
6 9.1 IFSMASAVR 0.0380 563.3140 2 26.69

Table S2 Peptide evidence for all identified proteins. Modification names follow the HUPO-PSI Modification Nomenclature for Mass Spectrometry standard (http://www.unimod.org).

KEGG Locus ID
ProteinPil
Score 
(Unused)

ot 
%Coverage (95) Sequence Modifications Cleavages dMass Precursor MW Precursor m/z Theoretical MW Theoretical m/z Theoretical z Time

LIC11768

2 4.7 AISVLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved I-A@N-term 0.0166 917.6320 459.8232 917.6153 459.8149 2 40.23

6 14.2 EGFVGGIAIDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0294 1392.8151 697.4148 1392.7856 697.4001 2 44.87

6 14.2 ETLPPEKQPER iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved W-E@N-term; missed K-Q@7 -0.0053 1610.8818 537.9679 1610.8872 537.9697 3 26.22

6 14.2 GVANPIAQV
R

LSAALML iTRAQ4plex@N-term -0.0222 1867.0613 934.5379 1867.0835 934.5490 2 4.48

6 14.2 NVAVLSGD
EIAISVLK

GIGPEVM iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 -1.0956 2597.3591 866.7936 2598.4546 867.1588 3 50.88

2 4.7 TGHPLPPETLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0092 1476.8452 493.2890 1476.8544 493.2921 3 38.98

6 14.2 VGST iTRAQ4plex@N-term cleaved E-V@N-term; cleaved T-I@C-term 0.0213 506.3035 507.3108 506.2822 507.2895 1 57.37

2 4.7 YSRREIERIAK
No iTRAQ4plex@
Oxidation(R)@8; 
iTRAQ4plex(K)@

N-term; 

11

missed R-R@3; miss
I@8

ed R-E@4; missed R- -0.0455 1579.8461 527.6226 1579.8916 527.6378 3 39.58

LIC12771
6 9.1 EIAALPDPIGEVTR iTRAQ4plex@N-term 0.0102 1623.9056 812.9601 1623.8954 812.9550 2 33.53
6 9.1 FLDLR iTRAQ4plex@N-term cleaved E-F@N-term 0.1173 806.5945 404.3045 806.4772 404.2459 2 15.65

6 9.1 GGEGLIRFVSENSK
No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
12; 
14

missed R-F@7 -0.0126 1636.8417 819.4281 1636.8542 819.4344 2 26.42

6 9.1 GITLPNGLELVTR iTRAQ4plex@N-term; 
Deamidated(N)@6 -0.0062 1526.8728 764.4437 1526.8790 764.4468 2 34.16

6 9.1 GPMGLVHL
GNGQIR

TTTTTYVT iTRAQ4plex@N-term; 
Oxidation(P)@2; 
iTRAQ4plex(T)@9

0.0895 2620.4783 874.5000 2620.3887 874.4702 3 52.53

6 9.1 IFSMASAVR iTRAQ4plex@N-termiTRAQ4plex@N term 0.0380 1121124.65144.6514 5563.332963.3329 1124.61341124.6134 563.3140 2 26.69

6 9.1 ILLSLADLLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0137 1514.9391 758.4768 1514.9527 758.4836 2 0.63

6 9.1 LLDP No iTRAQ4plex@N-term cleaved L-L@N-term; cleaved P-S@C-term 0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48

6 9.1 LYPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved A-L@N-term 0.0551 807.5649 404.7897 807.5098 404.7622 2 43.69

6 9.1 VTGNGQIR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
4 cleaved Y-V@N-term 0.0007 988.5430 495.2788 988.5423 495.2784 2 31.88

LIC10753

2 5.6 AAGVEEMVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved L-A@N-term 0.0219 1220.6898 611.3522 1220.6678 611.3412 2 25.33

2 5.6 ARVMAQED
GSPVDIVLN

MPYMED
PLGVPSR No iTRAQ4plex@N-term cleaved V-A@N-term; missed R-V@2 -0.1182 3285.4651 822.3735 3285.5832 822.4031 4 40.92

2 5.6 AVIRLIIK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
4; No 
8

missed R-L@4 -0.0887 1069.6459 535.8302 1069.7345 535.8745 2 41.55

2 5.6 DDIDHLGNR iTRAQ4plex@N-term cleaved P-D@N-term 0.0297 1197.6156 400.2125 1197.5860 400.2026 3 26.31

2 5.6 DIPNLSDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0251 1188.6343 595.3244 1188.6594 595.3370 2 28.58

2 5.6 EDEFSKNKK

iTRAQ4plex@N-t
Oxidation(F)@4; 
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

6; 
7; 
8; 
9

cleaved Y-E@N-term
missed K-K@8

; missed K-N@6; -0.0112 1716.9270 573.3163 1716.9381 573.3200 3 32.57

2 5.6 EFNNPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved F-E@N-term 0.0033 1035.5626 518.7886 1035.5593 518.7869 2 25.85

2 5.6 ETQLGFAAKK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
9; 
10

cleaved F-E@N-term; missed K-K@9 -0.0024 1524.8853 509.3024 1524.8877 509.3032 3 38.42

2 5.6 FEFNNPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0003 1182.6281 592.3213 1182.6277 592.3211 2 29.52

2 5.6 GIHSIKPGIP
QELR

ESFNVLV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0227 2620.4717 874.4979 2620.4944 874.5054 3 46.06

2 5.6 GSWLEFEMDNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0382 1642.8287 822.4216 1642.7905 822.4025 2 52.20

2 5.6 GTFIINGAER No iTRAQ4plex@N-term cleaved H-G@N-term -0.0210 1076.5405 539.2775 1076.5615 539.2880 2 26.53

2 5.6 IANQ No iTRAQ4plex@N-term cleaved L-I@N-term; cleaved Q-L@C-term 0.0199 444.2532 445.2605 444.2332 445.2405 1 67.42



2  4

2 5.6 KFPATLLVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
9

missed K-F@1 -0.0223 1447.9269 483.6496 1447.9492 483.6570 3 34.70

2 5.6 LAHLVDDK iTRAQ4plex@N-term; 
Methyl(D)@6; iTRAQ4plex(K)@8 0.0133 1211.7251 606.8698 1211.7118 606.8632 2 31.26

2 5.6 LGQEQITRDIPNLSDK
iTRAQ4plex@N-t
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 
14; 
16

missed R-D@8 0.0332 2258.2927 753.7715 2258.2596 753.7605 3 32.20

2 5.6 LIKF iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
3

cleaved P-L@N-term;
missed K-F@3

 cleaved F-K@C-term; 0.0187 807.5649 404.7897 807.5462 404.7804 2 43.69

2 5.6 LISTRHR iTRAQ4plex@N-t
Phospho(T)@4

erm; missed R-H@5 -0.0147 1105.5732 553.7939 1105.5879 553.8012 2 30.94

2 5.6 LLHSIFGEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0092 1330.7944 444.6054 1330.7853 444.6024 3 34.29

2 5.6 LNALGPGGLSRDR No iTRAQ4plex@N-term missed R-D@11 -0.0539 1324.6674 663.3409 1324.7211 663.3678 2 26.44

2 5.6 MAQSNSTV
SKLISTR

DEKGEFT iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
11; 
17

cleaved Y-M@N-term
missed K-L@17

; missed K-G@11; -0.1681 2860.3286 716.0894 2860.4966 716.1314 4 45.03

2 5.6 QAVPL No iTRAQ4plex@N-term cleaved L-L@C-term -0.0229 526.2886 527.2959 526.3115 527.3188 1 38.14

2 5.6 QELLTIKSDDMLGR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved L-Q@N-term; missed K-S@7 -0.0303 1906.0134 636.3451 1906.0437 636.3552 3 32.88

2 5.6 QLGF Gln->pyro-Glu@N-term cleaved T-Q@N-term; cleaved F-A@C-term 0.0187 446.2352 447.2425 446.2165 447.2238 1 18.25

2 5.6 QTPQ Gln->pyro-Glu@N-term cleaved Q-Q@N-term; cleaved Q-L@C-term -0.0274 455.1743 456.1815 455.2016 456.2089 1 58.10

2 5.6 RHGNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved G-R@N-term; missed R-H@1 0.0336 898.5677 450.2911 898.5341 450.2743 2 42.38

2 5.6 VGAEVKPG
TPK

DILVGMV iTRAQ4plex@N-term; 
Methyl(E)@4; iTRAQ4plex(K)@6; 
iTRAQ4plex(K)@18

-0.0094 2255.3193 752.7804 2255.3288 752.7836 3 34.75

2 5.6 VLNP iTRAQ4plex@N-t
Deamidated(N)@

erm; 
3 cleaved I-V@N-term; cleaved P-L@C-term 0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86

2 5 65.6 VMAQEDMPVMAQEDMPYMEDGS
PVDIVLNPL

YMEDGS
iTRAQ4plex@N-term; 
Deamidated(Q)@4; 

GVPSR
Deamidated(Q)@4;
Phospho(S)@14; 
Deamidated(N)@21

0 0103-0.0103 3284328 4712 8224.4712 8 125122.1251 3284 48143284.4814 822 1276 4 40 82822.1276 40.82

2 5.6 VNFGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0041 851.5068 426.7607 851.5109 426.7627 2 27.80

2 5.6 VTQQPLGGK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
4; 
9

cleaved L-V@N-term -0.0338 1215.6729 608.8437 1215.7067 608.8606 2 27.52

2 5.6 YGDFGQILQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0192 1455.8158 486.2792 1455.7965 486.2728 3 27.61

LIC10065

2 11.0 LVIPESGLL
GR

LKPGILYL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0068 2338.4526 780.4915 2338.4596 780.4938 3 37.76

LIC10112

2 11.2 GTGQYQFD
MLSHISK

TEIPFFEH iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 0.0046 2999.4778 750.8767 2999.4731 750.8756 4 46.61

2 11.2 LGDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved Q-L@N-term -0.0255 719.4166 720.4239 719.4421 720.4494 1 55.36

2 11.2 LGGR iTRAQ4plex@N-term cleaved D-L@N-term 0.0557 545.3965 546.4037 545.3407 546.3480 1 54.94

2 11.2 MAIAQDSAA
K

AGAIPST iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -4.9987 1885.0138 629.3452 1890.0124 631.0114 3 29.49

LIC10140

4 5.8 AAFKPTSTIFK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@11

-0.0133 1641.9688 548.3302 1641.9819 548.3346 3 33.09

4 5.8 AHVGGGRS
RVAAAAIAR

SVRETIG iTRAQ4plex@N-t
Oxidation(H)@2; 

erm; 
Oxidation(R)@7

missed R-S@7; misse
V@16

d R-E@11; missed R- -0.0647 2537.3374 846.7864 2537.4020 846.8080 3 42.35

4 5.8 IGDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved N-I@N-term -0.0255 719.4166 720.4239 719.4421 720.4494 1 55.36

4 5.8 PGQSNLTTPR iTRAQ4plex@N-t
Oxidation(P)@1

erm; cleaved R-P@N-term -0.0132 1229.6354 615.8250 1229.6486 615.8316 2 27.30

4 5.8 RPGQSNLTTPR iTRAQ4plex@N-term -0.0080 1369.7468 685.8807 1369.7548 685.8847 2 36.29
3.4 6.1 RRPGQSNLTTPR Carbamyl@N-term missed R-R@1 0.0028 1424.7623 475.9281 1424.7597 475.9272 3 34.50
4 5.8 SREEVDQNEVR iTRAQ4plex@N-term missed R-E@2 -0.0145 1503.7255 502.2491 1503.7399 502.2539 3 25.42

LIC10216

15.62 18.3 AQTQVKGLK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; No 
6; 
9

cleaved Q-A@N-term; missed K-G@6 -0.0403 1260.7242 631.3694 1260.7645 631.3895 2 25.64

15.62 18.3 DFDFTAFGPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0027 1431.7251 716.8698 1431.7278 716.8712 2 33.76



15.62 18.3 DIYEAIR No iTRAQ4plex@N-term cleaved P-D@N-term 0.0218 878.4716 879.4788 878.4498 879.4571 1 54.72

15.62 18.3 EAWTDKAAYDQTAK

iTRAQ4plex@N-t
Oxidation(W)@3; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

6; 
14

missed K-A@6 0.0639 2045.1069 682.7096 2045.0431 682.6883 3 38.98

15.62 18.3 ENFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved N-E@N-term 0.0176 824.4812 413.2479 824.4636 413.2391 2 33.68

15.62 18.3 GIFSVMNYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0088 1345.7396 673.8771 1345.7308 673.8727 2 33.99

6 7.7 GVLPPVSKL iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8

cleaved F-G@N-term
missed K-L@8

; cleaved L-S@C-term; -0.0681 1196.7056 599.3600 1196.7736 599.3941 2 43.31

15.62 18.3 ILDP No iTRAQ4plex@N-term cleaved A-I@N-term; cleaved P-R@C-term 0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48

15.62 18.3 INFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved H-I@N-term 0.0016 808.5067 405.2606 808.5051 405.2598 2 29.09

15.62 18.3 KIIDEILNGNIEK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
8; 
13

missed K-I@1 0.0127 1931.1432 644.7217 1931.1305 644.7174 3 35.53

15.62 18.3 LSGTGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved G-L@N-term 0.0193 849.5356 425.7751 849.5164 425.7655 2 30.19

