with BACS: RP11-495D4, RP11-781C3, RP11-440N18, RP11-125A17
Abbreviations: ID, patient identification number; F, female; M, male; DIAG, diagnosis; DLBCL, diffuse large B cell
lymphoma; BCLU, B cell lymphoma, unclassifiable; FISH, fluorescence in-situ hybridization; OS, overall survival; na, not
available; POS, positive; NEG, negative




