Gene

Motif (Pos.) Conservation
Name
sechellia:contig_574:-1 NTRI TRNNNAN‘IN ——————
mojavensis:contig_10257:+1 GTCATGCAAAC-ACGATCAAAATCAAAATTGTGGCGGCCCGCTCATATAAAATGGCCCGG
virilis:contig_14845:-1 ———-TTAAAATCAAAAATAAAAAAAAAATTGCTGCGGAACGTTCATATATAATGCTGCGA
grimshawi :contig_20753:-1 ———-TACGATCCAACAAAAAAAAAATATATATATATATATATATATATATAATGCAGCGA
pseudoobscura:Ch3:-1 CTTATGAAAACGTTGTCCG---CCATCTGGGEGAAGCTCCACTCATATATAATGCCCGAT
persimilis:contig_8675:+1 CTTATGAAAACGTTGTCCG---CCATCTGGGEGAAGCTCCACTCATATATAATGCCCGAT
willistoni:contig_7962:+1 AGC-TACAATC. TGAGTATAAAATGCTCGAT
ananassae:contig_18787:-1 GTTATACAAAC. ~GGCTGTCTGGCCAACGACTCATATATAATAACGGLT
2R|CG8986 | protein_coding|-1 GAGCTACG--- CATTGCTGAGGTGGCGGATTCATATAAAACACTCGAT
simulans:chr2r:-1 ——CATTGCTGAGGTGGCGGATTCATATAAAALACTCGAT
yakuba:chr2R:+1 CATTTATGAGCTGGCGGATTCATATAAAALGCTCGAC
erecta:contig_7866:+1 GACCTACA--- ——CATTTCTGAGGTGGCGGATTCATATAAAALGCTCGAT
CG8986 TATA (-31), o
INR1 (+4) sechel lia:contig_574:-1
mojavensis:contig_16257:+1 CAATGTGACCGATTCGAATCATTCABGTGTGAGCCAACGA--CGAGCTGATCCAACAATG
virilis:contig_14845:-1 TGACCTGGCACAATCGTATCATTCGAGTGTGAGCCGTCGAGCTGA---GATTTAACAATG
grimshawi :contig_20753:-1 TGACCTGAGACAATCGAGTCATTCGACAGCGAGCCATCGAGCTGAACAGATACAGATACA
pseudoobscura:Ch3:-1 TGACCTGCCACAATAGAGTCATTCG GAACAAACTATCGA-~————-CGAGAGATCAGCA
persimilis:contig_8875:+1 TGACCTGCCACAATAGAGTCATTCGTGAACAAACTATCGA. CGAGAGATCAGCA
willistoni:contig_7962:+1 TGACCCACAAGCAACGAGTCATTCG] CAACGAGCC-- GAGTCGATAACG
ananassae:contig_18787:-1 TGACCTGCAATTGTAGCTTCATTCGEAGCCGAACCATTGA. —-CAAGATCA
2R|CG8986 | protein_coding|-1 TGACCTGCAGCAGTAGCTTCATTCGEAGCCGAACCATCGA-~ ~-CATCAGCA
simulans:chr2r:-1 TGACCTGCAGCAGTAGCTTCATTCGEAGCCGAACCATCGA-~ —~-CATCAGCA
yakuba:chr2R:+1 TGACCTGCAGCAGTAGCTTCATTCGEAGCCGAGCCATCGA. CATCAGCA
erecta:contig_7866:+1 TGACCTGCAGCAGTAGCTTCATTCGEAGCCGAACCATCGA-~ —-CATCAGCA
2L1C69573 | protein_coding|-1 TTCCTCOGCTCTGGCCACATTGI TCGGCCACGTGCTTTCGGTCCTTTCTCGCTTGAAGCT
simulans:chra2l:-1 TTGCCCOGCACTGGCCACATTGI TCGGCCACGTTTTCTCGCTCCTTTTCAGCTTGAAGCT
sechel lia:contig_1613:-1 TTGCCCOGCACTGGCCACATTGI TCGGCCACGTTTTCTTTCTCCTTTTTAGCTTGAAGCT
CG9573 DMv4 (-32)’ Ak K ARFR KoK RRRRRE Rk
DRE (+2 0) 2L1C69573 | protein_coding|-1 TATATCGATAACCACAATAG:
sinulans::chr2l:-1 AATATCGATAACCACAATCGACGCCAAATCGAATGCACGTTTTCGCAGGCAACGTTTCCA
sechel lia:contig_1613:-1 AATATCGATAACCACAATCGACGCCAAATCGAATGCACGTTTTCGCAGGCTCCGTTTCCA
FHRRRRRAAAAAARARK K
pseudoobscura:Ch4_group5:-1 CTCCOA-———— e CTTTGAGATTTACTTCAGTTTAAAGAGCATTTG
willistoni:contig_63858:-1 TCTTGGATTTTATTATCACTTTAAAAATATTAT