15.62 18.3 LSIEQAMYH
K

FLSGYTA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0090 2246.1741 749.7319 2246.1649 749.7289 3 41.99

15.62 18.3 NENFK
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@5

0.0667 939.5573 470.7859 939.4905 470.7525 2 31.47

15.62 18.3 PIFHINNIQV
PK

PSKGGH
No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
7; 
13; 
18

cleaved Y-P@N-term; missed K-G@13 -0.0201 2271.2529 758.0916 2271.2732 758.0983 3 36.74

15.62 18.3 QAQTQVK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
5; 
7

cleaved M-Q@N-term 0.1626 1090.7853 546.3999 1090.6226 546.3186 2 55.20

15.62 18.3 QAQTQVKGL
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@Q p e ( )@

erm; 
1; 
7

cleaved M-Q@N-term
term; missed K-G@7

; cleaved L-K@C- -0.0077 1260.7205 631.3675 1260.7281 631.3713 2 25.74

15.62 18.3 SEFVTHPVFQVAYPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.9898 2035.1078 679.3765 2036.0975 679.7064 3 48.29

15.62 18.3 TEPDIYEAIR iTRAQ4plex@N-term 0.0055 1349.7004 675.8575 1349.6949 675.8547 2 30.28
15.62 18.3 TISGVDSAILDPR iTRAQ4plex@N-term -0.0036 1486.8077 744.4111 1486.8113 744.4129 2 31.34

15.62 18.3 TTLSTDPNRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed R-K@9 -0.0018 1419.7906 474.2708 1419.7925 474.2715 3 25.38

15.62 18.3 VSYPIFHINNIQVPSK
iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@3; 
iTRAQ4plex(K)@16

-0.0428 2287.2627 763.4282 2287.3054 763.4424 3 41.41

LIC10272

18.45 19.7 ADFDYTHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0355 1283.6035 428.8751 1283.6390 428.8869 3 29.17

18.45 19.7 ANPQILEPIMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0060 1540.8831 771.4488 1540.8891 771.4518 2 31.19

18.45 19.7 EIPDDLKELAQK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@12

-0.0091 1830.0374 611.0197 1830.0464 611.0227 3 33.97

18.45 19.7 EYIQSVDK Glu->pyro-Glu@N-term; 
iTRAQ4plex(K)@8 -0.0079 1106.5652 554.2899 1106.5730 554.2938 2 37.91

18.45 19.7 GIVDLVTMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0054 1262.7566 632.3856 1262.7512 632.3829 2 33.59

14.74 11.3 GMGELHLEVYIER No iTRAQ4plex@N-term; 
Oxidation(M)@2; Oxidation(H)@6 0.0942 1576.8497 789.4321 1576.7555 789.3850 2 49.47

18.45 19.7 GSLIGFPIIGVR iTRAQ4plex@N-term 0.0126 1371.8486 686.9316 1371.8360 686.9253 2 35.73
14.74 11.3 HAIHEVR No iTRAQ4plex@N-term cleaved I-H@N-term 0.0040 860.4657 431.2401 860.4617 431.2381 2 39.19

18.45 19.7 HLEVYIER iTRAQ4plex@N-t
Oxidation(H)@1

erm; cleaved L-H@N-term -0.0150 1217.6377 406.8865 1217.6526 406.8915 3 37.89

18.45 19.7 HNAVPVQIP
K

IGLENDL iTRAQ4plex@N-term; 
Deamidated(N)@14; 
iTRAQ4plex(K)@17

-0.0665 2145.1372 716.0530 2145.2037 716.0752 3 50.31

14.74 11.3 IHAIHEVR Carbamyl@N-term 0.0070 1016.5586 509.2866 1016.5516 509.2831 2 38.94
14.74 11.3 ILFYTNR iTRAQ4plex@N-term 0.0064 1069.6107 535.8126 1069.6042 535.8094 2 43.11

18.45 19.7 LAFKL iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4

cleaved C-L@N-term
missed K-L@4

; cleaved L-E@C-term; 0.0209 878.6042 440.3094 878.5833 440.2989 2 38.35

18.45 19.7 LASPVDVKNK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
10

cleaved Y-L@N-term; missed K-N@8 -0.1009 1501.8185 751.9165 1501.9193 751.9669 2 29.59

18.45 19.7 LLDGVLDYLASPVDVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0065 2004.1451 669.0557 2004.1387 669.0535 3 39.01



18.45 19.7 MSNNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-M@N-term 0.0386 880.5066 441.2606 880.4680 441.2413 2 25.22

14.74 11.3 MTPVFMGSAFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0052 1502.7921 752.4033 1502.7869 752.4007 2 46.14

18.45 19.7 QGFNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0069 880.5080 441.2613 880.5010 441.2578 2 25.12

14.74 11.3 QSVD Gln->pyro-Glu@N-term cleaved I-Q@N-term; cleaved D-K@C-term 0.1645 430.3345 431.3418 430.1700 431.1773 1 58.37

14.74 11.3 RSST iTRAQ4plex@N-term cleaved L-R@N-term
missed R-S@1

; cleaved T-Q@C-term; 0.0082 593.3337 594.3409 593.3255 594.3328 1 50.51

18.45 19.7 RTGT iTRAQ4plex@N-term cleaved I-R@N-term;
missed R-T@1

 cleaved T-I@C-term; 0.0269 577.3574 578.3647 577.3306 578.3378 1 56.92

14.74 11.3 SSTQGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0249 894.5264 448.2704 894.5014 448.2580 2 40.04

18.45 19.7 STAVAEFKPSEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
12

cleaved M-S@N-term -0.0246 1724.9429 575.9882 1724.9674 575.9964 3 29.80

18.45 19.7 TEAEVPLAD
VLR

MFGYST iTRAQ4plex@N-term 0.0148 2142.0935 1072.0540 2142.0789 1072.0467 2 39.02

18.45 19.7
TEAEVPLAD
VLRSSTQG
FSR

MFGYST
KAEFSME

iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@
Oxidation(F)@31

erm; 
18; 
24; missed R-S@18; missed K-A@24 -0.0851 3975.8264 994.9639 3975.9114 994.9851 4 49.80

18.45 19.7 VAFINK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0072 978.6035 490.3090 978.6106 490.3126 2 29.70

18.45 19.7 VAGYMEPIP
DFVNK

LEETLDY iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 -0.0154 2730.3552 911.1257 2730.3706 911.1308 3 37.55

18.45 19.7 VEVDGPSE
SLNQR

FQGAILG iTRAQ4plex@N-term -0.9636 2258.1982 753.7400 2259.1617 754.0612 3 43.19

14.74 11.3 YGQLTYVR iTRAQ4plex@N-term 0.0041 1142.6248 572.3196 1142.6206 572.3176 2 39.78
LIC10309

2.2 1.3 AAMA iTRAQ4plex@N-term cleaved S-A@N-term; cleaved A-G@C-term 0.0254 506.2899 507.2972 506.2645 507.2717 1 54.73

2.2 1.3 AGVSLQPN
AGLLAIRR

AGSQGEY iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(N)@ea dated( )@8

erm; 
6; 
8

cleaved F-A@N-term; missed R-R@22 0.0171 2473.3218 825.4479 2473.3047 825.4422 3 38.12

2.2 1.3 DLEDLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved V-D@N-term 0.0097 1019.5840 510.7993 1019.5743 510.7944 2 27.23

2.2 1.3 DQTK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved A-D@N-term 0.0364 634.3772 635.3845 634.3408 635.3481 1 54.37

2.2 1.3 IPLGS No iTRAQ4plex@N-term cleaved M-I@N-term; cleaved S-C@C-term 0.0041 485.2891 486.2963 485.2849 486.2922 1 33.69

2.2 1.3 NATT iTRAQ4plex@N-term cleaved L-N@N-term; cleaved T-E@C-term -0.0322 549.2558 550.2631 549.2880 550.2953 1 49.61

2.2 1.3 NILENPGWY
QAEISQGR

TAYTPY
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
Oxidation(W)@8; 
Deamidated(Q)@16

0.1113 2832.4478 945.1566 2832.3364 945.1194 3 39.93

2.2 1.3 NSPHTAAMVTSDR iTRAQ4plex@N-term -0.0099 1529.7279 510.9166 1529.7378 510.9199 3 26.18

2.2 1.3 QNGT No iTRAQ4plex@N-term cleaved V-Q@N-term; cleaved T-L@C-term 0.0606 418.2418 419.2491 418.1812 419.1885 1 49.86

2.2 1.3 TDNPLKNSP
TSDRWDHL

HTAAMV
YPRER

iTRAQ4plex@N-t
Oxidation(P)@4; 
iTRAQ4plex(K)@
Deamidated(R)@
Deamidated(R)@

erm; 

6; 
19; 
28

missed K-N@6; misse
E@26

d R-W@19; missed R- -0.0308 3612.7314 904.1901 3612.7623 904.1979 4 50.94

2.2 1.3 TLQNQTKTNLEK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
7; 
12

cleaved S-T@N-term; missed K-T@7 -0.0588 1849.9886 617.6702 1850.0475 617.6898 3 55.51

2.2 1.3 VGTDPLDTFPR Delta:H(2)C(2)@N-term; 
Methyl(T)@3 0.0041 1256.6442 629.3293 1256.6401 629.3273 2 33.97

LIC10310

1.7 6.9 AETQAPTGYLFSEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 cleaved M-A@N-term -0.0766 1828.8684 915.4415 1828.9451 915.4798 2 41.69

1.7 6.9 GFSTSELDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0080 1270.6729 636.3437 1270.6649 636.3397 2 29.00

1.7 6.9 VDLP iTRAQ4plex@N-term cleaved F-V@N-term; cleaved P-K@C-term 0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86

LIC12875

38.05 55.4 AAEVYVLTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved F-A@N-term 0.0026 1280.7610 641.3878 1280.7584 641.3865 2 30.05

38.05 55.4 ADMLAADER iTRAQ4plex@N-term 0.0087 1134.5548 568.2847 1134.5461 568.2803 2 27.45

38.05 55.4 ADMLAADE
VEMDVR

RAEMIEM No iTRAQ4plex@
Oxidation(D)@2; 
>GluSA(R)@9

N-term; 
Arg- missed R-A@9 0.2688 2397.2896 800.1038 2397.0208 800.0142 3 48.49

38.05 55.4 AEMIEMVEMDVR iTRAQ4plex@N-term 0.0200 1595.7679 798.8912 1595.7479 798.8812 2 54.96
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38.05 55.4 AGDNIGALLR iTRAQ4plex@N-term cleaved E-A@N-term 0.0264 1142.6793 572.3469 1142.6530 572.3338 2 29.97

38.05 55.4 ALEGDESEIGMPAILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0351 1960.0081 981.0113 1960.0431 981.0288 2 33.45

39.24 49.9 APEEKARG
EYETANR

ITIATSHQ iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5

cleaved N-A@N-term
missed R-G@7

; missed K-A@5; -2.1230 2857.3489 953.4569 2859.4719 954.1646 3 38.74

38.05 55.4 AVAYDQIDNAPEEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0168 1849.9133 925.9639 1849.9301 925.9723 2 28.35

38.05 55.4 DQAEAGDNIGALLR iTRAQ4plex@N-term cleaved L-D@N-term 0.0521 1585.8702 793.9424 1585.8182 793.9164 2 57.31

39.24 49.9 DQIDNAPEEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved Y-D@N-term 0.0018 1445.7260 723.8702 1445.7242 723.8694 2 33.51

38.05 55.4 EEIERGQVL
PHKK

AKPGSIT
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
11; 
19; 
20

missed R-G@5; missed K-K@19 -0.1968 2792.4392 699.1171 2792.6360 699.1663 4 49.74

38.05 55.4 EHILLAR iTRAQ4plex@N-term -0.0024 994.6021 498.3083 994.6045 498.3096 2 49.56

38.05 55.4 FAAEVYVLTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0307 1427.8575 714.9360 1427.8268 714.9207 2 42.89

38.05 55.4 FAIREGGR iTRAQ4plex@N-term missed R-E@4 0.1709 1048.7609 525.3877 1048.5900 525.3023 2 57.19
38.05 55.4 GITIATSHQEYETANR iTRAQ4plex@N-term -0.0011 1933.9604 645.6608 1933.9616 645.6611 3 39.49

39.24 49.9 GITIATSHQ
H

EYETANR Carbamyl@N-term cleaved H-Y@C-term; missed R-H@16 0.0001 1969.9244 657.6487 1969.9242 657.6487 3 38.34

38.05 55.4 GQVLAKPGSITPH iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved H-K@C-term -0.0076 1591.9213 531.6477 1591.9290 531.6503 3 28.99

39.24 49.9 GQVLAKPGSITPHK
Carbamyl@N-term; 
iTRAQ4plex(K)@6; 
iTRAQ4plex(K)@14

0.0053 1763.0350 588.6856 1763.0297 588.6839 3 39.90

38.05 55.4 GTVATGRVEQGVLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
14 missed R-V@7 0.0215 1557.9175 520.3131 1557.8960 520.3060 3 34.06

