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supplemental fig. 1



% ldentities between Slo3 proteins (yellow) from six different species compared to
% ldentities between Slo1 proteins (grey) from the same six species

m=mouse; h=human; b=bovine; dg=dog; pg=pig; ps=possum

mSlo3d hSlo3 bSlo3 dgSlo3 pasSlo3 psSlod
m3Slo3 | 100 100 mSlo1
hSlo3 | 62.9 | 99.5 100 100 hSlo1
bSlo3 | 62.0 | 99.4 | 686 | 997 100 100 bsSlo1
dgSlo3| 64.4 97.6 71.3 880 71.0 28.1 100 100 dgsSlo1
pgSlo3| 62.3 | 994 | 700 | 996 | 765 | 998 | 73.7 | 98.0 100 100 pgSlo1
ps3lo3| 52.8 91.8 624 219 519 21.7 54.8 88.8 54.1 91.7 100 100 | psSlol
mSlol hSlo1 bSlo1 dgSlo1 pgsSlel psSlol

Alignments were made with the Megalign module of DMAStar using the Clustal V' method. Bath the possum
sequences were incomplete and began after the S0 motif. In addition, the possum =lo3 sequence was also missing
approximately 40-50 amino acids at the C-terminal.

Supplemental Table 1