grimshawi :contig_26957:+1 TG CCTTGGATTTAGAATCAAATTCAAAAAGTGTCA
erecta:contig_7342:-1 AATTAAAAAAAAATAAT. -ACTDSGCTTTTAA STCAGAGTCGGGAGTG--CT
CG9582 GCT (-49) ananassae :cont ig_15982:-1 ATTCTCACATARAT-—— ~CCTTCGTTTTTAAATCTTTCOCATGEAT-————
yakuba:chrzl:-1 TT. ACTTGGCTTTTAASTCACAGTCGAAAGTG--CT
2L|c69582 |protein_codingl-1  ——mmmmmom o AAATTCCATTAGCTTCGACTTGGCTTTTAA STCAGAGACGAAAGTGTTCT
simulans:chr2l:-1 ATATATTGTTAAATTCTATTAGCATCGACTTGGCTTTTAA STCAGAGACGAAAGTGTTTT
mojavensis:contig_10851:-1
ananassae :contig_15994:+1 TCAAAGTAATATCTTGTCATGTTAGGAG--—-AGATCAGTCCATCCCAATTCCTATCATA
willistoni:contig_6469:-1 CCATTGCACTACAACAAAA AGGTGAGTC TCACA
pseudoobscura:Ch4_group4:-1 ——ACGGACTCGACATTT. CTAMGCGTA TTACA
persimilis:contig_4648:-1 ——-ACGGACTCGACATTT. CTARACGTA TTACA
CG5648 INR ( 20) erecta:contig_7345:-1 ACTGTTTAGAAATT. AGATCAGTT) TTCCG
- yokuba:chr2l :+1 ————CTTTAAAATGAATAAGTAATTATATCAGT T - TTCCA
2L|CGE648 | protein_coding|1 AATAAGCAAACCCTTGAAATTA ATATCAGTT TT-CA
simulans:chral:+1 —-TACACCTTTGAAATTA ATATCAGTT TT-CA
sechellia:contig_2677:+1 —-TACACCTTTGAAATTA ATATCAGTT TC-CA
* ET3 *
willistoni:contig_6850:+1 ————AATTCGTTGGGTTCTATTACAACTTTTCTTCTTTCCAGAATGGCCAAGCCAACAAC
virilis:contig_13781:-1 CCCGAATCTAGAGAAATCTAGCATTAAATTCGAATAC--AAGCATGGCCAAGCCGACAAC
grimshawi:contig_21725:-1 ————AAAATACAAAAATAATTTTTAACAATCCTATAT--AAAAATGGCCAAGCCAACAAC
pseudoobscura:Chd_group4 :+1 —~AAGTATCGATAGAATAGGTAGAGGAAATCTAAAC-——--TATGTCGAAGCCAACAAG
persimilis:contig_9485:-1 ———AAGTATCGATAGAATAGGTAGCGGAAATCTAAAC-—---TATGTCGAAGCCAACAAG
ananassae :contig_15688:-1 ————-AGCACAGGGAAGCGGAAT---AAATTATTGCCC--AGTCATGTCCAAGCCCACAAC
mojavensis:contig_16554:+1 AACATTTCAATGAACATTTTAGAATTCA-——-———-AGTATGTCCAAGCCGACAAC
simulans:ichr2l:+1 ——CAGCCCCTTCATC-———--TCTAAAATTCATACAT—————, AATGTCGAAGCCGACAAC
yakuba:chr2l :-1 ————AACCTTTTAAA-————-TA-CAAATTCATATTT-—-GTCATGTCGAAGCCGACAAA
erecta:contig_7334:+1 AACCATTTAAA- TA-AAAATTCTTATTT-—-GGGATGTCGAAGCCGACAAG
2L|C618839 | protein_coding|1 e AACATTTTGAA=————-TATAAAATTCATACAT-———— CATGTCGAAGCCGACAAC
sechel lia:contig_1479:+1 ——AAAACATTTTAAA- - TATAAAATTCATACAT--——-CATGTCGAAGCCTACAAC
Hohok K ARAAE AARA
CG10839 DMv3 (+21) _
willistoni:contig_685@:+1 CATTAAAG-—-
virilis:contig_13781:-1 AATTAAGG--—
grimshawi :contig_21725:-1 AATTAAGG--~
pseudoobscura:Ch4_groupd :+1 CATCAAGG---
persimilis:contig_9485:-1 CATCAAGG-—
ananassae:contig_15688:-1 TATTAAAG-——
mojavensis:contig_16554:+1 AATTAAGG-——
simulans:chrzl:+1 TTTABAGG---
yokuba:chral :-1 CTTARAGG---
erecta:contig_7334:41 CTTAAAGG---
2L|C618839 | protein_coding|1 CCTARAGGACG
sechel lia:contig_1479:+1 CCTARAGG---