38.05 55.4 HTPFINNYRPQFYFR iTRAQ4plex@N-term; 
Deamidated(N)@6 -0.0686 2144.0027 537.0079 2144.0714 537.0251 4 43.75

39.24 49.9 IGIR iTRAQ4plex@N-term cleaved I-I@N-term; cleaved R-P@C-term 0.0075 601.4109 602.4182 601.4033 602.4106 1 53.62

39.24 49.9 INNYRPQFYFR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
2 cleaved F-I@N-term 0.0088 1661.8524 554.9581 1661.8436 554.9551 3 45.99

38.05 55.4 ITGRGTVATGR iTRAQ4plex@N-term cleaved S-I@N-term; missed R-G@4 0.0273 1231.7393 616.8769 1231.7119 616.8632 2 59.85

38 0538.05 55 455.4 KLLDQAEAGKLLDQAEAGDNIGALL
R

DNIGALL iTRAQ4plex@N-tiTRAQ4plex@N
iTRAQ4plex(K)@

erm; missed K L@1term;
1 missed K-L@1 0 0057-0.0057 2084208 1777 6954.1777 6 733295.7332 2084 18332084.1833 695 7351 3 34 35695.7351 34.35

38.05 55.4 KLMEALDTFVPNPK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
14

cleaved L-K@N-term; missed K-L@1 0.0060 2034.1609 679.0609 2034.1549 679.0589 3 36.83

39.24 49.9 LDQAEAGDNIGALLR iTRAQ4plex@N-t
Dehydrated(D)@

erm; 
2 cleaved L-L@N-term -1.0056 1679.8861 840.9503 1680.8917 841.4531 2 47.58

38.05 55.4 LLDQAEAGDNIGALLR iTRAQ4plex@N-term -0.0204 1811.9659 906.9902 1811.9863 907.0004 2 34.64

38.05 55.4 LMEALDTFV iTRAQ4plex@N-t
Dehydrated(T)@7

erm; cleaved V-P@C-term 0.0054 1163.6073 582.8109 1163.6018 582.8082 2 35.85

38.05 55.4 LMEALDTFVPNPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0108 1761.9471 881.9808 1761.9579 881.9862 2 35.64

38.05 55.4 LMPVEDVFSITGR iTRAQ4plex@N-t
iTRAQ4plex(T)@

erm; 
11 cleaved F-L@N-term -0.0051 1750.9480 584.6566 1750.9531 584.6583 3 36.41

38.05 55.4 PIVHGSAVK
No iTRAQ4plex@
iTRAQ4plex(S)@
iTRAQ4plex(K)@

N-term; 
6; 
9

cleaved T-P@N-term -0.0105 1194.7224 598.3685 1194.7328 598.3737 2 34.11

38.05 55.4 PQFYFR iTRAQ4plex@N-term cleaved R-P@N-term 0.0236 1000.5489 501.2817 1000.5252 501.2699 2 40.48

38.05 55.4 QVGVPYVIVFINK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0604 1762.9985 882.5065 1763.0589 882.5367 2 58.25

38.05 55.4 QVGVPYVIV
LAADER

FINKADM No iTRAQ4plex@
Oxidation(P)@5; 
iTRAQ4plex(K)@

N-term; 

13
missed K-A@13 -0.0224 2607.3628 870.1282 2607.3852 870.1357 3 43.91

39.24 49.9 RVIDKPFLM
ITGR

PVEDVFS Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
5 missed R-V@1 -0.0170 2505.3364 836.1194 2505.3535 836.1251 3 57.32

39.24 49.9 TLAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved T-T@N-term 0.0116 719.4901 720.4974 719.4785 720.4858 1 58.63

38.05 55.4 TTLTAAITTTLAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0122 1592.9470 797.4808 1592.9593 797.4869 2 39.15

39.24 49.9 TVELISPIAMDK
iTRAQ4plex@N-t
Oxidation(P)@7; 
iTRAQ4plex(K)@

erm; 

12
cleaved L-T@N-term 0.0389 1619.9437 540.9885 1619.9048 540.9755 3 51.27

38.05 55.4 TVVTGIEMFR iTRAQ4plex@N-term -0.0491 1295.6539 648.8342 1295.7029 648.8587 2 32.70

39.24 49.9 VEQGVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -2.0231 1057.6301 529.8223 1059.6532 530.8339 2 36.34

38.05 55.4 VIDKPFLMP
GR

VEDVFSIT iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0184 2450.3303 817.7841 2450.3487 817.7902 3 39.72

39.24 49.9 VIVFINK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved Y-V@N-term 0.0089 1119.7349 560.8747 1119.7259 560.8703 2 44.42

38.05 55.4 VNDEVEIIGIRPTTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0101 1971.1345 658.0521 1971.1244 658.0488 3 41.50
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38.05 55.4 VTGIEMFR iTRAQ4plex@N-term cleaved V-V@N-term -0.0015 1095.5853 548.7999 1095.5868 548.8007 2 31.40
38.05 55.4 VVTGIEMFR iTRAQ4plex@N-term cleaved T-V@N-term -0.0040 1194.6514 598.3329 1194.6553 598.3349 2 32.36

38.05 55.4 YDQIDNAPEEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved A-Y@N-term -0.0145 1608.7731 805.3938 1608.7875 805.4010 2 27.72

39.24 49.9 YRPQFYFR iTRAQ4plex@N-term cleaved N-Y@N-term 0.0039 1319.6935 440.9051 1319.6897 440.9038 3 49.30

38.05 55.4 YSFPGDTTP
K

IVHGSAV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0199 2063.0732 688.6984 2063.0931 688.7050 3 32.11

LIC12874

2 16.7 LIDILDTNEDTVEALMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0002 2220.1802 741.0673 2220.1803 741.0674 3 38.43

2 16.7 LIDILDTNED
LQLPAGVSV

TVEALMK
DIK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
17; 
29

missed K-L@17 -0.0043 3584.9910 897.2550 3584.9952 897.2561 4 35.44

LIC12873
6 21.4 EFRS iTRAQ4plex@N-term cleaved S-F@C-term; missed R-S@3 0.0572 681.4139 682.4212 681.3568 682.3641 1 55.75

6 21.4 GPGA iTRAQ4plex@N-term cleaved G-G@N-term; cleaved A-H@C-term 0.0391 444.2845 445.2918 444.2454 445.2527 1 35.45

6 21.4
HGHAGGPG
HRHPGSMG
R

AHGSRF
ANSTPS iTRAQ4plex@N-t

Dethiomethyl(M)@
erm; 

21 missed R-F@13; missed R-H@16 -0.0264 3012.4282 1005.1500 3012.4546 1005.1588 3 52.80

6 21.4 HPGSMGANSTPSR iTRAQ4plex@N-term; 
Deamidated(N)@8 0.0061 1442.6755 481.8991 1442.6694 481.8971 3 24.85

6 21.4 HPGSMGAN
KGVKLPGR

STPSRVF
TGSQK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(R)@23
iTRAQ4plex(K)@

erm; 
8; 
16; 
19; 
; 
28

missed R-V@13; mis
L@19; missed R-T@2

sed K-G@16; missed K
3 -0.0134 3473.8879 869.4792 3473.9013 869.4826 4 26.15

6 21.4 INEEKNLLF
TANTVITIE

VSGAVPG No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(N)@6

N-term; 
5; cleaved E-K@C-term; missed K-N@5 -0.0035 2788.4944 930.5054 2788.4980 930.5066 3 44.93

6 21.4 LPGR No iTRAQ4plex@N-term -0.0113 441.2587 442.2660 441.2700 442.2772 1 60.44

6 21.4 QLAFQDIK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
1; 
8

cleaved I-Q@N-term 0.0192 1250.7306 626.3726 1250.7114 626.3630 2 39.45

6 21 421.4 SFGDSPTAGSVLKSFGDSPTA iTRAQ4plex@N-term; GSVLK iTRAQ4plex@N term;
iTRAQ4plex(K)@13 0 01680.0168 1552155 8508 7772.8508 432777.4327 1552 83411552.8341 777 4243 2 29 00777.4243 29.00

6 21.4 SVENDGYE
IK

AIQLAFQD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0212 2327.1677 776.7299 2327.1889 776.7369 3 37.15

6 21.4 TGVSK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved V-T@N-term 0.0162 634.3934 635.4007 634.3772 635.3845 1 54.88

LIC12872

6.62 20.4 AENANLRS
R

GNHATKT iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 missed R-S@7; missed K-T@14 -0.0018 2027.0846 676.7021 2027.0864 676.7027 3 44.30

6.62 20.4 AFDSIFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0270 1114.6537 558.3341 1114.6266 558.3206 2 46.48

6.96 19.4 APHWVGGG
K

TVHGPQ Carbamyl@N-term; 
iTRAQ4plex(K)@15 -0.0297 1713.8525 572.2914 1713.8821 572.3013 3 41.23

6.62 20.4 AVLSILGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0075 1087.7284 544.8715 1087.7209 544.8677 2 42.34

6.96 19.4 ENANLR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
4 cleaved A-E@N-term 0.0181 860.4655 431.2400 860.4474 431.2310 2 39.08

6.62 20.4 LISEIELPSALFESK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0029 1963.1151 655.3790 1963.1121 655.3780 3 37.34

6.62 20.4 LSVASIYEAIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0024 1480.8770 741.4457 1480.8745 741.4445 2 35.47

6.62 20.4 NTGVIGLLV
K

QGENDFL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0000 2104.1772 702.3997 2104.1772 702.3997 3 38.11

6.96 19.4 YEAIKAENANL iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5

cleaved I-Y@N-term; 
missed K-A@5

cleaved L-R@C-term; -0.0494 1522.7742 762.3943 1522.8235 762.4190 2 33.87

LIC12871

4 26.0 AIVTFRDGASIDFAK

iTRAQ4plex@N-t
Oxidation(F)@5; 
Oxidation(F)@13
iTRAQ4plex(K)@

erm; 

; 
15

missed R-D@6 -0.0325 1930.0079 644.3433 1930.0404 644.3541 3 28.55

4 26.0 DGASIDFAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0967 1210.5471 606.2808 1210.6437 606.3291 2 35.82

4 26.0 IDANK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved H-I@N-term 0.0038 847.5045 424.7595 847.5007 424.7576 2 23.41

4 26.0 ILTP iTRAQ4plex@N-term cleaved V-I@N-term; cleaved P-I@C-term -0.0291 586.3521 587.3594 586.3812 587.3885 1 54.24

4 26.0 MNLQDVILTPIVTEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0159 2001.1265 668.0494 2001.1424 668.0547 3 35.81



4 26.0 NMPAARPHWK

iTRAQ4plex@N-term; 
Deamidated(N)@1; 
Deamidated(R)@6; 
iTRAQ4plex(H)@8; 
iTRAQ4plex(K)@10

-0.0277 1640.8545 821.4345 1640.8822 821.4484 2 32.13

4 26.0 QDVILTPIVTEK
iTRAQ4plex@N-t
Phospho(T)@6; 
iTRAQ4plex(K)@

erm; 

12
cleaved L-Q@N-term 0.0316 1722.9728 575.3315 1722.9412 575.3210 3 32.24

4 26.0 VTPSSVNVQVYR iTRAQ4plex@N-term 0.0077 1491.8245 746.9195 1491.8167 746.9156 2 29.10
LIC12870

12.41 32.6 AGRGDGGK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
3; 
8

missed R-G@3 0.0461 1005.5908 503.8027 1005.5447 503.7796 2 29.61

12.41 32.6 AGRSRWLGK

iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(R)@5; 
Oxidation(W)@6; 
iTRAQ4plex(K)@

erm; 
3; 

9

missed R-S@3; missed R-W@5 -0.0307 1350.7305 676.3725 1350.7612 676.3879 2 44.94

12.41 32.6 DGEYILLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0002 1237.7164 619.8655 1237.7162 619.8654 2 31.51

12.41 32.6 DHNLVSIGK

iTRAQ4plex@N-term; 
Oxidation(H)@2; 
Deamidated(N)@3; 
iTRAQ4plex(K)@9

0.0154 1286.7228 644.3687 1286.7074 644.3610 2 38.28

10 24.0 FIIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0039 935.6087 468.8116 935.6048 468.8097 2 40.53

12.41 32.6 FKPVTSASR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 0.0033 1279.7524 427.5914 1279.7492 427.5903 3 27.63

12.41 32.6 GVVMNPVD
EGR

HPHGGG iTRAQ4plex@N-term -0.0267 1857.8760 620.2993 1857.9026 620.3081 3 30.28

12.41 32.6 HPVSPWGQPTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0024 1520.8367 507.9529 1520.8343 507.9521 3 44.08

12.41 32.6 IDFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved I-I@N-term -0.0022 809.4869 405.7507 809.4891 405.7518 2 29.36

12.41 32.6 IGNAMPIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9iTRAQ4plex(K)@9 -0.0014 1187.6926 594.8536 1187.6940 594.8543 2 28.69

12.41 32.6 IPPGTNVHNVELQIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0286 2003.1121 668.7113 2003.1407 668.7209 3 31.34

12.41 32.6 SVLDFAEIT
TLTLNYK

ETEPYKPL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15; 
iTRAQ4plex(K)@24

