A. astaci (AY310501)

A. frigidophilus (AY647192) Gevn A e B e GA.....
A. frigidophilus SAP472 (FMS892370) Govuw. A i i B GA.....
A. invadans (FM999229) G Y e GA.....
A. invadans WIC (AF396684) G AR . et e GA.....
A. invadans NJM9701 (EU422990) G N B e GA.....
A. repetans (AY683897) G.G..AT. ..., TGA..vuvun.. -A. CARA..GCT
A. laevis CBS107.52 (AY310497) LGC.GL AT . i i e TGA. . ciieenn A..AGCAA.AGCCT
A. sp. LIT7 (FM855258) G..... A i R
A. stellatus (AY683888) G... AR L. Y. NG GT.TT.....
A. helicoides (AY310496) c..G..ATG.....evun.. TGA..vvuu.. A-....CRA..G..
A. euteiches (AY647190) c..T.ALL L. Govenn TGT.T.TATGGAA.AG.AARA. .GCA
A. cladogamus AP355 (FM999228) ...T..AA..... Gevirwo TGTGT.AATGGAA.AG.AGAACGCA
A. cochlioides (AY647191) LGCL.GL AT L i TGA. . v GA.GCAA.AGCTA
Achlya racemosa (AF218158) L TT..TAA...A
Leptolegnia sp. SAP248 (AM228851) .GA...AGC....C...... CAGL e A.A.ARA..TA
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A conventional PCR assay for detection of A. astaci that may fail to discriminate between closely related species.
Alignment of target sites for the ITS2-primers 525 (5-AAGAAGGCTAAATTGCGGTA) and 640 (5’-CTATCCGACTCCGCATTCTG)
from [1]. Oomycete reference strains [2] are given in bold. Dot: identical nucleotide with the A. astaci sequence; gap: deletion.
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