
 



 
 
Supplementary Table S1. Genes that were differentially expressed with RGS17 
knockdown and genes identified by an analysis of 6 published array datasets as co-
expressed with RGS17 in lung tumors were classified based on function by searching the 
Gene Ontology Annotation from the European Bioinformatics Institute 
(http://www.ebi.ac.uk/GOA/) and evaluated as putative CREB responsive genes using the 
Salk Institute CREB Target Database.  Genes falling into the prevalent functional 
categories are presented. 
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