-0.0004 3216.7532 805.1956 3216.7535 805.1957 4 37.72

12.41 32.6 TAGSFGTIAGR No iTRAQ4plex@N-term 0.0072 1036.5374 519.2759 1036.5302 519.2724 2 27.95

12.41 32.6 TSGGRHPV
TK

SPWGQP
iTRAQ4plex@N-t
Oxidation(P)@10
Oxidation(P)@14
iTRAQ4plex(K)@

erm; 
; 
; 
16

missed R-H@5 -0.0462 2011.0017 671.3412 2011.0479 671.3566 3 44.38

10 24.0 VGDTVQSGAG iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
6 cleaved G-S@C-term 0.0592 1034.5594 518.2870 1034.5002 518.2574 2 43.46

12.41 32.6 VGDTVQSGAGSEIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0058 1634.8778 818.4462 1634.8719 818.4432 2 27.45

12.41 32.6 VGDTVQSG
NAMPIGKI

AGSEIKIG

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
Oxidation(P)@20
iTRAQ4plex(K)@

erm; 
6; 
14; 
; 
23

cleaved I-P@C-term; 
missed K-I@23

missed K-I@14; -0.0371 2790.4792 931.1670 2790.5163 931.1794 3 49.55

LIC12868

4.13 19.1 AARIR No iTRAQ4plex@
Deamidated(R)@

N-term; 
3 missed R-I@3 -0.0030 586.3521 587.3594 586.3551 587.3624 1 54.24

4.13 19.1 AKAVSRFVR
RLVADEIR

MSPRKV

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(R)@
Deamidated(R)@
Deamidated(R)@
iTRAQ4plex(K)@
Deamidated(R)@

erm; 
2; 
6; 
9; 
13; 
14; 
16

cleaved E-A@N-term
missed R-F@6; misse
K@13; missed K-V@

; missed K-A@2; 
d R-M@9; missed R-

14; missed R-L@16
0.0469 3119.8435 520.9812 3119.7967 520.9734 6 53.59

2 8.2 FRPRARGRAAR iTRAQ4plex@N-t
Deamidated(R)@

erm; 
8

missed R-A@4; misse
A@8

d R-G@6; missed R- 0.0441 1457.9004 486.9741 1457.8562 486.9593 3 43.07

4.13 19.1 GYAVNEALDILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0005 1592.9014 797.4579 1592.9017 797.4581 2 34.63

4.13 19.1 ILKF iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
3

cleaved D-I@N-term;
missed K-F@3

 cleaved F-T@C-term; 0.0187 807.5649 404.7897 807.5462 404.7804 2 43.69

4.13 19.1 IYVDEGPIMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0050 1451.7988 726.9067 1451.7938 726.9042 2 30.63

4.13 19.1 LFIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved Q-L@N-term 0.0155 807.5617 404.7881 807.5462 404.7804 2 43.48



 

4.13 19.1 MEAKAVSRFVR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(F)@9

erm; 
4; missed K-A@4; missed R-F@8 -0.1012 1596.8002 799.4073 1596.9014 799.4580 2 45.59

4.13 19.1 VDFNQLFIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0061 1410.8054 706.4100 1410.8115 706.4130 2 34.90

LIC12867

8.03 19.1 EESEEDKYAVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
7; 
11

missed K-Y@7 -0.0400 1757.8649 586.9622 1757.9049 586.9756 3 28.26

8.03 19.1 IDLGFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0132 979.6078 490.8112 979.5946 490.8046 2 35.46

3.24 6.7 IGLR iTRAQ4plex@N-term cleaved P-I@N-term 0.0075 601.4109 602.4182 601.4033 602.4106 1 53.62

8.03 19.1 ILISGRLNGADMARR
iTRAQ4plex@N-t
Deamidated(R)@
Dethiomethyl(M)@

erm; 
6; 
12

missed R-L@6; missed R-R@14 0.1012 1739.0936 580.7051 1738.9924 580.6714 3 2.63

8.03 19.1 INVNLHTAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved K-P@C-term 0.0121 1296.7878 433.2699 1296.7758 433.2659 3 29.54

3.24 6.7 IPLHTLR iTRAQ4plex@N-term -0.0096 992.6157 497.3151 992.6253 497.3199 2 40.96

8.03 19.1 KFVQNR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@

erm; 
1; 
4

missed K-F@1 -0.0546 1079.5786 540.7966 1079.6331 540.8238 2 32.09

8.03 19.1 LGFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved D-L@N-term 0.0153 751.4989 752.5062 751.4836 752.4909 1 56.22

8.03 19.1 NLHEDIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0048 1155.6443 578.8294 1155.6492 578.8319 2 31.14

8.03 19.1 PGIVIGQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved K-P@N-term -0.0041 1098.6964 550.3555 1098.7005 550.3575 2 29.19

8.03 19.1 QELRRAMR
LISGRLNGA

GGVEGIKI
DMAR

iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@
Deamidated(N)@

erm; 
8; 
15; 
23

missed R-R@4; miss
G@8; missed K-I@15

ed R-A@5; missed R-
; missed R-L@21 -0.0516 3456.8499 865.2197 3456.9013 865.2326 4 53.75

8.03 19.1 QKVNPIGLRIGITR
Gln->pyro-Glu@N
iTRAQ4plex(K)@
Oxidation(N)@4; 

-term; 
2; 
Oxidation(P)@5

cleaved G-Q@N-term
missed R-I@9

; missed K-V@2; -0.0352 1722.9874 575.3364 1723.0226 575.3482 3 44.03

8.03 19.1 TMTDKPVN
iTRAQ4plex@N-term; 

LNIIEVK
iTRAQ4plex@N term;
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@15

-0.0273 2146.2124 716.4114 2146.2397 716.4205 3 32.89

3.24 6.7 TTFGQIGVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0034 1237.7240 619.8693 1237.7274 619.8710 2 40.45

3.24 6.7 VNPIGLR iTRAQ4plex@N-term -0.0026 911.5649 456.7897 911.5674 456.7910 2 39.55

3.24 6.7 VWTYSGDFIQSK
iTRAQ4plex@N-term; 
Oxidation(F)@8; 
iTRAQ4plex(K)@12

-0.0193 1733.8676 578.9631 1733.8868 578.9695 3 41.40

LIC12866

6.14 23.4 ALSLASYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0043 1139.6750 570.8448 1139.6794 570.8470 2 41.62

4 16.8 GNPEFWIAEIRPGR iTRAQ4plex@N-term 0.0044 1784.9487 595.9902 1784.9444 595.9887 3 34.91

6.14 23.4 GSSVSFGEFGL No iTRAQ4plex@
Methyl(L)@11

N-term; cleaved L-K@C-term 0.0554 1099.5741 550.7943 1099.5186 550.7666 2 44.36

6.14 23.4 IFPHTPITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0020 1340.8040 447.9419 1340.8060 447.9426 3 43.86

4 16.8 LPIHTEFVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0069 1370.8097 457.9438 1370.8166 457.9461 3 31.57

4 16.8 QIEAARITINR iTRAQ4plex@N-term missed R-I@6 -0.0016 1427.8315 714.9230 1427.8330 714.9238 2 52.64
LIC12865

2 12.8 DSEILEQLEEAR iTRAQ4plex@N-term -0.0011 1574.7899 788.4022 1574.7910 788.4028 2 33.11

2 12.8 LENPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-L@N-term -0.0047 887.5273 444.7709 887.5320 444.7733 2 24.69

LIC12864

5.22 21.3 ILAIETRPLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0021 1527.9613 510.3277 1527.9592 510.3270 3 31.66

5.22 21.3 NSMNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-N@N-term 0.0386 880.5066 441.2606 880.4680 441.2413 2 25.22

5.22 21.3 TVVILVETR iTRAQ4plex@N-term 1.0098 1173.7349 587.8747 1172.7251 587.3698 2 56.43

5.22 21.3 VVSNSMNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0193 1165.6176 583.8160 1165.6369 583.8257 2 25.60

LIC12862

1.73 7.6 VGFETVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0047 1066.6219 534.3182 1066.6266 534.3206 2 39.19

1.73 7.6 VIVEGLNKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 missed K-R@8 0.0195 1314.8423 439.2880 1314.8227 439.2815 3 41.93

LIC12861

8.75 18.7 AARLR No iTRAQ4plex@
Deamidated(R)@

N-term; 
3 cleaved M-A@N-term; missed R-L@3 -0.0030 586.3521 587.3594 586.3551 587.3624 1 54.24

8.75 18.7 ALEAAVEEL
PVK

ALITGQR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0126 2295.3279 766.1166 2295.3406 766.1208 3 41.63



8.75 18.7 EIVP No iTRAQ4plex@N-term cleaved P-E@C-term 0.0100 456.2684 457.2757 456.2584 457.2657 1 56.32

8.75 18.7 EIVPELNKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
9

missed K-K@8 -0.0120 1500.9121 501.3113 1500.9241 501.3153 3 30.90

8.75 18.7 EQIIFPEIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0085 1403.8353 702.9249 1403.8268 702.9207 2 32.50

8.75 18.7 FSSIMQVPR No iTRAQ4plex@N-term 0.0120 1063.5605 532.7875 1063.5485 532.7815 2 32.68

8.75 18.7 IVLNVGMGEAHTNPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0085 1867.0144 623.3454 1867.0229 623.3483 3 31.61

8.75 18.7 LVNVALPR iTRAQ4plex@N-term 0.0074 1024.6589 513.3367 1024.6515 513.3330 2 30.80

8.75 18.7 NVGMGEAHTNPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved L-N@N-term -0.0052 1541.7811 514.9343 1541.7864 514.9361 3 25.94

6.03 23.6 SIAGFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0042 909.5486 455.7816 909.5527 455.7836 2 39.25

LIC12859
4.34 16.5 ELVR Glu->pyro-Glu@N-term 0.0034 497.2996 498.3068 497.2962 498.3035 1 56.15

4.34 16.5 SAEIRPYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0092 1250.7135 417.9118 1250.7227 417.9148 3 28.14

4.34 16.5 SILDLMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0199 1106.6812 554.3478 1106.6613 554.3379 2 47.80

4.34 16.5 SILDLMKEEGFIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@13

0.0098 1954.1273 652.3831 1954.1175 652.3798 3 39.83

4.34 16.5 VNETFEDYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0106 1431.7020 716.8583 1431.7125 716.8635 2 29.73

4.34 16.5 VSTSK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved I-V@N-term 0.0209 664.4087 665.4160 664.3877 665.3950 1 58.04

LIC12858

3.94 9.5 GPLGELFTPIFEGISVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0108 2091.1965 1046.6060 2091.1860 1046.6003 2 1.85

3.94 9.5 GPLGELFTP
TENGIVK

IFEGISVK

iTRAQ4plex@N-t
Oxidation(P)@2; 
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
Oxidation(P)@9;
17; 
20; 
24

missed K-T@17 -0.0036 3009.6604 502.6173 3009.6640 502.6179 6 60.03

3.94 9.5 GVSQGWEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.9845 1176.6490 589.3318 1177.6335 589.8240 2 27.68

3.94 9.5 IDVQEQLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0176 1259.7153 630.8649 1259.7329 630.8737 2 28.79

4.29 14.5 IRSK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved D-I@N-term; missed R-S@2 0.0113 646.4361 647.4434 646.4248 647.4321 1 59.43

3.94 9.5 LPDKVEVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
8

missed K-V@4 -0.0639 1358.7860 453.9359 1358.8499 453.9572 3 30.55

3.94 9.5 RIGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved S-R@N-term; missed R-I@1 0.0452 616.4594 617.4667 616.4142 617.4215 1 55.94

3.94 9.5 VVALHGLTR iTRAQ4plex@N-term -0.0189 1108.6649 555.3397 1108.6839 555.3492 2 59.93
LIC12857

2.28 7.4 EAGL iTRAQ4plex@N-term cleaved L-E@C-term -0.0076 532.2902 533.2975 532.2979 533.3051 1 49.25
2.28 7.4 IAAFAEGAR iTRAQ4plex@N-term 0.0259 1048.6046 525.3096 1048.5787 525.2966 2 40.43
2.28 7.4 SGMIFHGR iTRAQ4plex@N-term 0.0070 1047.5476 524.7811 1047.5406 524.7776 2 40.33

LIC12854
4.09 11.7 AIHVIADGF iTRAQ4plex@N-term cleaved F-S@C-term -0.0721 1085.5271 543.7708 1085.5991 543.8068 2 39.11

8 24.4 AIHVIADGFSQSAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0142 1730.9418 577.9879 1730.9559 577.9926 3 31.43

8 24.4 GFEGGQMPIHR iTRAQ4plex@N-term 0.0005 1371.6844 458.2354 1371.6839 458.2353 3 29.59

8 24.4 GQYARNTV
GQMPIHR

RRGFEG
iTRAQ4plex@N-t
Oxidation(Y)@3; 
Oxidation(F)@12
Deamidated(Q)@

erm; 

; 
16

missed R-N@5; miss
G@10

ed R-R@9; missed R- -0.0393 2606.2612 869.7610 2606.3006 869.7741 3 47.08

8 24.4 GSIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved G-G@N-term -0.0392 547.3060 548.3133 547.3451 548.3524 1 38.83

