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Figure 1S. Sum of the sguares of the residuals (SSR) plot for the
echinomycin site size (A) and binding constant (B) fit to the thermal
denaturation data shown in figure 3. The minimum in these plots defines the
best-fit values of the parameters to the experimental data. The shape and
width of the plots provides an indication of the goodness of fit and the errors

In the parameters.



