












Supplementary table 1. Predicted Mirn140 (miR-140) binding sites in the 3’ UTR of various vertebrate pdgfra orthologs 

Species mirn140(miR-140) Mature Mirn140 sequence pdgfra gene 1st Predicted Target Site  
2nd Predicted Target 

site 
Danio rerio 
zebrafish 

dre-miR-140 ○1  5’CAGUGGUUUUACCCUAUGGUAG3’ ENSDART00000011915 ○2  

GAUGGUAUCCCAUUUUGGUGAC 

  :|:|||  | ||||||||| 
GAGCUAUAAAG-AAAACCACUA 

422-442○3  

 

Takifugu 
rubripes 

pufferfish 

fru-miR-140 5’CAGUGGUUUUACCCUAUGGUAG3’ SINFRUT00000170924 

GAUGGUAUCCCA------UUUUGGUGAC 
| |:|||| |||        ||||||| 
CAAUCAUACGGUACAUAGUUAACCACUA 
343-370 

GAUGGUAUCCCAUUUUGGUGAC 
||:||     |  : :|||||| 
CUGCCUCC-AGCUGUGCCACUG 
1057-1077 

Xenopus 
tropicalis 

Frog 

xtr-miR-140 5’AGUGGUUUUACCCUAUGGUAG3’ ENSXETG00000021035 

GAUGGUAUCCCA-UUUUGGUGAc 
:|||:  ||  | ||||||||| 
UUACUCAAGCAUCAAAACCACUU 
464-486 

GAUGGUAUCCCAUUUUGGUGAc 
|||::: ||||    :|||:|| 
CUAUUGCAGGGAUUUGCCAUUG 
1195-1216 

Gallus 
gallus 

Chicken 

gga-miR-140 5’AGUGGUUUUACCCUAUGGUAG3’ ENSGALT00000009189 

GAUGGUAUCCCAUUUUGGUGAc 
:  :     |  ||||||||| 
UGCUACACAGAGAAAACCACUU 
57-78  

GAUGGUAUCCCA-UUUUGGUGAc 
: |  |    |  ||||||||| 
UGAAGAACAUGCAAAAACCACUC 
502-524 

Mus 
musculus 

Mouse 

mmu-miR-140 
 5’CAGUGGUUUUACCCUAUGGUAG3’ ENSMUST00000000476 

GAUGGUAUCCCAUUUUGGUGAC 
            ||||||||| 
GAUAACCUUAAGAAAACCACUU 
43-64  

GAUGGUAUCCCAUUUUGGUGAC 
: |       | ||||||||| 
UGAAGUACAUGCAAAACCACUU 
488-509 

Rattus 
norvegicus 

Rat 

rno-miR-140 5’AGUGGUUUUACCCUAUGGUAG3’ ENSRNOT00000003077 

GAUGGUAUCCCAUUUUGGUGAc 
   ||       ||||||||| 
GAUCCCCUUAAGAAAACCACUU 
47-68 

GAUGGUAUCCCAUUUUGGUGAc 
: |       | ||||||||| 
UGAAGUACAUGCAAAACCACUU 
480-501 

Canis 
familiaris 

Dog 

ENSCAFG00000020455 5’CAGUGGUUUUACCCUAUGGUAG3’ ENSCAFT00000003270 

GAUGGUAUCCCAUUUUGGUGAC 
   || |     ||||||||| 
GAUCCCUUUAAGAAAACCACUU 
50-71 

GAUGGUAUCCCAUUUUGGUGAC 
: |       | ||||||||| 
UGAAGUACAUGCAAAACCACUU 
492-513 

Pan 
troglodytes 

chimpanzee 

ptr-miR-140 5’AGUGGUUUUACCCUAUGGUAG3’ ENSPTRT00000029945 

GAUGGUAUCCCAUUUUGGUGAc 
   ||       ||||||||| 
GAUCCCGUUCAGAAAACCACUU 
45-66 

GAUGGUAUCCCAUUUUGGUGAc 
  |       | |||||||:| 
AGAAGUGCAUGAAAAACCAUUU 