8 24.4 ILDKETTLFK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@10

-0.0022 1638.9900 547.3373 1638.9922 547.3380 3 34.28

8 24.4 LEQASAFGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0136 1237.6774 619.8459 1237.6910 619.8528 2 28.85

8 24.4 LTGN No iTRAQ4plex@N-term cleaved G-L@N-term; cleaved N-I@C-term 0.0052 403.2119 404.2191 403.2067 404.2140 1 46.98

4.09 11.7 RGFEGGQMPIHR Carbamyl@N-ter
Oxidation(M)@8

m; missed R-G@1 -0.0049 1442.6788 481.9002 1442.6837 481.9018 3 35.59

4.09 11.7 SGLTGNIDAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0005 1262.7069 632.3607 1262.7074 632.3610 2 36.72

4.09 11.7 TGEIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved G-T@N-term 0.0106 690.4139 691.4212 690.4034 691.4107 1 57.98



3

4.09 11.7 VNLR iTRAQ4plex@N-t
Oxidation(N)@2

erm; cleaved P-V@N-term 0.0326 660.4366 661.4439 660.4041 661.4113 1 59.58

LIC12852

2.32 5.9 AINLQVPDAELLKR
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
5; 
13

missed K-R@13 -0.0232 1868.0743 623.6987 1868.0975 623.7064 3 46.96

2.32 5.9 IGIIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved V-I@N-term 0.0086 830.5919 416.3032 830.5833 416.2989 2 39.82

2.32 5.9 LLGRAEIEGR iTRAQ4plex@N-term missed R-A@4 0.0442 1256.7765 629.3955 1256.7323 629.3734 2 51.60
2.32 5.9 TLPLLDFYATR iTRAQ4plex@N-term -0.0008 1452.8091 727.4118 1452.8099 727.4122 2 49.57

2.32 5.9 VIGIIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved V-V@N-term -0.0013 929.6504 465.8325 929.6517 465.8331 2 42.10

LIC12849

4.76 10.4 ARIAGIDLPR
iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(R)@

erm; 
2; 
10

cleaved M-A@N-term; missed R-I@2 -0.0804 1226.6301 614.3223 1226.7105 614.3625 2 42.17

4.76 10.4 DLNESQEAAIR iTRAQ4plex@N-term; 
Deamidated(N)@3 0.0079 1389.6937 695.8541 1389.6858 695.8502 2 27.17

4.76 10.4 IAGIDLPR iTRAQ4plex@N-term 0.0028 997.6071 499.8108 997.6042 499.8094 2 30.84

4.76 10.4 SEIQLNIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0001 1231.7382 616.8763 1231.7380 616.8763 2 39.65

4.76 10.4 SEIQLNIKRL
GLRHRRGL

MDIGCYR
P

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Methylthio(C)@1
Oxidation(H)@21
Deamidated(R)@
Deamidated(R)@

erm; 
8; 
5; 
; 
22; 
23

cleaved P-V@C-term
missed R-L@9; misse
H@20; missed R-R@

; missed K-R@8; 
d R-G@17; missed R-
22; missed R-G@23

0.1002 3445.9468 575.3317 3445.8465 575.3150 6 53.13

4.76 10.4 TRKGGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
6

missed R-K@2; missed K-G@3 -0.0151 1077.6833 539.8489 1077.6984 539.8565 2 40.56

4.76 10.4 VKDLNESQEAAIR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0181 1759.9491 587.6570 1759.9672 587.6630 3 28.90

4.76 10.4 YRGLR No iTRAQ4plex@
Deamidated(R)@

N-term; 
2 cleaved C-Y@N-term; missed R-G@2 0.0430 664.4087 665.4160 664.3657 665.3729 1 58.04

LIC12848

2 852.85 15 415.4 AMDSAGLQAMDSAGLQEVDVMVS
GPGIGR

EVDVMVS iTRAQ4plex@N termiTRAQ4plex@N-term 0 0574-0.0574 2232223 0427 7452.0427 7 021545.0215 2232 10002232.1000 745 0406 3 57 98745.0406 57.98

2.85 15.4 STPYAAQIAAGNAAEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.1185 1849.8593 925.9369 1849.9778 925.9962 2 28.34

LIC12847

4.28 4.3 AYGLLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0010 1080.6412 541.3279 1080.6423 541.3284 2 40.99

3.46 4.8 EGVDLFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0172 1207.6885 604.8515 1207.7056 604.8601 2 37.34

3.46 4.8 EQVIVELYSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0021 1494.8558 748.4352 1494.8537 748.4341 2 49.43

3.46 4.8 LFLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved D-L@N-term 0.0155 807.5617 404.7881 807.5462 404.7804 2 43.48

4.28 4.3 LGFAITR iTRAQ4plex@N-term -0.0001 920.5565 461.2855 920.5565 461.2855 2 42.47

3.46 4.8 LGFAITRRQAR iTRAQ4plex@N-t
Oxidation(R)@7

erm; missed R-R@7; missed R-Q@8 -0.0267 1447.8226 483.6148 1447.8494 483.6237 3 41.73

4.28 4.3 LLERRLDNVVYR iTRAQ4plex@N-t
Oxidation(N)@8

erm; cleaved Q-L@N-term
missed R-L@5

; missed R-R@4; -0.0051 1704.9706 569.3308 1704.9757 569.3325 3 45.37

3.46 4.8 LSQSLQGIP
YTNFGGDV

SWLSAD
TALPER iTRAQ4plex@N-term 3.0108 3268.6484 1090.5570 3265.6377 1089.5532 3 39.55

4.28 4.3 QARNFIAHR
R

HILVNGE Gln->pyro-Glu@N
iTRAQ4plex(H)@

-term; 
8 missed R-N@3; missed R-H@9 0.0506 2157.2295 720.0838 2157.1790 720.0669 3 49.04

4.28 4.3 RLDNVVYR Carbamyl@N-term missed R-L@1 0.0013 1076.5740 539.2943 1076.5727 539.2936 2 38.82

3.46 4.8 SSYTFNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0064 1133.6025 567.8085 1133.5961 567.8053 2 28.35

3.46 4.8 VDIP iTRAQ4plex@N-term cleaved P-S@C-term 0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86
3.46 4.8 VDIPSYR iTRAQ4plex@N-term 0.0005 992.5418 497.2782 992.5413 497.2779 2 29.94

3.46 4.8 VDIPSYRLNVGDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 missed R-L@7 1.9717 1764.9539 883.4842 1762.9821 882.4983 2 35.69

4.28 4.3 VSEYGAQLR iTRAQ4plex@N-term -0.0088 1165.6125 583.8135 1165.6213 583.8179 2 37.83
LIC12846

13.95 22.8 DIEVLGTIPV
QK

DSIFSPV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 0.0295 2344.3428 782.4549 2344.3133 782.4451 3 50.35

13.95 22.8 EDAN Glu->pyro-Glu@N-term cleaved N-E@N-term; cleaved N-L@C-term 0.1861 429.3357 430.3430 429.1496 430.1569 1 58.43

13.95 22.8 FVAEPFER iTRAQ4plex@N-term -0.0030 1137.5911 569.8028 1137.5940 569.8043 2 41.91

13.95 22.8 GFATTIGNSLR iTRAQ4plex@N-term; 
Deamidated(N)@8 -0.0350 1280.6497 641.3321 1280.6846 641.3496 2 40.93

13.95 22.8 GYVPAEEK
Carbamyl@N-term; 
iTRAQ4plex(Y)@2; 
iTRAQ4plex(K)@8

0.0052 1222.6489 612.3317 1222.6437 612.3291 2 35.90



19.59 40.0 2157.1432 720.0550 3 31.36

13.95 22.8 HVEELELSVR Carbamyl@N-term 0.0208 1252.6620 627.3383 1252.6412 627.3279 2 50.37

13.95 22.8 IEGVNHEFS
DVTR

FIEGVAE Carbamyl@N-term 0.0117 2290.0981 1146.0560 2290.0866 1146.0506 2 52.14

13.95 22.8 IIHLELK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0016 1152.7458 577.3802 1152.7474 577.3810 2 49.93

13.95 22.8 IILNLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0038 1000.6927 501.3536 1000.6888 501.3517 2 44.25

13.95 22.8 KIEFN iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 cleaved N-T@C-term; missed K-I@1 0.0078 937.5555 469.7850 937.5477 469.7811 2 39.26

13.95 22.8 LSTLGLSFGMR iTRAQ4plex@N-term 0.0135 1324.7430 663.3788 1324.7295 663.3720 2 53.00

13.95 22.8 NVLR iTRAQ4plex@N-t
Oxidation(N)@1

erm; cleaved L-N@N-term 0.0326 660.4366 661.4439 660.4041 661.4113 1 59.58

13.95 22.8 SSIEGAAISA
HEFSFIEGV

IRIEGVN
AEDVTR iTRAQ4plex@N-term cleaved M-S@N-term; missed R-I@12 -3.6284 3543.1792 1182.0670 3546.8076 1183.2765 3 52.08

13.95 22.8 TLMSSIEGAAISAIR iTRAQ4plex@N-term -0.0011 1662.9086 832.4615 1662.9096 832.4621 2 50.62
13.95 22.8 VVFEVSETR iTRAQ4plex@N-term -0.0035 1208.6488 605.3317 1208.6523 605.3334 2 41.08

19.59 40.0 AAIS iTRAQ4plex@N-term cleaved G-A@N-term; cleaved S-A@C-term -0.0028 504.3002 505.3075 504.3029 505.3102 1 56.17

19.59 40.0 DLHI iTRAQ4plex@N-term cleaved P-D@N-term; cleaved I-A@C-term -0.0038 640.3628 641.3701 640.3666 641.3739 1 56.98

19.59 40.0 DQSKIIHLELK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(S)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
3; 
4; 
11

missed K-I@4 0.1562 1900.3042 634.4420 1900.1481 634.3900 3 54.49

19.59 40.0 EEKDQSK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
7

cleaved P-E@N-term -0.0502 1294.6593 648.3369 1294.7094 648.3620 2 24.96

19.59 40.0 EIDFIGDLVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved L-E@N-term -0.0035 1435.8131 718.9138 1435.8166 718.9156 2 35.22

19.59 40.0 GRGYVPAEEK
iTRAQ4plex@N-t
Oxidation(R)@2; 
iTRAQ4plex(K)@

erm; 

10
missed R-G@2 -0.0056 1408.7499 705.3822 1408.7554 705.3850 2 26.73

19.59 40.0 KIEFNTEANKIEFNTEANTPNYGKTPNYGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@iTRAQ4plex(K)@1;
iTRAQ4plex(K)@

erm; 
1; missed K-I@1 
15

missed K I@1 -0.02510.0251 2152157.11827.1182 7720.046620.0466 2157.1432 720.0550 3 31.36

19.59 40.0 LTLEVWTDG
AVAQAAK

SVSPDD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@22 0.0038 2560.3303 854.4507 2560.3264 854.4494 3 45.94

19.59 40.0 SLEIDFIGDLVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0265 1635.9592 818.9869 1635.9327 818.9736 2 57.51

LIC12774

2 13.1 FRPGNNVGLGK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@11

0.0007 1446.8193 483.2804 1446.8187 483.2802 3 40.54

LIC12747

1.7 4.3 AGFWGLLQPLADGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0132 1873.0574 625.3597 1873.0705 625.3641 3 39.21

1.7 4.3 GPNRAGFW
DGIK

GLLQPLA iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
19 missed R-A@4 0.0118 2297.3005 575.3324 2297.2888 575.3295 4 53.69

1.7 4.3 VAGFIQDRK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
6; 
9

missed R-K@8 0.0348 1321.7947 661.9046 1321.7598 661.8872 2 37.77

LIC12705

20.36 15.9
AMYNDLGQ
AFPAQVTG
GAPFDAMA

LIQEAGP
IDGVPDA
DEK

iTRAQ4plex@N-term; 
Deamidated(Q)@20; 
iTRAQ4plex(K)@41

-0.0257 4479.1235 896.8320 4479.1494 896.8372 5 40.29

20.36 15.9 ARESFMED
LQGSADAG

KNKTIKET
K

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
11; 
14; 
25

missed R-E@2; misse
T@11

d K-N@9; missed K- 0.0162 3473.8918 869.4802 3473.8757 869.4762 4 41.41

20.36 15.9 DSGQ iTRAQ4plex@N-term cleaved D-D@N-term; cleaved Q-S@C-term 0.0042 549.2558 550.2631 549.2516 550.2589 1 49.61

20.36 15.9 EDSNIIVSRPI iTRAQ4plex@N-t
Deamidated(N)@

erm; 
4 cleaved I-Q@C-term 0.0807 1386.8284 694.4214 1386.7476 694.3811 2 36.95

20.36 15.9 EDSNIIVSRPIQR
Glu->pyro-Glu@N-term; 
iTRAQ4plex(S)@3; 
Deamidated(R)@9

0.0280 1652.9248 827.4697 1652.8968 827.4557 2 34.06

20.36 15.9 EDSNIIVSR
R

PIQRTGPS Glu->pyro-Glu@N-term cleaved R-P@C-term; missed R-T@13 0.0736 2006.1394 669.7204 2006.0657 669.6959 3 38.83

20.36 15.9 EGVQIKYYNII iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved I-Y@C-term; missed K-Y@6 0.0175 1626.9401 814.4773 1626.9225 814.4685 2 2.06

