
 
             
Additional file 6. 
A conventional PCR assay for detection of A. astaci that may fail to discriminate between closely related species.  
Alignment of target sites for the ITS2-primers 525 (5’-AAGAAGGCTAAATTGCGGTA) and 640 (5’-CTATCCGACTCCGCATTCTG) 
from [1]. Oomycete reference strains [2] are given in bold. Dot: identical nucleotide with the A. astaci sequence; gap: deletion.  
 
References 
1. Oidtmann B, Schaefers N, Cerenius L, Söderhäll K, Hoffmann RW: Detection of genomic DNA of the crayfish plague fungus 

Aphanomyces astaci (Oomycete) in clinical samples by PCR. Vet Microbiol 2004, 100(3-4):269-282. 
2. Dieguez-Uribeondo J, Garcia MA, Cerenius L, Kozubikova E, Ballesteros I, Windels C, Weiland J, Kator H, Soderhall K, Martin MP: 

Phylogenetic relationships among plant and animal parasites, and saprotrophs in Aphanomyces (Oomycetes). Fungal Genet Biol 
2009, 46(5):365-376. 