* Kk ¥




2L|CG5755 |protein_coding|1

GAAGTCTCACCACTATCTGTCATTACAGACACTCGATTTTAAACTATAA

simulans:ichrzl:+1 GAAGTCTTACCACTATCTGTCATTACAGACACTCGAT————————————
(j(;:57:5:5 DM 3 6 sechellia:contig_1645:+1 GOAGTCTTACCACTATCTGTCATTACAGACACTCGAT———————————-
v (' ) yakuba:chrzR:-1 GAAGTCTCAACATCATCTGTCATTAC--ACACTCAATTTCAAACAAAA-
erecta:contig_7839:-1 GAAGTCTCACCACTATCTGTCATTACAGACACTCTGTTTC-AACAAAA-
* kkk ok kok kkkooklokk kokokkk ok
willistonizcontig_9942:-1 TAT-TGATTSTC--GGTGACCAATCGATTTCTCCAGATTTG-—~CAACCTTGGTTAGTTC
ananassae :contig_18824:-1 TAT-CGATTTAT--GGAATGCGCTTA-————= TCAACACTGGTGCCAGTOA-———= C
pseudoobscura:Ch3:+1 TAT-CGATTTCT--TGCACTTGCTAT. ACAGCACTG. C
persimilis:contig_9194:4+1 TAT-CGATTTCT--TGCAGTTGCTAG ACAGCACTG. C
2R|CG8186 | protein_coding|1 TAT-COATTEGC--TACGGGCAGTAG-————- CCAACACTG---TCATCO C
DRE (_29) sinulans:chr2R:+1 TAT-COATTEGC--TACGGGCAGTAG------CCAACACTG---TCATCO o
CG8186 ’ sechel lia:contig_653:+1 TAT-CGATTGC--TACGEGCAGTAG ~CCAACACTG---TCATCO C
INR (+12) erectazconti_7056:-1 TAT-CBATTEGC~TACTGGCAGTAG-—-—--CCAACACTG---CCATC €
yakuba:chr2R:-1 TAT-COATTEGC--TACGGGCAGTAG------CCAACACTG---CCATCD C
grimshawi :contig_21591:-1 TGCATGATTCGTCGTACAACTCTTTA —CCAACACTGAATTTATCO o
mojovensis:contig_16114:+1 ————TCACTT TC--TG--AGGCTTAG-————-TCAACACTGTGTTTATCC C
virilis:contig_14923:-1 TATCTAAGTTAC--TG-TGGCCT TAA-—--—- CCAACACTGTATTTATCOA-———— T
* % * *k *k * %
mojavensis:contig_16184:-1 TCATAGC-AATCGGTGCTGTATGGCATTTTACT-—ATTATTTAGCATTGTCT SAAAATT
pseudoobscura:Ch3:+1 GAATCCC-AGTAACCCCTBC-—-AAACTTCAAT——~CAAATTCAG-————— ACAAATE
persimilis:contig_2161:-1 GAATCCC-AGTAACCOLTGC-——AAACTTCAAT--~CAAACTCAG-————— ACAMATT
willistoni:contig_6314:-1 GAAACCCAAACACCTTACATTCCAAATTTAACA-—-ATCTTTCTG- GAAMATA
ananassae :contig_18793 141 CTGGACG-GACTACTGACATTT--CCTTGLCACAAAAACAGTCTG- STAMATT
