Supplementary Table 2. Retrogene and parental gene pairs features. Presence of 5 UTR, TSS  prediction by McPromoter, distribution of detected promoter motifs and cDNA/EST hits are reported.

Retrogene
'G2718-RC

CG11913-RA

Location
21

Predicted by McPromoter

ZZ<<ZZZ<Z<<<Z<Z<<Z<<<ZZZ<Z<<Z<XZZZ<ZZZZZZ<<ZZZZ<Z<ZZZZZZZZZZ<ZZZZZZZ<<ZZZZZZ<Z<ZZ<<ZZ<2ZZ<2Z<

Motif Type (location is based on Ensembl database TSS)
NA

NA NA
NA NA
DRE(-93)|E-box(-31)| E-box(-72)|
NA

TATA(-31)|INR1(+4)|

NA
DMv4(-32)|DRE(+20)| DMv4(-54)|DRE(-2)|
N

TATA(-75)|GCT(-49) | A
INR(-20)] NA
NA
NA NA
NA NA
NA NA
DRE(-89) | TATA(-7) IDMv3(+21)| TATA(-38)|
DMV3(-6)|
N DRE(-13)|
DRE(-95, NA
MTE(+23)| NA
E(-56) NA
DRE(+2)|INR(-61)| NA
DRE(-60)| NA
NA NA
DRE(-29)|INR(+12)|E-box(-89)| DRE(-30)|INR(+11) | E-box(-90) |
NA
INR(-44)| NA
NA
INR(-19)] NA
NA
DMv4(-92) | DRE(-75)|INR(-59)| NA
NA NA
NA NA
NA NA
DMv5(-46)| NA
NA NA
NA NA
INR(-3)| NA
DMv5(-58)| NA
TATA(-64)| NA
TATA(-41)[INR(-11)| NA
GCT(-17)] NA
NA
INR(-54)| NA
NA NA
NA NA
NA NA
NA NA
INR(-45)] NA
NA NA
NA NA

DMV4(-5)|
DRE(-35)|E-box(-58)|
NA

NA NA
NA NA
NA
TATA(-32)| NA
DMv5(-71)|GCT(-42)| NA
TATA(-34)| TATA(-16)|
TATA(-26)| NA
NA
INR(-80)| NA
NA
DMv4(-8) | TATA(+13)|GCT(-11)| NA
NA NA
NA NA
INR(-3)|E-box(-50)|GCT(-36)| NA
DRE(-37)| DRE(-72)|
R(-30)| NA
DRE(-16)|INR(-97)| NA
INR(-50)|GCT(-65)| NA
NA NA
NA NA
DRE(-41)|E-box(-67)| DRE(-17)|E-box(-43)|DMv3(-98)|
NA NA
NA NA
NA NA
NA

NA
-box(-86; E-box(-67)|
TATA(GZ)\[NRHZ)I NA
DRE(-92)|
My4(- 27)|INR1( -92)|

DI DMv4(-52)|
DMv4(-16)| DRE(- ss)mmvz( 14)\DMV2( 15)| DRE(-37)|DMv3(+4)|[DMv2(+3)|
NA