20.36 15.9 EIFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0679 823.4368 824.4441 823.5047 824.5120 1 53.59

20.36 15.9 ENIGIDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.1209 1075.4908 538.7527 1075.6117 538.8131 2 36.87



@LSGK No  7 1

20.36 15.9 ETLQGSADAGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0017 1363.7203 682.8674 1363.7187 682.8666 2 23.49

20.36 15.9 ETLQGSADAGKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 missed K-R@11 -0.0257 1519.7941 507.6053 1519.8198 507.6139 3 25.49

20.36 15.9 GPGQGGGGYQGNR

iTRAQ4plex@N-term; 
Oxidation(Y)@9; 
Deamidated(Q)@10; 
Hex(1)HexNAc(1)(N)@12

0.0657 1729.8169 577.6129 1729.7513 577.5910 3 24.63

20.36 15.9 GPGQGGGG
PGPG

YQGNRG iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(P)@17

erm; 
13; cleaved G-Q@C-term; missed R-G@13 0.0279 1729.8169 577.6129 1729.7890 577.6036 3 24.63

20.36 15.9 GPGQGGGG
PGQG

YQGNRG iTRAQ4plex@N-term cleaved G-G@C-term; missed R-G@13 -7.0371 1736.7788 869.3967 1743.8159 872.9152 2 25.84

20.36 15.9 GPGQGGGG
PR

YQGNRG iTRAQ4plex@N-t
Hex(1)HexNAc(1
2

erm; 
)NeuAc(2)(N)@1 missed R-G@13 0.0297 2605.1682 869.3967 2605.1385 869.3868 3 25.84

20.36 15.9 GSVATVLIQNGTLR No iTRAQ4plex@N-term 0.0395 1427.8491 714.9318 1427.8096 714.9121 2 46.67

20.36 15.9 IDLPAANPEK
iTRAQ4plex@N-term; 
Oxidation(P)@8; 
iTRAQ4plex(K)@10

0.0630 1370.8279 457.9499 1370.7649 457.9289 3 38.06

20.36 15.9 IMQELANHG
GGETMYAK

LQSEEW
ISAR

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(T)@
iTRAQ4plex(K)@

erm; 
3; 
19; 
23

missed K-I@23 0.0762 3481.8098 871.4597 3481.7335 871.4407 4 36.57

20.36 15.9
IQEAGPAFP
GVPDAGAP
K

AQVTGID
FDAMADE

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
11; 
32

cleaved L-I@N-term 0.2044 3473.8948 869.4810 3473.6904 869.4299 4 53.83

20.36 15.9 KGDDPSTPSPAASPK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
15

missed K-G@1 -0.0387 1885.9724 629.6647 1886.0111 629.6776 3 27.41

20.36 15.9 LDPGRGSV
TLR

ATVLIQNG iTRAQ4plex@N-t
Oxidation(D)@2; 

erm; 
Oxidation(P)@3 missed R-G@5 -0.0612 2142.1267 715.0495 2142.1879 715.0699 3 20.09

20.36 15.9 LQGS iTRAQ4plex@N-term cleaved T-L@N-term; cleaved S-A@C-term 0.0244 547.3333 548.3405 547.3088 548.3160 1 42.24

20 3620.36 15 915.9 LSGK No iTRAQ4plex iTRAQ4plex@N
iTRAQ4plex(K)@

N-term; cleaved V L@N termterm;
4 cleaved V-L@N-term 0 0413-0.0413 54754 3039 548.3039 5 311248.3112 547 3451547.3451 548 3524 1 41 87548.3524 41.87

20.36 15.9 MNLKPGDVIGK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@11

-0.0179 1602.9314 535.3177 1602.9493 535.3237 3 31.84

20.36 15.9 PSTPSPAASPK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
11 cleaved D-P@N-term -0.0109 1182.6257 592.3201 1182.6366 592.3256 2 24.46

20.36 15.9 QDAGRPPR Formyl@N-term -0.0053 923.4521 462.7333 923.4573 462.7359 2 30.09

20.36 15.9 QGGGSSYPPSR iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@7 0.0615 1379.7653 690.8899 1379.7037 690.8591 2 33.61

20.36 15.9 QGNRGPGQ
GNR

GGGGYQ Gln->pyro-Glu@N
Deamidated(N)@

-term; 
3 cleaved Y-Q@N-term; missed R-G@4 0.1091 1642.8287 822.4216 1642.7196 822.3671 2 52.20

20.36 15.9

QGNRGPGQ
GNRGPGPG
QGNRGPGQ
GNRGPR

GGGGYQ
QGGGGY
GGGGYQ

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(Q)@
Deamidated(N)@

erm; 
16; 
29; 
31

cleaved Y-Q@N-term
missed R-G@17; mis
R-G@45

; missed R-G@4; 
sed R-G@32; missed 0.1572 4641.2778 1161.3270 4641.1209 1161.2875 4 42.36

20.36 15.9 QGSADAGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved L-Q@N-term 0.0135 1020.5579 511.2862 1020.5444 511.2795 2 25.87

20.36 15.9 STSDRDFSGAENTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 missed R-D@5 -0.0112 1801.8574 601.6264 1801.8686 601.6301 3 26.68

20.36 15.9 SVTSK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved S-S@N-term 0.0209 664.4087 665.4160 664.3877 665.3950 1 58.04

20.36 15.9 TGPSRPNS
NR

GGGYQG iTRAQ4plex@N-term -0.0192 1747.8281 583.6166 1747.8472 583.6230 3 23.82

20.36 15.9 TIKETLQGSADAGK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@14

-0.0450 1850.0024 617.6747 1850.0475 617.6898 3 42.36

20.36 15.9 VDMDVMLA
GFHVR

SASNALII iTRAQ4plex@N-t
Oxidation(H)@19

erm; cleaved I-V@N-term -0.0004 2418.2517 807.0912 2418.2521 807.0913 3 48.36

20.36 15.9 VGDPFVAGVFSGR Delta:H(2)C(2)@N-term; 
Methyl(D)@3 -0.0008 1346.6975 674.3560 1346.6983 674.3564 2 36.77

20.36 15.9 VVGVSGVSVPKEI
iTRAQ4plex@N-t
Oxidation(P)@10
iTRAQ4plex(K)@

erm; 
; 
11

cleaved I-T@C-term -0.0271 1572.9059 787.4602 1572.9330 787.4738 2 44.54

LIC12573

7.52 13.1 AEGI iTRAQ4plex@N-term cleaved V-A@N-term; cleaved I-I@C-term -0.0076 532.2902 533.2975 532.2979 533.3051 1 49.25

15.1 20.3 ANVPFGVVIDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0027 1445.8459 723.9302 1445.8486 723.9316 2 32.71

15.1 20.3 ANVPFGVVIDKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
11; 
12

missed K-K@11 -0.0022 1718.0435 573.6884 1718.0456 573.6891 3 33.65



; ; R K 3

15.1 20.3 AQIHAGGRGKGGGVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; No 
10; 
15

missed R-G@8; missed K-G@10 0.0322 1680.0110 561.0109 1679.9787 561.0002 3 33.44

15.1 20.3 AVDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved A-A@N-term -0.0255 719.4166 720.4239 719.4421 720.4494 1 55.36

7.52 13.1 AVDLKVPLVVR
No iTRAQ4plex@
Oxidation(D)@3; 
iTRAQ4plex(K)@

N-term; 

5
missed K-V@5 -0.0330 1367.8292 684.9219 1367.8622 684.9384 2 45.36

15.1 20.3 AVDLKVPLV
NSELGR

VRLQGT

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(P)@7; 
Deamidated(R)@
Deamidated(Q)@

erm; 
5; 

11; 
13

missed K-V@5; missed R-L@11 -0.1085 2569.3596 857.4605 2569.4683 857.4967 3 44.06

15.1 20.3 AYIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved E-A@N-term -0.0048 637.3873 638.3946 637.3921 638.3994 1 56.42

15.1 20.3 DITEEDPLE
LNYVK

VQASEFN iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 -0.0155 2740.3533 914.4584 2740.3687 914.4635 3 35.25

7.52 13.1 EILR iTRAQ4plex@N-term 0.0274 673.4519 674.4592 673.4245 674.4317 1 58.31

7.52 13.1 EPAN No iTRAQ4plex@N-term cleaved A-E@N-term; cleaved N-F@C-term 0.1497 429.3357 430.3430 429.1860 430.1932 1 58.43

15.1 20.3 EYYLSILLDR iTRAQ4plex@N-term -0.0068 1427.7715 714.8930 1427.7782 714.8964 2 44.57
15.1 20.3 GIFVNIFGGIVR iTRAQ4plex@N-term -0.0330 1434.8140 718.4142 1434.8469 718.4307 2 46.25

15.1 20.3 IAIDPGIGLQVNQAR
iTRAQ4plex@N-term; 
Oxidation(P)@5; 
Deamidated(N)@12

0.0391 1724.9934 576.0051 1724.9543 575.9920 3 39.99

15.1 20.3 IILGDPNVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0141 1255.7603 628.8874 1255.7744 628.8945 2 29.91

7.52 13.1 ILGMQLITPQTGPEGK

iTRAQ4plex@N-term; 
Deamidated(Q)@5; 
Deamidated(Q)@10; 
iTRAQ4plex(K)@16

0.0382 1972.1177 658.3798 1972.0794 658.3671 3 50.77

15.1 20.3 ITGVDDLREAASTIAK
No iTRAQ4plex@
Oxidation(R)@8; 
iTRAQ4plex(K)@

N-term; 

16
missed R-E@8 -0.0667 1818.9142 607.3120 1818.9809 607.3342 3 26.27

15 115.1 20 320.3 ITGVDDLREITGVDDLREAASTIAKL
IG

AASTIAKL iTRAQ4plex@N-t
Oxidation(D)@6;Oxidation(D)@6  
iTRAQ4plex(K)@

erm; 
Oxidation(R)@8;missed R E@8; missedOxidation(R)@8
16

missed -E@8; misse K L@16d -L@16 0 0861-0.0861 2262226 1814 7552.1814 7 067755.0677 2262 26752262.2675 755 0964 3 36 64755.0964 36.64

15.1 20.3 LITP iTRAQ4plex@N-term cleaved Q-L@N-term; cleaved P-Q@C-term -0.0291 586.3521 587.3594 586.3812 587.3885 1 54.24

15.1 20.3 LQGTNSELG
SGLK

REVLNK

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 
2; 
5; 
15; 
16; 
19

missed R-E@10; missed K-S@15 -0.0101 2620.4783 874.5000 2620.4883 874.5034 3 52.53

15.1 20.3 QLAFELGLPAESHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0054 1827.0188 610.0135 1827.0134 610.0117 3 33.55

15.1 20.3 SGLK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0392 547.3060 548.3133 547.3451 548.3524 1 38.83

15.1 20.3 TGGSVVVVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0130 1132.6930 567.3538 1132.7059 567.3602 2 27.14

15.1 20.3 TKEDAIAAVDK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@11

-0.0396 1591.8751 531.6323 1591.9147 531.6455 3 30.32

7.52 13.1 VIDKK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
4; 
5

cleaved V-V@N-term; missed K-K@4 -0.0002 889.5839 445.7992 889.5840 445.7993 2 36.74

15.1 20.3 VNIFGGIVR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
2 cleaved F-V@N-term 0.0107 1118.6677 560.3411 1118.6570 560.3358 2 28.99

LIC12565

3.4 4.9 ADKMMRTG
DTSYQTR

LRVGDLL iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
3

cleaved Y-A@N-term
missed R-T@6; misse

; missed K-M@3; 
d R-V@10 -1.0218 2813.4507 704.3699 2814.4724 704.6254 4 41.48

3.34 2.8 EAGEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved G-E@N-term 0.0525 820.5060 411.2603 820.4534 411.2340 2 40.99

3.4 4.9 ETTLSQEHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0001 1359.7239 454.2486 1359.7238 454.2485 3 25.03

3.34 2.8 GGEFGATTGRPR iTRAQ4plex@N-term -0.0129 1348.6840 450.5686 1348.6969 450.5729 3 35.48

3.34 2.8 HLVDEK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0147 883.5032 442.7589 883.4885 442.7515 2 38.88

3.4 4.9 HSVRINGITSIALTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
15 missed R-I@4 -0.0614 1897.0739 633.3652 1897.1353 633.3857 3 46.35

3.34 2.8 LNGKTLDCF
K

PSQGLD
No iTRAQ4plex@
iTRAQ4plex(K)@
Methylthio(C)@8; 
iTRAQ4plex(K)@

N-term; 
4; 

16

missed K-T@4 0.0943 2069.1472 518.2941 2069.0529 518.2705 4 47.23



0R

3.34 2.8 QIDS Gln->pyro-Glu@N-term cleaved S-Q@N-term; cleaved S-A@C-term 0.1552 444.3409 445.3481 444.1856 445.1929 1 1.85

3.4 4.9 VGDLLDTSYQTR Delta:H(2)C(2)@N-term; 
Methyl(D)@3 0.0111 1406.7153 704.3649 1406.7042 704.3594 2 41.38

3.34 2.8 VIDFLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0098 1108.6835 555.3490 1108.6736 555.3441 2 46.12