CG7975 INR (-19) yakuba:chr2R:-1 GAAACTC-AGCCACTGATGTTCTACCTTTCGAA-—-AATGTTCAG- GAAAGCG
erecta:contig_7049:+1 GAAACTC-AGCAACTGATGCTCTACCTTTCGAA-——AACGTTCAG- SAAAGLE
2R|C67975 | protein_coding|1 GAAACTG-AGCAACTGATGATCTGCCTTTCAAA-——AACATTCAG- GAAAACE
simulans :chr2R:+1 GAAACTG-AGCAACTGATETTCTGCTTTTCAAA-—AACATTCAG- AMAACE
sechel lia:contig_20@3:+1 GAAACTG-AGCAACTGATETTCTGTTTTTCAAA-——AACATTCAG-————— GAAAACE
* I3 *ok
grinshawi :contig_20566:-1 ——-GAGCTATCATCA-CTTGAAATTAATTGCAGCCGCTAA-— —-AGCGET
mojavensis:contig_11553:-1 oo —-TCGTATCATCA-CTTCACAATAGTAGTCTCGGCTIAC
virilis:contig_17426:+1 TCAGGCGTCCTAATCATCA-CTTCACAACAATAGEC-——-CO
willistoni:contig_6263:+1 T GTCTG-COG-——-AAT
pseudoobscura:ChXR_groupé :-1 CC--ACTBCCCTATCOACT-CLTCACACGABCGG-CAC--CTRATCTGEATCOBGG6C-—
ananassae :contig_19344:-1 TCGA CTG-CACCACCGAT. GGAT--
yakuba:chr3L i+l CCAAACTBCCCCATCGACTCCCTCACACGABCTG-CAC--CTGAT GGTA-—
erecta:contig_6553:+1 | (PR CC-GATCACACGAGCTG-CAC--CTGAT. GGTA--
simulans :chral:+1 CCAAACTBCCCTATCOCCT-CCTCACACGABCTG-CAC—-CTAT-— —-GGTA--
3L|C65158 | protein_coding|1 CCAAACTBCCCTATCGACT-CCTCACACGABCTG-CAC--CTRAT-— —-GGTA--
sechel liazcontio_868:+1 CCAAACTBCCCTATCOCCT-CCTCACACGABCTG-CAC—-CTAT-— —-GGTA--
* - x
CG5150 DMv5 (-36) o
grinshawi :contig_20566:-1 TCTATAA--AGTAGCACCGTTCAGCGTCT--GCCCAGTTCAGTGATTGCTCAACTCCCGA
mojavensis:contig_11553:-1 TAT-AAABCACCCOCTC-—————AGCCCG-TTTAGCGTACAGTATCT————— GCTGAGAA
virilis:contig_17426:+1 TAT-AAABCTGACGCTC AGCCCG--GTTGAGTGCAGTAATTGCTGGACTATCGA
willistonizcontig_6263:41 TATATAGLGGOGECAAAT -———--GTCAGCAAATGAAGAACAGTGTGCAATTGACTGGCAA
pseudoobscura:ChXR_groupé :-1 TATATAGLGGCCTGTTA-————~TGTGCT--GAAAAGTACAGTATTCACTTGGC TAACGE
ananassae :contig_19344:-1 TAT-AhAT-GCCCGCAT GTGATT--CCGGAGTACAGTATTCACCTGGLTGGCAC