lNR( 13)| NA
NA
DMV3(-9)| NA
NA NA

NA INR(+28)|
NA NA
GCT(-36)| NA
NA NA

Motif Type (location is based on McPromoter Predicted TSS)
NA

Parental Gene

Location

Predicted by McPromoter

CDNA/ESTs Hits
LD|LP|RE|RH|SD|GH|GM|HL|EC|EK|EN|EP|
NA

EK|
LD|RH|GH|RE|EK|EN|SD|EP|LP|GM|
EN

RE|LP|EK|
RE|AT|LP|GH|
A

AT|
AT|GH|EC|
NA
AT|

AT|
LD|GH|RH|RE|LP|EC]|
LD|RE|EK|EP|
LD|RE|EP|EK|LP|GM|
AT|
GH|LP|UT|AT|RH|RE|SD|GM|LD|EK|EN|
NA

LP|
EC|
AT|EP|EK|
AT|UT|
GHIAT|UT|

GHIRE|EK|
AT|
ATIEK|
ATIEC|
AT|
GHIEC|
AT|
AT|LP|
AT|
ATIGH|
NA
GHIAT|
AT|
AT|EK|EC|
EC AT

LD\SD\LPlGH\EK\RE\HL\
LP|GH|AT|EC|
NA

NA
LD|AT|EK|
AT|RH|EK|
RE|EC|EK|
AT|
RE|AT|LP|RH|GH|EC|LD|HL|GM|EK|
GM|AT|EC|

AT|LP|
SD|AT|LD|GH|LP|UT|GM|RH|RE|HLIEK|EC|

RH|GM|LD|AT|SD|GH|LP|RE|EN|
RH|EC|SD|

RE|EK|
LD|SD|EC|EK|RE|
H|AT|
GH|RH|GM|AT|EK|LP|EC|
AT|EC|

NA
EC|AT|
LD|AT|SD|RH|RE|GH|EN|EK|
NA

NA
NA

NA

RH|RE|EK|

RE|EK|EN|
LD|RH|RE|GHAT|SD|LP|EK|GM|EC|EN|

LP|GM|SD|HL|LD|RE|RH|GH|AT|UT|

RH|GM|AT|SD|LP|UT|RE| GH|LD|EK|CK|

AT|UT|LP

AT|LP|GH|EC|

Notes: 1) Bolded genes are the ones with annotated 5' UTR; 2) "Y" means that McPromoter has a detection and "N" means that McPromoter does not have a detection at the criteria level mentioned in Materials and Methods;
3) "NA" d

means that either no motif enumerated in the text is detected or no cDNA/ESTs hit is found in the library at the criteria level mentioned in Materials and Methods;

C61742 RB

CG1970-RA
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Motif Type (location is based on Ensembl database TSS)
TATA(-54)|

DRE(-71)|DMv3(-14)|
NA
NA
NA
ATA(-28)|
DMv4(+3)|DPE(-8)|
DRE(- 31)|E bnx(+26)|GCT(+E)\

DMv4(+s) | DRE( 19)|lNR( 3)|
TATA(-83)|DMv3(+12)]

INR(+6)|DMv2(-87) | DPE(+26)|
NA

NA
DRE(-52)|DMv3(+3)|
DRE(-79)|
NA
DMv4(+3)|DMV5(-19)|
DMv4(-22)|DRE(-61)|
DRE(-55)|
DMv4(-32)
DMv4(+1)|E-box(+18)]
DRE(-99)|
E-box(-89)|
DMv4(-18)| DRE(-36)| DMv5(-64)|
DRE(-14)|
DMV3(+19)|
DRE(-22)|E-box(-99)|
INR(+31)|
INR(-2)]
lNR(—Z)\DMvB(rBQ)\

DMy! 5( 1)\MTE( -o1)|

DMv4(-17)|DMV5(-90) | DMv3(- 15)|DMV2( 16)|
0)

DMv4(-29) | TATA(-71) |INR(+2
TATA(-35)|
N
DRE(-87)|
DRE(-78)|
DMv4(-10)| DMv5(-43)|
NA
DRE(-43)|E-box(-3)|DMV3(-15)|
DMv4(-17)|INR(-1)|DMv3(-62)|
DRE(-36)|

DRE(-81)
DMv4(53)|INR(-78)|
(-2)|
TATA(-83)|E-box(+28)|
INR(-2)]
DMv4(+15)|DRE(-49)|

DRE(-47)|INR(+17)]
NA

NA
TATA(-35)|INR(+6)|
MTE(+4)|

INR(+19)|
lNR(—Z)\DMvB(VZB)\

DMv4( 7)\DRE( 43)|
INR(-1) |E-box(-69)|DMV5(-84) |

INR1(+6)|

DMv4(-6)|DMV5(-29)|GCT(+15)|
-3)|
DRE(-53)|DMV3(+17)|
TATA(-45)|
TATA(+8)|DMv3(-42) | DMv2(-43)|
DMv4(+10)|DMV5(-13)|DMV3(-72)|
DMv4(-10)|E-box(+10)|
DMv4(-59) |DRE(-9)|
INR(-2)|DMv3(-22)|
NA

DMv4(-32)|
DMv4(-21)|

DRE(+1)|
DMv4(+26)|DRE(-86)|INR(-51)|
NA

DMv4(-35)|
DMv4(-8)|

NA
DRE(-9) | TATA(-45)|

CDNA/ESTs libraries. CK: rough endoplasmic reticulum. GH: head library. GM: ovaries. HL: adult heads. LD: 0-22hr embryos. LP: varying stages of larvae and early pupae. SD: non-isogenic Schneider L2 cells. AT: adult testes. UT: adult testes stem cell enriched. RE: Riken embryo. RH: Riken head.
Other information about these libraries are availabe at the website: http://www.fruitfly.org/EST/faq.html

