
Supplementary Fig. 1.  New putative regulatory elements within the 5’ flanking 

region of the PAI-1 gene.  (A) The seventeen Alu elements, containing putative c-

jun/ATF binding sites, have been identified using the software available on the Internet.  

The sequences of binding sites are bolded and underlined; the location of the binding 

sites (relatively to the transcription start site) is indicated.  (B)  Alu element were cloned 

in front of the 115 bp long PAI-1 promoter, whereas the putative c-jun/ATF elements 

were cloned in the front of the tk minimal promoter.  A172 cells were nucleofected with 

the indicated reporter constructs, stimulated with EGF, and analyzed as described in the 

legend Fig. 2C.  (Insert)  Binding to the putative c-jun/ATF element was analyzed by 

EMSA as described in the legend to Fig. 2B. 
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