yakubaschr3l s+1 TAT-TAATAGGTGCTAT. GBCACT--ACGAAGTACAGTATTCACTTGGCTGECAC
erecta:contig_6553:+1 TAT-TAATGGGTGGTAT GGAACC--ACGGAGTACAGTATTCACTTGGLTGGCAC
sinulans:chral:+1 TAT-TAATGGGTCGCAT GGAGCT--ACGGAGTACAGTAGTCACTTGGCTGECAC
3L|C65158 | protein_coding|1 TAT-TAATGGGTCGCAT GGAACT--ACGGAGTACAGTATTCACTTGGCTGGCAC
sechel lia:contin_868:+1 TAT-TAATGGGTCOCAT-————-GGAACT--ACGGAGTACAGTATTCACTTGGCTGGCAC
L3 S * kKKK *k
grimshawi :contig_20662:-1 TTTTTGAGATGTTCTTTCATCTTGTCTTGCTCTTGTGH
pseudoobscura:ChXR_group6 :+1 ~TACAGTATCGTTTCGTCACTTAAA--AAGTGTTCAA— —
mojavensis:contig_11641:-1 —ACTCACAACATTTAATTACATCGA--AAGTGTTTGATMTATCAAGCAACACAGAATAAA
3L1C612362| protein_coding|1 —CTTGACAATTACTAACTAAGTAGGTTTAGTCTTCAGTH-—-GAAAAAA— =
simulanschral:+l —CTTGACAAGCACTAACTAAGTAGGTTTAGTCTTCAGTH-—-GAAAAAA—
CG12362 INR ( + 4) sechellin:contig_48:+1 —CTTGACAAGCACTAACTAAGTAGGTTTAGTCTTCAGTH-—-GAAAAAA—
yakubaschral s+1 —CTTGACAAGTACTAACTAAGTAGGTTCAGTCTTCAGTH-—-GAAAAAA—
erectascontig_6564:+1 —CCTGACAAGTATTAACTAAGTAGGTTCAGTCT TCAGTH-—~GAAAAAA-——————meme
virilis:contig_17463:41 —ACTCACAACATTTAATTACATCAA--AAGTGTTCGATUTTATAAGCAACTCTGAAACAA
ananassae :contig_19353:+1 —ACACACAACATTTCATCACATCGA--AAGTGTTCAATATTCCAATCGA- -
willistoni:contig_8874:-1 —ACACACAACATTTCATTACACCGA--ACGTTETTAACATTTGAAAAAG-
* * X
erecta:contig_6579:-1 AAGCCGATCTACCAGAACGTTTTCCTCT—mm e e e TTCCCAAAGTAGGTTTGGATAT
yakuba:chr3L:-1 ——ACCGATCTACCACCACTTATTCCCTTAAATTTTGTGTGCACACAGTAGGTTGGGATAT
3L1CG7815 | protein_coding| -1 ————TTTTCCTTGACATTTTTTCTGCACAAAGTAGGTTCGGATAT
simulans :chral:-1 —ACTTTTTCCTTTACATTTTTCCTGCACAAAGTAGGTTCGGATAT
sechellia:contig_149:-1 —ommmmmmmmmeeemm ACTTTTTCCTTTACATTTTTCCTGCACAAAGTAGGTTCGG
* kokkk ¥k ko kil okl
CG7815 TATA (-64
( ) erecta:contig_6579:-1 TAGATTTTTCGTGECAAAAACTTAAAATAAGTCAGAAACCGATCCC-—————-GT