LIC12564

2 4.4 NSLNINSLSK

iTRAQ4plex@N-term; 
Deamidated(N)@1; 
Deamidated(N)@4; 
Deamidated(N)@6; 
iTRAQ4plex(K)@10

0.0541 1379.7928 690.9037 1379.7388 690.8767 2 45.08

2 4.4 SSLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved E-S@N-term 0.0017 577.3574 578.3647 577.3557 578.3630 1 56.92

2 4.4 WIPDGFHFLGPEDSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0208 2032.0507 678.3575 2032.0298 678.3505 3 35.73

LIC12474
19.52 12.4 AASIR iTRAQ4plex@N-term cleaved Q-A@N-term 0.0326 660.4366 661.4439 660.4041 661.4113 1 59.58

27.84 19.9 DFIIDLVCYR iTRAQ4plex@N-term; 
Methylthio(C)@8 0.0082 1445.7251 723.8698 1445.7169 723.8657 2 47.05

27.84 19.9 DPLGIQKPNR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@

erm; 
7; 
9

cleaved L-D@N-term -0.0354 1425.7830 476.2682 1425.8183 476.2801 3 29.17

19.52 12.4 EMGIINLLNAY Glu->pyro-Glu@N
Deamidated(N)@

-term; 
6 cleaved Y-R@C-term -0.0207 1232.5905 617.3025 1232.6111 617.3128 2 43.43

27.84 19.9 EMGIINLLNAYR iTRAQ4plex@N-term 0.0003 1549.8412 775.9279 1549.8408 775.9277 2 36.92

19.52 12.4 ERIEELLPGNAR Carbamyl@N-ter
Deamidated(N)@

m; 
10 missed R-I@2 0.0546 1439.7914 720.9030 1439.7369 720.8757 2 43.42

27.84 19.9 ESPSPAAGHMK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved H-E@N-term -0.0068 1398.7101 467.2440 1398.7169 467.2462 3 25.84

27.84 19.9 FPASLSPVE
R

DILQGAF iTRAQ4plex@N-term 0.0036 1990.0681 996.0413 1990.0646 996.0396 2 41.19

27.84 19.9 GFQIPIIHVN
VYR

GDDPEA iTRAQ4plex@N-term; 
Deamidated(N)@10 -0.0046 2284.1565 762.3928 2284.1610 762.3943 3 34.49

27.84 19.9 IRLSGQDSQ
R

RGTFSH iTRAQ4plex@N-t
Oxidation(R)@1Oxidation(R)@10

erm; missed R-L@2; missed R-G@10 0.0648 2004.1019 669.0413 2004.0371 669.0196 3 45.62

19.52 12.4 KMESPEFLAPLPR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-M@1 0.0000 1802.0004 601.6741 1802.0004 601.6741 3 47.19

27.84 19.9 KPLVIVTPK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@9

-0.0023 1425.9625 476.3281 1425.9648 476.3289 3 31.47

27.84 19.9 LAEIVDLYEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0059 1479.8488 740.9316 1479.8428 740.9287 2 34.22

19.52 12.4 LAPLPRGIK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
6; 
9

cleaved F-L@N-term; missed R-G@6 -0.0170 1252.7941 627.4043 1252.8111 627.4128 2 44.40

27.84 19.9 LDPLGIQKPNR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0016 1537.9169 513.6462 1537.9184 513.6467 3 31.14

27.84 19.9 LGHNETDEPAFTQPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0017 1970.9924 658.0048 1970.9941 658.0053 3 28.86

27.84 19.9 LHLQEQDQ
A

LVLDAFQ iTRAQ4plex@N-term -0.0421 2011.0074 1006.5110 2011.0496 1006.5321 2 53.92

19.52 12.4 LHNISPADID
LGR

TVVDSET Carbamyl@N-term 0.0131 2194.0996 1098.0570 2194.0866 1098.0506 2 46.57

27.84 19.9 LMALYGEN
NQYK

GALLEELY iTRAQ4plex@N-term; 
Deamidated(N)@8; 
iTRAQ4plex(K)@20

0.0063 2620.3401 874.4540 2620.3338 874.4519 3 38.74

27.84 19.9 LNPETLDKEWK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8; 
iTRAQ4plex(K)@11

-0.0321 1803.9775 602.3331 1804.0096 602.3438 3 34.40

27.84 19.9 LSGQ iTRAQ4plex@N-term cleaved Q-D@C-term 0.0244 547.3333 548.3405 547.3088 548.3160 1 42.24

19.52 12.4 LSLAFNPSH
VTGSVR

LECVDPV iTRAQ4plex@N-term; 
Deamidated(N)@6; 
Methylthio(C)@12

0.1287 2530.3970 844.4729 2530.2682 844.4300 3 49.30

19.52 12.4 LSLAFNPSH
VTGSVRAR

LECVDPV iTRAQ4plex@N-t
Oxidation(P)@7; 
Methylthio(C)@12

erm; 
Oxidation(H)@9; missed R-A@22 0.1182 2788.5303 930.5174 2788.4122 930.4780 3 57.60

27.84 19.9 NARL iTRAQ4plex@N-term cleaved G-N@N-term
missed R-L@3

; cleaved L-V@C-term; 0.0816 616.4594 617.4667 616.3778 617.3851 1 55.94

19.52 12.4 QMLR iTRAQ4plex@N-term 0.0171 690.4139 691.4212 690.3969 691.4041 1 57.98

27.84 19.9 QTLIGDKDR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0147 1332.7458 445.2559 1332.7605 445.2608 3 27.83

27.84 19.9 RLGHNETD
K

EPAFTQP iTRAQ4plex@N-t
Oxidation(H)@4; 
iTRAQ4plex(K)@

erm; 

16
missed R-L@1 -0.0031 2143.0872 715.3696 2143.0902 715.3707 3 46.98



27.84 19.9 SAGK Protein Terminal 
iTRAQ4plex(K)@

Acetyl@N-term; 
4 cleaved F-S@N-term -0.0049 547.3039 548.3112 547.3088 548.3160 1 41.87

27.84 19.9 SAVATSFTDAQAASIR iTRAQ4plex@N-term 0.0044 1738.9015 870.4580 1738.8972 870.4559 2 58.53

19.52 12.4 SRST iTRAQ4plex@N-term cleaved E-S@N-term
missed R-S@2

; cleaved T-L@C-term; 0.0082 593.3337 594.3409 593.3255 594.3328 1 50.51

27.84 19.9 STLYATDLAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0172 1369.7524 685.8835 1369.7697 685.8921 2 29.01

27.84 19.9 TDKDNLSYADVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@12

-0.0292 1799.9338 600.9852 1799.9631 600.9950 3 30.52

27.84 19.9 VDTMQGVWSK
iTRAQ4plex@N-term; 
Deamidated(Q)@5; 
iTRAQ4plex(K)@10

0.0276 1438.7646 480.5955 1438.7370 480.5863 3 25.65

27.84 19.9 VEQIYPFPAK
iTRAQ4plex@N-term; 
Oxidation(P)@8; 
iTRAQ4plex(K)@10

0.0337 1494.8663 748.4404 1494.8326 748.4236 2 39.04

19.52 12.4 VQALTSVPQGF iTRAQ4plex@N-term cleaved I-V@N-term; cleaved F-T@C-term -0.0044 1289.7057 430.9092 1289.7101 430.9107 3 39.31

19.52 12.4 VVFSAGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0029 994.6026 498.3086 994.6055 498.3100 2 38.42

19.52 12.4 YHLGYSNSR No iTRAQ4plex@N-term; 
Deamidated(N)@7 0.0114 1096.5052 549.2599 1096.4938 549.2542 2 37.50

19.52 12.4 YIPLNHISSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0018 1458.8456 487.2892 1458.8438 487.2886 3 43.34

LIC12350

5.72 6.3 AAIFPLMK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0447 1033.6564 517.8354 1033.6116 517.8131 2 39.75

5.72 6.3 EIGT No iTRAQ4plex@N-term cleaved D-E@N-term; cleaved T-P@C-term 0.0354 418.2418 419.2491 418.2064 419.2136 1 49.86

5.72 6.3 EIMA Glu->pyro-Glu@N-term cleaved N-E@N-term; cleaved A-R@C-term 0.0360 444.2403 445.2475 444.2043 445.2115 1 16.49

5.72 6.3 FADLSKLGN
AIGK

IEYDDGG
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@Q p ( )@

erm; 
6; 
9; 
20

cleaved I-F@N-term; missed K-L@6 -0.0160 2515.3010 839.4410 2515.3172 839.4463 3 35.37

5.72 6.3 GEGFATGLTLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0142 1509.8424 755.9285 1509.8282 755.9214 2 48.13

5.72 6.3 GGLSNTFD
LLQNLKQLW

YGPYGVE
WK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(W)@25
iTRAQ4plex(K)@

erm; 
21; 
; 
26

cleaved Y-G@N-term; missed K-Q@21 0.0888 3473.9238 869.4882 3473.8349 869.4660 4 12.05

5.72 6.3 KIPFGIAQIGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
11

missed K-I@1 -0.0450 1602.9738 535.3318 1603.0187 535.3468 3 36.47

5.72 6.3 LGNIEYDDGGAIGKR

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
Oxidation(R)@15

erm; 
3; 
14; missed K-R@14 0.0204 1881.9880 628.3366 1881.9676 628.3298 3 30.11

5.72 6.3 LLNP No iTRAQ4plex@
Deamidated(N)@

N-term; 
3 cleaved I-L@N-term; cleaved P-K@C-term 0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48

5.72 6.3 LNFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved F-L@N-term 0.0016 808.5067 405.2606 808.5051 405.2598 2 29.09

5.72 6.3 TDYDLNQHQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0063 1548.7841 517.2686 1548.7776 517.2665 3 26.38

5.72 6.3 VSTT iTRAQ4plex@N-term cleaved V-V@N-term; cleaved T-R@C-term 0.0325 550.3409 551.3482 550.3084 551.3157 1 56.04

5.72 6.3 VVEP iTRAQ4plex@N-term cleaved F-V@N-term; cleaved P-A@C-term 0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86

5.72 6.3 YQDQVQNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0132 1309.6738 655.8442 1309.6870 655.8508 2 26.62

5.72 6.3 YVPFVVEPALGVNR iTRAQ4plex@N-term; 
Deamidated(N)@13 -0.0243 1703.9126 852.9636 1703.9368 852.9757 2 34.37

LIC12335

7.73 11.8 ADPEIFAALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0056 1361.7854 681.9000 1361.7798 681.8972 2 33.55

7.73 11.8 GGIQEMTQK
iTRAQ4plex@N-term; 
Deamidated(Q)@8; 
iTRAQ4plex(K)@9

0.0201 1279.6887 640.8516 1279.6686 640.8416 2 30.59

7.73 11.8 IDFSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved T-I@N-term 0.0062 896.5273 449.2709 896.5211 449.2678 2 29.80

7.73 11.8 IYKPIPYGVDSK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@12

-0.0010 1811.0548 604.6922 1811.0558 604.6926 3 31.16



7.73 11.8 KYIETVLANAK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(N)@9; 
iTRAQ4plex(K)@

erm; 
1; 

11

missed K-Y@1 -0.2034 1696.8055 566.6091 1697.0089 566.6769 3 33.46

4.88 6.3 LGTPALTTR iTRAQ4plex@N-term -0.0035 1072.6328 537.3237 1072.6362 537.3254 2 38.32

7.73 11.8 LRGP No iTRAQ4plex@N-term cleaved T-L@N-term;
missed R-G@2

 cleaved P-R@C-term; -0.0113 441.2587 442.2660 441.2700 442.2772 1 60.44

7.73 11.8 NPPAVASGIR iTRAQ4plex@N-term 0.0090 1124.6514 563.3329 1124.6424 563.3285 2 26.69

7.73 11.8 QANM Gln->pyro-Glu@N
Deamidated(N)@

-term; 
3 cleaved A-Q@N-term; cleaved M-A@C-term -0.0185 446.1286 447.1359 446.1471 447.1544 1 3.57

7.73 11.8 TLAEVFVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0074 1193.7190 597.8668 1193.7263 597.8704 2 38.26

7.73 11.8 VFPGIQGGP
K

LMHVIAA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0147 2022.1545 675.0588 2022.1692 675.0637 3 35.02

4.88 6.3 YAEGYPGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0004 1171.6122 586.8134 1171.6117 586.8131 2 35.78

LIC12285

6 4.3 AADVGADLVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0017 1302.7404 652.3774 1302.7387 652.3766 2 28.95

6 4.3 AAVDMVEEVR iTRAQ4plex@N-term 0.0048 1261.6506 631.8326 1261.6458 631.8302 2 29.76

6 4.3 AFRVAFDSGAVMGF iTRAQ4plex@N-t
Deamidated(R)@

erm; 
3 cleaved F-G@C-term; missed R-V@3 0.0104 1618.8040 810.4092 1618.7935 810.4041 2 51.85

6 4.3 DRTDTLDAA
GK

GNTTAAI iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
11; 
18

missed R-T@2 0.0917 2079.1606 694.0608 2079.0688 694.0302 3 42.02

6 4.3 EIPGIMEGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0244 1260.6748 631.3447 1260.6991 631.3568 2 30.01