CDNA/ESTS Hi
GH|RH|LP|EK|RE|AT|HL|EP|EC|
RE|LD|EC|EN|
EC|EK|
NA

RE|LP|EK|
GHIAT\EK\SD\LD\LPIRHEP\

LP|
RE|LS P|AT\GH\EC\EK\RH\GM\LD

GH|LP|SD|RE|EC|AT|RH|EN|EP|LD|EK|GM|CK|
RE|EP|EC|
GH|LP|LD|AT|SD|RE|RH|EK|EP|ECIGM|
LP|RE|LD|SD|EK|EP|CK|
NA

GH|LD|AT|RE|EK|EC|
M|RE|GH|EN|EK|
LD|HL|SD|RH|LP|GH|RE|GM|EK|EN|
LD|SD|GH|RE|GM|LP|EK|EP|
GM|SD|RE|GH|LD|RH|AT|LP|EC|EK|EP|
LD|LP|SD|RH|RE|GM|GH|EK|EN|
RH|RE|LD|GM|EK|SD|EC|EN|EP|
GM|SD|RE|GH|LP|EK|EC]|
EP|EK|
RE|LD|GH|EK|EC|EN|LP|
LD|LP|AT|SD|RE|GH|EK|RH|EP|
RE|AT|LP|LD|SD|GM|RH|GH|UT|EK|

SD|RH|RE|LD|EC|LP|GH|GM|EN|UT|EK|AT|
LD|GM|SD|AT|RE|UT|GH|RH|EK|LP|CK|EP|
SD|GM|RE|GH|LP|LD|EC|EN|EK]|
LD|SD|RE|GH|RH|GM|LP|AT|EK|EC|EN|
GH|

LP|RE|EK|
HL|AT|GH|RE|EC|EK|SD|EP|GM|
AT|LD|RE|SD|RH|LP|EK|EC|

LD|EK|
SD|EP|EK|AT|HL|RE|RH|LD|
LD\GM\LP\UT\SD\RE\ATIRH\GH\ENIEK|EC|
LP|
LD\GM\ATILP\GH\RE\RH|SD\UT\EN\EP|EK|
EP|EK|HI
RH|GH\SD\ATlREILP\GM\EK\EN\
RH|RE|GM| GH|EC|EN|EK|
GH|RH|LP|RE|GM|SD|LD|EK|AT|
RE|EC|RH|EK
SD|RE|RH|LD|LP|GH|EN|EK|EC|EP|GM|HL|
LD|AT|UT|EK|SD|GM|GH|RE|RH|HL]|
|RH|LP|GH|GM|RE|
RE|GH|EK|EP|LD|HL|EN| CK|RH|
RE|GH|EK|LP
LD|RE|EK|SD|RH|LP|GM|GH|AT|EC|EN|
LD| KIEK|

RH|EK|RE|EP|
D|GH|LP|RE|EC|EK|GM
SDILP\LD\GH\RHMT\EC\RE\EN\EKlGMlEP\

LD|GH|RE|LP|SD|RH|EN|EK|EP|
LD|GM|LP|HL|AT|RE|RH| GH|EC| CK|EK|
SD|RE|LP|RH|GH|GM|LD|EN|EC|AT|EK|EP|
RE|LD|EK|SD|GM
AT|GH|LD|HL|LP|SD|UT|RE|GM|RH|
GH|SD|AT|LD|RE|UT|RH|LP|GM|EN|HL|EK|EP|
RH|EK|GH|AT|GM|
RE|EC|EP|EK|
LP|GM|EK|

RE|EK|EP|
LD|RE|SD|LP|HL|EC|EN|GM|EP|EK|RH|
SD|AT|LD|RE|GM|RH|LP|GH|EN|EK|HL|

EK|
LD|GH|RE|LP|SD|RH|EN|EK|EP|
AT|

LP|GH|EK|RH|
RH|SD|GH|EC|LD|RE|GM|EK|
GH|RH|SD|LP|AT|LD|RE|EK|HL|EN|
RH|GH|SD|AT|LP|RE|EC|GM|LD|EN|EK
GH|SD|AT|LD|RE|UT|RH|LP|GM|EN|HL|EK|EP|
RH|LD|RE|SD|LP|GM|HL|GH|EK|EN|CK|

EK|
RE|LP|EK|RH|EP|
RE|LD|SD|RH|GM|EK|HL|GH|EP|EC|
L|GH|RE|RH|LP|EK|EC|
GHIAT\LD\RE\UT|EK\GM\CK\RH\EMEP\EC\
RE|EK|
RH|RE|GH\EK\EC\EN|GM|
RE\ATIRH\GM\EN\EKlLDlEP\
LD|SD|RE|GM|LP|EK|AT|GH|EP|
GH\AT\LD\RH|RE\LP\SD|EKIEN\HL\EPI
LD|GH|AT|EK|RE|GM|EN|EP|LP|
H|SDLP
GM|RE|GH|LP|SD|RH|LD|AT|HL|EK|EC|EN|
GH|GM|RE|RH|LD|LP|SD|EC|HLIEK|EN|