yokuba:chr3L:-1
3L|CG7815 | protein_coding|-1
simulans:chr3l:-1
sechellia:contig_149:-1

TAACTGTTTCGTGGCAGAAACTTCTTAAATTACACAAGCCGCTCCCGGGATAGGT
TATGTGTTTCGTCTCAAAAACTTTCAATATTACACAAACCGCTGGCAGGATAGGT
TACGTGTTTCGTCTCAAAAACTTTCAATACTACACAAACCGCTGGCGGLATAAGT
TACGTTTTGCGTCTCAAAAACTTTCAATACTACACAAACCGCTGGCGGGATAAGT
K RRRE ok Rk ok Rk ook * ¥ ok Kk dokk kK *k




mojavensis:contig_11516:-1 ———m—v TGAGCTTATTGCGACGTAGTCTTCTATAA--AAAGAGCATAATCAAAGACAT
virilis:contig_17385:-1 TCGATTCAATTGCGACGTAGTTTCCTTAGGTATAAAACCAAAGGGAATGCTTAATG---C
willistoni:contig_6191:+1 ——TACGTTTTTCTAAGTTC—————TGTATAAATGTTGAATTCGATT-TTGATTT
pseudoobscura:ChXR_group6 :+1 TATGGCTCCTCTGTTCC--———TATATAACCGTTGGACAATC-CTCTTCACC
persimilis:contig_3584:+1 —-TATGGCTCCTCTGTTCC-——-—TATATAACCGTTCGACAATC-CTCTTCACC
ananassae:contig_19348:+1 —TATAAAGGCAATGCACTGATTTTCATTCCA
3LICG7542 | protein_coding|1 ——CAGGCTTAACCCGTTCC-—--—TATATAACCATGAAGCAGTCTCGCTGCOTC
simulans:chr3l:+1 ——CAGGCTTAAACCGTTCC-—--—TATATAACCATGAAGCAGTCTCGCTGCOTC
sechellin:contig_182:+1 ——CAGGCTTAACCCGTTCC-—--—TATATAACCACGAAGCAGTCTCGCTGCOTC
yakuba:chr3L:-1 ACAGCTTAGCCCGTTCC--———TATATAACCATGAAGCAGACGCGCTGCTTC
erecta:contig_6575:-1 —-CAAGCTTAACCATTTCC-. TATATAACCATGAAGCAGACTCGCTGCOTC
TATA (-41), . e
CG7542
INR (- 1 1 ) mojavensis:contig_11516:-1 ATTAAT-AATTTAATTGGGTTTGA-———- ATGATGAA---GTTAACTGCTTTAATA
virilis:contig_17385:-1 ATT————AATTTGTTGA--TTCTGATTGAAAGATGAAGTTGTTATTGGCAGTAACT
willistonizcontig 6191:+1 TTTATTCAATTTACTACTC-—— ——AGCATGAAGTCGTTTTTAGTGTTCCTA
pseudoobscura:ChiR_groupé :+1 ATTTGACAACCAATTAAGT- AAGATGAA---GATACTGTCACTTATC
persimilis:contig_3584:+1 ATTTGACAACCAATTAAGT- AAGATGAA-—-GATACTGTCACTTATC
ananassae :contig_19348:+1 ATTTGAAAAACTAATGTTT- ACGATGAA---GTTGCTGCTTTTTATC
3LICG7542 | protein_coding|1 ——-ATGATGAA-—-ACTTTTGGTTTGCGTC
simulans:chr3l:+1 ATTTTG-AACCTAGAAA ATGATGAA---GCTTTTGGTCTGTGCC
sechellin:contig_182:+1 ATTTTG-AACCTAGAAA ATGATGAA---GCTTTTGGTCTGTGCC
yakuba:chr3L:-1 ATTTTG-AACCTAGAAA-——————————— ATGATGAA---ACTTTTGGTCTGTGTC
erectazcontig_6575:-1 ATTTTG-AACCTAGAAA ATGATGAA---GCTTTTGATCTGTGTC
*k *k * kK *
ananassae:contig_19392:-1 GGAGTGCCCACATTTCAGTTCTA -—-AACTTGTTCTTATTCTGACAACCTGACAGCTGGA
willistoni:contig_6231:-1 CCATTTTGACTTGT e e TTAAGTTAAGTTGGCAG--—-~
virilis:contig_17467:-1 ~ACCAGTCAAGTTGGCAG-
mojavensis:contig_11655:-1 CCAGCCTGGCTTGT —~ACCAGTTGAGTTGGCAG:
grimshawi :contig_26622:+1 CAAATCTGCTTTCT - ~GGCAGTCAAGTTGGCAG-
pseudoobscura:ChXR_groupS:+1 GAGTTGGCAG--GAC
CG11401 GCT (-17) persimi lis:contig_16591:-1 GAGTTGECAG-—GAC
erecta:contig_6587:+1 #CAECCDSGCTTT'I TTGGGGCGTCTAACAATTTCACAAGTTGGCAG-
yakuba :chr3L_random:+1 ACACCTTGGCTTTT STGGGGTGTCTAATTATTTCACAAGTTGGCAG
3LICG11461 |protein_coding|l £CATCCTGGCTTTT -TGGGCTGTCTAATAATTTCACAAGTTGGCAG
simulans:chr3l:+1 £CATCCTGGCTTTT -TGGGCTGTCTAGTAATTTCACAAGTTGGCAG
sechellia:contig_2333:+41 £LAATCCTGGCTTTT -TGGGCTGTCTAATAATTTCACAAGT TGGCAG-