486-507 

Homo 
sapiens 

Human 

hsa-miR-140 5’AGUGGUUUUACCCUAUGGUAG3’ ENST00000381354 

GAUGGUAUCCCAUUUUGGUGAc 
   ||       ||||||||| 
GAUCCCGUUCAGAAAACCACUU 
44-66 

GAUGGUAUCCCAUUUUGGUGAc 
  |       | |||||||:| 
AGAAGUGCAUGAAAAACCAUUU 
487-508 

○1  Green indicates mirn140. ○2  Yellow indicates pdgfra, with predicted Mirn140 binding sites in the 3’UTR (5’ to left, 
3’ to right). Prediction programs: MicroInspector (http://mirna.imbb.forth.gr/microinspector)1 and miRBase 

(http://microrna.sanger.ac.uk/targets/v4)2. ○3  Position of first and last nucleotides of the predicted miR-140 binding 
site in 3’UTR of pdgfra gene counted from after the stop codon. 
 
1. Rusinov, V., Baev, V., Minkov, I.N. & Tabler, M. MicroInspector: a web tool for detection of miRNA binding sites in an RNA sequence. Nucleic 
Acids Res 33, W696-700 (2005). 
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Supplementary table 2. Oligo sequences. 

 Oligo name Sequence 

dCAP-F 5’-TGTCTCCAAAGGAAGCGTG-3’ 

dCAP-R 5’-ACCGAGAGAGAAGATCTCCCATAACTAG-3’ 

pdgfraUTR-F 5’-TCTGCGTCATCTTGTCACTTTTTCTTCAC-3’ 

pdgfraUTR-R 5’-AACACAGCCATTTTCTTCATTTTAGGAC-3’ 

nog3UTR-F 5’-GAAATAAGCTCCGCACTCATCCTCACAT-3’ 

nog3UTR-R 5’-TCCATTCCCCTTATATTTACAGCACACCA-3’ 

pdgfraF-F 5’-TCATGTTCCCGGTGCTGCC-3’ 

pdgfraF-R 5’-GGGCTCCATAAGACTGAGGTGAAG-3’ 

pdgfaaP-F 5’-TGGGACACTTTTGGACCACAGG-3’  

pdgfaaP-R 5’-TCGTTTTTCAGGCTGTCGTTG-3’ 

pdgfabP-F 5'-TGACATTGGAAGGAGATGAGAACC-3’ 

pdgfabP-R 5'-TTATTGAATATCCTTGTTGATCAGTGC-3’  

pdgfcP-F 5’-CCAAATGATTCCGTTGCTTCTG-3’ 

pdgfcP-R 5'-GCGTCTTCTCTCTGGGACTGATT-3’ 

primirn140-F 5’-GCAAGTCAAACCCTGTAGCATCCCGTT-3' 

PCR primers 

primirn140-R 5’-GCGAGCCGATAGAGCGATTGTTT-3’ 

mirn140 MO (mature) 5’-CTACCATAGGGTAAAACCACTG-3’;   

mirn140 MO (Dicer inhibitor) 5’-GACGTAACCTACCATAGGGTAAAACCACTGA-3’ 

pdgfaa I1E2 5’ GGAATTGGTGCTTCCTGTTAAAGA 3’ 

pdgfaa I2E3 5’ CCTCCAGCACTTCATTCTCTGCAAC 

MO oligos 

 p53 MO 5’-GCGCCATTGCTTTGCAAGAATTG-3’ 

Mirn140 5’-CAGUGGUUUUACCCUAUGGUAG-3’ 

Mirn140 mismatch 5’-CACACCAAGAACCCUAUGGUAG-3’ RNA oligos 

Mirn140* 5’-UACCACAGGGUAGAACCACGGAC-3’ 

LNA oligo mirn140-LNA 5’-CtACcATaGGgTAaAAcCAcTG-3’ 
(lowercase nucleotides represent LNA nts) 

 


