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gi|129279126|gb|ABO28970.1| trans-sialidase-like protein [Trypanosoma cruzi] K.AHTVLDTTDGTNR.V
M+H=1400.676392 DeltaM=1.44109 z=2 P(pep)=2.68E-08
Xcorr=3.93 DCn=0.53
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gi|70884356|gb|EAN97220.1| cytochrome b5, putative [Trypanosoma cruzi]

K.YYIGELDPNDAEK.L M+H=1526.700928 DeltaM=1.32585 z=2 P(pep)=6.81E-05
Xcorr=2.65 DCn=0.35
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gi|70879199|gb|EAN92392.1| hypothetical protein, conserved [Trypanosoma cruzi]
K.GAPQTSSSGGSTTATTTAGNAGPK.D M+H=2106.989746 DeltaM=1.60503 z=2
P(pep)=2.22E-15 Xcorr=6.47 DCn=0.61
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gi|1658195|gb|AAB18265.1| surface protein-1 [Trypanosoma cruzi]
K.APSESTPLLGAGLGDNDGTK.F M+H=1899.929443 DeltaM=1.79277 z=2
P(pep)=5.00E-10 Xcorr=5.24 DCn=0.64
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gi|70886265|gb|EAN99051.1| hypothetical protein, conserved [Trypanosoma cruzi]
K.VAQCFVEIAGGSSK.N M+H=1452.71521 DCn=1.46745 z=2

P(pep)=7.74E-10 Xcorr=4.84 DCn=0.58
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gi|70883049|gb|EAN95983.1| ATPase beta subunit, putative [Trypanosoma cruzi]
R.FTQANSEVSALLGR.I M+H=1492.775391 DCn=-0.13655 z=2
P(pep)=5.00E-09 Xcorr=4.69 DCn=0.60
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gi|70881822|gb|EAN94827.1| protein tyrosine phosphatase, putative [Trypanosoma cruzi]
R.VCGLTYDATQLEK.N M+H=1497.725464 DCn=0.92375 z=2
P(pep)=3.11E-06 Xcorr=4.11 DCn=0.50
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gi|70874541|gb|EAN88213.1| hypothetical protein, conserved [Trypanosoma cruzi]
R.SSLADEDENTCDR.V M+H=1511.591553 DeltaM=1.09319 z=2
P(pep)3.65E-08 Xcorr=3.49 DCn=0.18
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#3703-3703 NL: 1.40E2
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gi|148251368|gb|ABQ53588.1| surface protein-2 [Trypanosoma cruzi]
K.GSVYVDGVIVGSPAK.I M+H=1447.779175 DeltaM=1.35222 z=2
P(pep)=2.42E-4 Xcorr=3.44 DCn=0.45
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gi|70870091|gb|EAN84515.1| calpain-like cysteine peptidase, putative [Trypanosoma cruzi]
R.GFDEGNGLLFR.I M+H=1224.600708 DeltaM=1.88127 z=2
P(pep)=8.10E-06 Xcorr=3.41 DCn0.30
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gi|21321393|gb|AAM47178.1|AF426134_1 surface glycoprotein GP90 [Trypanosoma cruzi]
K.TTESGTWEPGK.E M+H=1192.548096 DeltaM=1.52178 z=2
P(pep)=5.48E-07 Xcorr=3.37 DCn=0.49
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gi|70871117|gb|EAN85322.1| trans-sialidase, putative [Trypanosoma cruzi]
R.VDALITATIEGR.K M+H=1258.700195 DeltaM=1.24602 z=2
P(pep)=3.82E-06 Xcorr=3.35 DCn=0.41
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gi|70881464|gb|EAN94492.1| protein tyrosine phosphatase, putative [Trypanosoma cruzi]
R.VCGPTYDASQLEK.D M+H=1467.678467 DeltaM=1.50029 z=2
P(pep)=2.23E-08 Xcorr=3.20 DCn=0.42
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gi|70880016|gb|EAN93143.1| hypothetical protein, conserved [Trypanosoma cruzi]
R.GGNVETEVVGLLR.L M+H=1342.732544 DeltaM=1.83953 z=2
P(pep)=1.24E-05 Xcorr=3.17 DCn=0.32
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gi|70878941|gb|EAN92155.1| hypothetical protein, conserved [Trypanosoma cruzi]
K.SLPFQADPTGQIR.L M+H=1429.743408 DeltaM=1.97783 z=2
P(pep)=6.39E-06 Xcorr=3.07 DCn=0.40
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gi|70879974|gb|EAN93104.1| hypothetical protein, conserved [Trypanosoma cruzi]
K.GLSHEDATTIVNIISK.D M+H=1697.90686 DeltaM=1.21977 z=2
P(pep)=1.46E-09 Xcorr=3.03 DCn=0.47