* Kk KKk
ananassae :contig_16924:-1 ——AAAATTAAAAAACCATTTTCACATTTTTAACATTGTGTAAATCA
3RICGEA36 |protein_coding|-1 CAAGAAGTCAGCCTAEACAAAGAMAACCGATTCTAAAA ————— AGCCCTGCTCCAAATT
simulans:chr3R:-1 —-GCCCTACACTGAGAAGAACTGATTCTAAAA- AGCCCTGCCCCAAATT
sechelliaicontig_2419:-1 GCCCTACACTAAGAAAAACTAATTCTAAAA- AGCCCTGCCCCAAATT
yakuba:chr3R:+1 AGCCTACACAGAGAAAAACTCATTCTGAAA- TGCCCTGCCTCAAA——
erecta:contig_6799:+1 —-AGCGTACACAGAGAAAAACTCATTCGGAAT ————-—, AGCCCTGCCTCAAATT

* Kk Kk *okk * * Kk *%
CG6036 INR (-45)
ananassae :contig_16924:-1 GAAGCSTCAA--TATAAATA=——mm— ACAGACCTGAACCAACTACCAATTAACTAAGAA
3R|CGEA36 | protein_coding|-1 TCAAATTATTGTTA TACAG: CTACAGCTA AGGAA
simulans:chriR:-1 TCAAATTATAGATA TACAG: CTACAGCTA AGGAA
sechellia:contig_2419:-1 TCAAATTATAGATA TACAG: CTACAGCTA AGGAA
yakuba:chr3R:+1 TCAAATTATTGATATACGAGTACAG. CTACAGCCA AbAAA
erecta:contig_6799:+1 TCAAATTATTGATA TACAG: CATCAGCCA AGGAA
Rokkk ook *k Fkokk * % X % * kK
pseudoobscura:ChXR_groupt :+1 ATTAAATTTCCTAATCCCAGTCGCTCGAAGGGAALTATAAAMGTCAGATGCGAGGGGACT
persimilis:contig_3596:+1 ATTAAATTTCCTAATCCCAGTCGCTCGAAGGGAG TATAAAAGTCAGATGTGAGGGGACT
ananassae:contig_19289:-1 ATTAAATTTT GGGGOTATAAAAGGCCCTACTTGGCGGTGG
3LICG8629 | protein_coding|-1 ATTAAATTTCTCAATATCAAT-——-TGAAATGGCOTATATAAGAGCACGATTGGTAGAGT
simulans:chr3l:-1 ATTAAATTTCTCAATATCATT-——-TGAAATTGCOTATATAAGAGCGCGTTTGGTAGAGT
CG8629 TATA (_32) sechellia:contig_915:-1 ATTAAATTTCTCAATATCAAT-—--TGAAATGGCOTATATAAGAGCGCGTTTGGTAGAGT
yakuba:chr3l:-1 ATTAAATTTCCCAATATCTAT-——-TGAAATTGCOTATATAAGAACGTCGTTGGCGAGAA
erecta:contig_6541:+1 ATTAAATTTCCTAATATCAAT-—--TGGAATGGCOTATATAAGGCCGCTGTTGGCGGTGA
willistoni:contig_6247:+1 ACTTTCTTGCTTGGCTTTTCA-————————- CCTATAAATAGTGGATATTAAAGTGAAAT
virilis:contig_174168:+1 ATTAAATTGCATAAGACCTAC-GAATGGATAACTATATATATGTGCTAGTTGCATAAAAT
grimshawi :contig_20669:+1 ATTAAATTACACGATTGTTCCAAAATGGATTACTATAAATACAAGCTAGCTGGATAACAT
* % *k *K K K
erecta:contig_6439:+1 ATACACATTACAAACTTTGTTCTTTITGGTAAATAGTATATGCAAGCACT-——-ACATAA
yokuba:chr3R:-1 e CTTTGTTTTTC I TGGTAACTAGTAGTTCTGAAAACT—-—-ACACAT
CG2512 INR (-8 0) 3RICG2512|protein_coding|1 ATTCGGTTTACATACTTTGTTCATT I TGGTAAATAGTAATAGTAGATGTTCTAAACACAT
simulans:ichr3R:+1 ——ACTTTGTTCATT I TGGTAAATAGTAGATGTTAGAACT—- -CGT
sechellia:contig_16680:+1 —-ACTTTGTTCATT [TGGTAAATAGTAGATBTTAGAACT-- -CGT
Fokokkok Rokkokokkk okkokk
yakuba:chral :-1 TGATCGCCCCAAAGCAAGATGETATAAACG-CAGCAATCTCTCTCACTCGGAATTCAGTT
T AT A (_32) 2R|C611825 | protein_coding|-1 TGATCGTCTCAAAGCAAGTGGGTATAAAAGCCAGGGATCTCTTTCACTCGGAATTCAGTT
CG1l1825 ’ simulans :chr2R:+1 TGATCGTCTCAAAGCAAGTGGETATAAAMGCCAGCGATCTCTCTCACTCGGAATTCAGTT
INR (+2) sechellia:contig 542:-1 TGATCGTCTCGAAGCAAGTGGETATAAAAGCCAGCGATCTCTCTCCCTCGGAATTCAGTT

kol K ok lokkiololok KRR ok Rk kol Kok




CG6050

DMv4 (-16,
DMv3 (-14),
DMv2 (-15)

simulans:chrzR:+1
willistoni:contig_6315:+41
mojavensis:contig_10277:+1
virilis:contig_18897:-1
pseudoobscura:Ch3:+1
persimilis:contig_2@61:+1
ananassae:contig_18823:+1
2R|CG6@56 | protein_coding|1
sechellia:contig_668:+1
yakuba:chr2R:-1
erecta:contig_7060:-1

TGGC GGG -

ATTACTATCGATATACCTAG. GGCA GCAGCACATTTTTGTGAG
—-AATGCTAATATTACAGTC--—TGGCAACTCTCSATAGCAGCA-———————————
—-AACACTTAAATTATCCGATC—TGGCAGCACCGLTGAGCAGCACATTTTAA---G

———-CTATCGATAAAATTGTATCAGGT|
———-CTATCGATAAAATTGTATCAGGT
CTATCGATAAATTTAAGCTAGA—
———-CTATCGGACAACCTCCACCATGH
———-CTATCGGACAACCTCCACGAGG
CTATCGAACAACCTACACGAGG
———-CTATCGAACAACCTCCACGAGG

TGGCAGTTC-AGTGGGCAGCACATTGTAG---A
TGGCAGTTC-AGTGGGCAGCACATTGTAG---G
TGGCAACTCTGIC-CGCAGCACATTTCAG---G
TGGCAACTCTGECGCACAGCACATTTCAG---G
TGGCAACTCTGSCGCACAGCACATTTCAG---G
TGGCAGCTCTGSAGCACAGCACATTTCAG---G
TGGCAGCTCTGECGCACAGCACATTTCAG---G

Hokk

CG9920

INR (-13)

virilis:contig_17264:-1
grimshawi:contig_18124:-1
pseudoobscura:ChZ:+1
persimilis:contig_348:-1
erecta:contig_6454:-1
yakuba:chr3R:+1
3R|CG9928 | protein_coding|-1
sechellia:contig_232:+1
simulans:chr3R:+1
mojavensis:contig_11842:+1
ananassae :contig_19618:+1
willistoni:contig_8648:-1

CTTAACCACAATCCCAGCATACCTCAGTCTGTTTCTGGCATTCGAACT-
CCAGTTTTTCA-—-——-TATTGOTCAGTCTGTTTCCGGCAATTGAACT-
TACATTTGTAGGACTAGGAAAAATCAGTTCCCAGTCGAGAGTGTTACG-
TACATTTGTAGGACTAGGAAAAATCAGTTCCCAGTCGAGAGTGATACG-
TCAGTCAACAGCTGGAAAGTATAGG-
TCAGTCTACAGCTGGAAAGTACAGG-
TCAGTCTACAGCTAGAAAGTATAGG-
TCAGTCTACAGCTAGGAAGTATAGG-
TCAGTCTACAGCTAGGAAGTATAGG-
AC-GTEAACGGCTGAAAAAAAAATTATAAAAAAATAA
TCOGTCGA---ATAAAAAAAAAAGT - — e e A

GTAAAAAACATTTATAAGTS
*k