0 100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400

m/z

0

5

10

15

20

25

30

35

40

45

50

55

60

R
e

la
ti
v
e

 A
b

u
n

d
a

n
c
e

yy11

+1

1174.3

yy6

+1

673.3
yy14

+2

764.4

yy9

+1

988.4
yy7

+1

786.3
yy8

+1

887.3

yy10

+1

1059.3
bb 13

+1

1351.2
yy5

+1

574.2 yy12

+1

1303.4

bb 5

+1

524.1 bb 6

+1

639.1

bb 10

+1

1025.3

yy3

+1

347.2
bb 11

+1

1124.1
bb 14

+1

1464.4



#3733-3733 NL: 3.59E2

60

65

70

75

80

85

90

95

100

yy7

+1

773.1

gi|19401140|gb|AAL87542.1|AF254412_2 proton motive P-type ATPase 2 [Trypanosoma cruzi]
-.VDVNDLPDDLGEK.- M+H=1428.685303 DeltaM=-0.05794 z=2
P(pep)=3.19E-4 Xcorr=2.97 DCn=0.43
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gi|70885176|gb|EAN98005.1| procyclic form surface glycoprotein, putative [Trypanosoma cruzi]
K.GVDGATSVFAEAVVPVSQR.S M+H=1888.976318 DeltaM=0.21904 z=2
P(pep)=1.41E-4 Xcorr=2.92 DCn=0.40
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gi|70880914|gb|EAN93978.1| mucin TcMUCII, putative [Trypanosoma cruzi]
K.MNVNSEGSNTQEDEEGGRNK.A M+H=2194.926514 DeltaM=1.03496 z=2
P(pep)=2.66E-4 Xcorr=2.85 DCn=0.25
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gi|70872828|gb|EAN86738.1| trans-sialidase, putative [Trypanosoma cruzi]
R.DNGEGSAISLSR.L M+H=1205.575684 DeltaM=0.12883 z=2
P(pep)=9.28E-05 Xcorr=2.70 DCn=0.45
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gi|70882897|gb|EAN95839.1| hypothetical protein, conserved [Trypanosoma cruzi]
K.RRPQLTEEER.A M+H=1313.692017 DeltaM=1.28528 z=3
P(pep)=3.85E-4 Xcorr=2.66 DCn=0.31
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#3519-3519 NL: 1.48E2
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gi|70878482|gb|EAN91734.1| trans-sialidase, putative [Trypanosoma cruzi]
-.VSESTWKAHTVLGPTDGTDNR.- M+H=2271.100098 DeltaM=1.67179 z=3
P(pep)=1.01E-06 Xcorr=2.55 DCn=0.18
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#2301-2301 NL: 6.14E2
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gi|70885177|gb|EAN98006.1| procyclic form surface glycoprotein, putative [Trypanosoma cruzi]
K.YAEDTNLR.S M+H=981.463623 DeltaM=1.92766 z=2
P(pep)=6.05E-05 Xcorr=2.51 DCn=0.33
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gi|70876860|gb|EAN90267.1| hypothetical protein, conserved [Trypanosoma cruzi]
-.AVFQGLSTK.- M+H=950.5305786 DeltaM=1.94139 z=2
P(pep)=3.25E-4 Xcorr=2.51 DCn=0.39
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gi|70884806|gb|EAN97651.1| hypothetical protein, conserved [Trypanosoma cruzi]
R.ALVEQAAPQGWYSTER.G M+H=1805.881714 DCn=0.14495 z=2
P(pep)=6.35E-4 Xcorr=2.45 DCn=0.49
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#2241-2241 NL: 4.47E2
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gi|70879827|gb|EAN92970.1| hexose transporter, putative [Trypanosoma cruzi]
K.TPCLDDSR.C M+H=963.4200439 DCn=1.57878 z=2
P(pep)=7.46E-05 Xcorr=2.36 DCn=0.28
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gi|22091470|gb|AAM91818.1| flagellar calcium binding protein 3 [Trypanosoma cruzi]
-.LDADGDPDNVPEKA.- M+H=1455.65979 DeltaM=1.27336 z=2
P(pep)=3.60E-4 Xcorr=2.35 DCn=0.29
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gi|70887268|gb|EAO00028.1| citrate synthase, putative [Trypanosoma cruzi]
R.RADNEAITAATK.T M+H=1260.654297 DeltaM=1.70598 z=2
P(pep)=1.19E-4 Xcorr=2.34 DCn=0.27
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#2319-2319 NL: 1.06E2
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gi|70879904|gb|EAN93041.1| heat shock protein 85, putative [Trypanosoma cruzi]
R.ELISNSSDACDK.I M+H=1338.584229 DeltaM=1.78288 z=2
P(pep)=4.83E-05 Xcorr=2.30 DCn=0.20
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#4064-4064 NL: 5.70E1
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gi|70881191|gb|EAN94237.1| hypothetical protein, conserved [Trypanosoma cruzi]
K.EDGSSQWVFESAPDADTR.V M+H=1996.851929 DeltaM=0.85784 z=2
P(pep)=9.11E-4 Xcorr=2.28 DCn=0.46
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gi|70871653|gb|EAN85763.1| small GTP-binding protein Rab1, putative [Trypanosoma cruzi]
-.EASNVEEAFTR.- M+H=1252.580444 DeltaM=0.87505 z=2
P(pep)=6.96E-4 Xcorr=2.18 DCn=0.31
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#3723-3723 NL: 5.62E1
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gi|70876776|gb|EAN90192.1| trans-sialidase, putative [Trypanosoma cruzi]
K.NVFLYNRPLNPTEM*R.A M+H=1879.948329 DeltaM=0.73312 z=2
P(pep)=9.83E-4 Xcorr=2.06 DCn=0.34
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#2545-2545 NL: 1.02E2
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gi|70881221|gb|EAN94265.1| hypothetical protein, conserved [Trypanosoma cruzi]
K.LPDCDVVANNR.N M+H=1272.600098 DeltaM=0.25688 z=2
P(pep)=8.01E-06 Xcorr=2.03 DCn=0.47
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gi|3080753|gb|AAC14692.1| glutamate dehydrogenase [Trypanosoma cruzi]
-.TNYVNGANIAGFVK.- M+H=1467.759033 DeltaM=1.08403 z=2
P(pep)=3.63E-4 Xcorr=2.02 DCn=0.25
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#3046-3046 NL: 3.86E2
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gi|477257|pir||A48458 gp85/sialidase homolog - Trypanosoma cruzi (fragment)
-.VDGVFNPTTTTK.- M+H=1279.652832 DeltaM=1.72319 z=2
P(pep)=2.40E-4 Xcorr=2.88 DCn=0.44
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