6 4.3 LIFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved G-L@N-term 0.0065 807.5527 404.7836 807.5462 404.7804 2 39.59

LIC12211

2.02 12.3 ISAVYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0097 967.5850 484.7997 967.5946 484.8046 2 38.21

2.02 12.3 ISAVYKNGVLNLTLPK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@Q p ( )@

erm; 
6; 
7; 
16

missed K-N@6 -0.0016 2162.3022 721.7747 2162.3040 721.7753 3 53.61

4.44 24.6 ISGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved I-I@N-term -0.0413 547.3039 548.3112 547.3451 548.3524 1 41.87

4.44 24.6 NGVLNLTLPK
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@10

-0.0044 1356.8176 679.4161 1356.8220 679.4183 2 32.40

2.02 12.3 SAVYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-S@N-term -0.0215 854.4891 428.2518 854.5105 428.2625 2 41.97

4.44 24.6 TFTLTESVEEDR iTRAQ4plex@N-term 0.0133 1569.7778 785.8962 1569.7644 785.8895 2 59.32

4.44 24.6 VDIYSDEEN
GVEEK

IYLLADLP iTRAQ4plex@N-term; 
iTRAQ4plex(K)@22 -0.0425 2811.3884 938.1368 2811.4310 938.1509 3 49.26

LIC12113
4 20.9 EFLINQNILR iTRAQ4plex@N-term -0.0020 1402.8035 702.4090 1402.8054 702.4100 2 33.26

4 20.9 ELTT Glu->pyro-Glu@N-term cleaved Y-E@N-term; cleaved T-I@C-term 0.0102 444.2322 445.2395 444.2220 445.2293 1 59.77

4 20.9 ELTTITRVSSREVAK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
7; 
15

cleaved Y-E@N-term
missed R-E@11

; missed R-V@7; -0.0377 1978.0925 660.3715 1978.1302 660.3840 3 29.89

4 20.9 NYELTTITR iTRAQ4plex@N-term -0.0016 1253.6721 627.8433 1253.6738 627.8442 2 29.40
4 20.9 TTITRVSSR iTRAQ4plex@N-term cleaved L-T@N-term; missed R-V@5 -0.0545 1163.6200 582.8173 1163.6744 582.8445 2 29.51

4 20.9 YELTTITRVSSR No iTRAQ4plex@
Deamidated(R)@

N-term; 
12 cleaved N-Y@N-term; missed R-V@8 0.0371 1425.7834 476.2684 1425.7464 476.2561 3 29.06

LIC12111

3.92 8.7 FTADPELAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0141 1278.7205 640.3675 1278.7063 640.3604 2 28.90

3.92 8.7 LERFITNR iTRAQ4plex@N-t
Oxidation(F)@4

erm; cleaved L-L@N-term; missed R-F@3 -0.0458 1207.6337 403.5518 1207.6795 403.5671 3 28.68

3.92 8.7 NIELLERFITNR iTRAQ4plex@N-t
Deamidated(R)@

erm; 
7 missed R-F@7 0.1153 1662.0377 555.0198 1661.9223 554.9814 3 33.44

3.92 8.7 RITGTSARYQRVLAR No iTRAQ4plex@N-term missed R-I@1; misse
V@11

d R-Y@8; missed R- -0.0842 1746.9124 583.3114 1746.9965 583.3395 3 46.69

3.92 8.7 SENEIKEER iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved M-S@N-term -0.0385 1420.7017 474.5745 1420.7402 474.5873 3 27.10

3.92 8.7 SIGLLPYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0081 1177.7234 589.8690 1177.7314 589.8730 2 31.40

LIC12110

2.05 10.1 DVINLGDAG
GYARNFLFP

DLKEVAD
KR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(Y)@18
Oxidation(R)@20
iTRAQ4plex(K)@

erm; 
12; 
; 
; 
26

missed R-N@20; missed K-R@26 -0.0296 3456.8071 865.2090 3456.8367 865.2164 4 53.82



2.05 10.1 ILQKDVINLGDAGDLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
16

cleaved V-I@N-term -0.1391 2143.1187 715.3802 2143.2578 715.4265 3 39.32

2.89 10.1 KIEIAEPIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-I@1 0.0059 1355.8440 452.9553 1355.8380 452.9533 3 44.09

2.05 10.1 LAEGIQPTITLHVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -1.0442 1806.0370 603.0196 1807.0811 603.3676 3 32.86

2.05 10.1 LFGAVTPIDVASILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0075 1831.0988 916.5566 1831.1063 916.5604 2 38.07

2.05 10.1 NFLFPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0020 1052.6243 527.3194 1052.6262 527.3204 2 43.60

LIC11980

2 21.1 DLGDGIRSFR
iTRAQ4plex@N-t
Oxidation(F)@9; 
Deamidated(R)@

erm; 

10
missed R-S@7 0.0134 1295.6726 648.8436 1295.6592 648.8369 2 32.59

2 21.1 LFGGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved L-L@N-term 0.0016 808.5067 405.2606 808.5051 405.2598 2 29.09

2 21.1 SLTGESDD
EQER

SSQQISQ iTRAQ4plex@N-term -0.0227 2267.0044 756.6754 2267.0271 756.6830 3 26.65

LIC11954

2 3.7 DVLLGLDAASSEFYDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0148 2030.0601 677.6940 2030.0452 677.6890 3 49.19

2.44 1.9 ELLR iTRAQ4plex@N-term cleaved N-E@N-term 0.0274 673.4519 674.4592 673.4245 674.4317 1 58.31

2 3.7 GSLSETLSSIEMAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
14 cleaved I-G@N-term -0.0476 1595.7722 798.8934 1595.8198 798.9172 2 55.87

2 3.7 IQAREIMDSR
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(S)@

erm; 
4; 
9

missed R-E@4 0.0233 1506.8301 503.2840 1506.8068 503.2762 3 28.05

2.44 1.9 MGAEIFHSLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0108 1419.7896 474.2704 1419.7788 474.2669 3 50.56

2 3.7 SHHSQIQKIQAR

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
Oxidation(R)@12

erm; 
7; 
8; cleaved M-S@N-term; missed K-I@8 -0.0267 1736.9259 869.4702 1736.9525 869.4836 2 58.40

2.44 1.9 YTNVVSHR iTRAQ4plex@N-term 0.0002 1118.5957 560.3051 1118.5954 560.3050 2 35.75
LIC11889LIC11889

2.92 3.2 ADMGAYYNR iTRAQ4plex@N-term 0.0061 1203.5526 602.7836 1203.5464 602.7805 2 37.31

2.92 3.2 INHN iTRAQ4plex@N-term cleaved I-I@N-term; cleaved N-L@C-term 0.0163 640.3578 641.3651 640.3415 641.3487 1 59.26

2.92 3.2 INHNLSAVNAHR
No iTRAQ4plex@
Oxidation(N)@4; 
Deamidated(N)@

N-term; 

9
cleaved I-I@N-term 0.0050 1361.6851 681.8498 1361.6800 681.8473 2 41.74

2.92 3.2 LFEGQFAR iTRAQ4plex@N-term 0.0031 1110.5975 556.3060 1110.5944 556.3045 2 42.53

2.92 3.2 LRTQINGLRQAER iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
10 missed R-T@2; missed R-Q@9 0.1158 1699.0768 567.3662 1698.9611 567.3276 3 45.39

2.92 3.2 MIINHNLSAVNAHR iTRAQ4plex@N-term; 
Oxidation(H)@5 0.0012 1748.9238 583.9819 1748.9226 583.9815 3 47.44

LIC11840

2.02 1.7 ALDSLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved I-A@N-term -0.0126 933.5613 467.7879 933.5739 467.7942 2 37.33

2.02 1.7 EDIQGSIAHAR No iTRAQ4plex@N-term; 
Oxidation(H)@9 0.0317 1211.6212 606.8179 1211.5895 606.8020 2 41.35

2.02 1.7 ELGLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0126 933.5613 467.7879 933.5739 467.7942 2 37.33

2.02 1.7 ELIR iTRAQ4plex@N-term cleaved A-E@N-term 0.0274 673.4519 674.4592 673.4245 674.4317 1 58.31

2.02 1.7 GLPSTYNR
ALFDSI

DLQEDKL iTRAQ4plex@N-t
Oxidation(D)@13
iTRAQ4plex(K)@

erm; 
; 
14

cleaved I-E@C-term; 
missed K-L@14

missed R-D@8; -0.0082 2698.3977 675.6067 2698.4057 675.6087 4 36.12

2.02 1.7 ISYGGTSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0027 1099.6145 550.8145 1099.6117 550.8131 2 34.97

2.02 1.7 LDSLK
iTRAQ4plex@N-t
Oxidation(D)@2; 
iTRAQ4plex(K)@

erm; 

5
cleaved A-L@N-term 0.0691 878.6008 440.3077 878.5317 440.2731 2 43.63

2.02 1.7 LSADK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-L@N-term 0.0117 820.5016 411.2581 820.4898 411.2522 2 40.92

2.02 1.7 LVMLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved L-L@N-term 0.0145 890.6012 446.3079 890.5867 446.3006 2 42.74

2.02 1.7 VSPNSMDG
LEFLFACTQ

VSSRDHI
LMIHVSR

iTRAQ4plex@N-t
Deamidated(N)@
Methylthio(C)@22

erm; 
4; missed R-D@12 0.1854 3679.9595 920.9971 3679.7741 920.9508 4 56.20

LIC11822

3.22 4.3 AAAATVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0781 918.4961 460.2553 918.5742 460.2944 2 44.35

3.22 4.3 DIILAIIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0089 1242.8066 622.4106 1242.8155 622.4150 2 51.67

3.22 4.3 LAIIGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved I-L@N-term 0.0074 901.6279 451.8212 901.6204 451.8175 2 41.54



3.22 4.3 VQAIVVPGSGR iTRAQ4plex@N-term -0.0098 1225.7167 613.8656 1225.7265 613.8705 2 39.72
LIC11821

4 21.8 DAGTK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved D-D@N-term 0.0364 634.3772 635.3845 634.3408 635.3481 1 54.37

4 21.8 MKPFTILNG
NVDTDQIIP

IAALLDRP
K

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
Deamidated(N)@8; 
Oxidation(P)@17; 
Deamidated(N)@18; 
Dehydrated(D)@20; 
iTRAQ4plex(K)@27

-0.0498 3424.8508 857.2200 3424.9005 857.2324 4 40.58

4 21.8 SEEVEELFH
AK

LVSTNVG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0211 2275.1729 759.3983 2275.1940 759.4053 3 37.43

4 21.8 VIVDLDKQTVTGPTGK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@
Oxidation(P)@13
iTRAQ4plex(K)@

erm; 
7; 
8; 
; 
16

missed K-Q@7 -0.0037 2119.2065 707.4094 2119.2102 707.4107 3 39.25

LIC11781

16.01 30.7 AGVPVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0082 857.5661 429.7903 857.5578 429.7862 2 25.54

16.01 30.7 EINWALLVGSVPR iTRAQ4plex@N-term -0.0417 1596.8693 799.4419 1596.9110 799.4628 2 38.98

16.01 30.7 EINWALLVGSVPRK
Glu->pyro-Glu@N
Oxidation(N)@3; 
iTRAQ4plex(K)@

-term; 

14
missed R-K@13 0.0025 1722.9928 575.3382 1722.9903 575.3374 3 49.93

16.01 30.7 EVTHLGIWG
YPDFYNTK

NHSATQ iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 0.0125 2965.4727 742.3754 2965.4602 742.3723 4 36.79

16.01 30.7 GASSAASA
VR

ANGVVDT iTRAQ4plex@N-term; 
Deamidated(N)@10 -0.0084 1676.8367 839.4256 1676.8451 839.4298 2 26.86

16.01 30.7 GLIFGFPLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0123 1278.8068 640.4106 1278.7944 640.4045 2 42.56

16.01 30.7 GVIMELEDCAFPLLQK
iTRAQ4plex@N-term; 
Methylthio(C)@9; 
iTRAQ4plex(K)@16

0.0370 2139.1392 1070.5770 2139.1022 1070.5584 2 3.53

16.01 30.7 IITP iTRAQ4plex@N-term cleaved G-I@N-term; cleaved P-T@C-term -0.0291 586.3521 587.3594 586.3812 587.3885 1 54.24

16.01 30.7 INGGIFVNQGK
iTRAQ4plex@N-term; 
Deamidated(N)@2; 
iTRAQ4plex(K)@11

0.0261 1434.8335 718.4240 1434.8074 718.4110 2 31.67

16.01 30.7 ITHEELVSER iTRAQ4plex@N-term -0.0076 1355.7091 452.9103 1355.7167 452.9128 3 27.70

16.01 30.7 ITHEELVSERNEVK
No iTRAQ4plex@
Deamidated(R)@
iTRAQ4plex(K)@

N-term; 
10; 
14

missed R-N@10 0.0514 1827.0010 914.5078 1826.9496 914.4821 2 52.22

16.01 30.7 KVEIIQGISLNDFAK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
11; 
15

missed K-V@1 -0.1538 2107.0718 703.3645 2107.2254 703.4158 3 43.98

16.01 30.7 SSAASAANGVVDTVR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
8 cleaved A-S@N-term -0.0084 1548.7782 775.3964 1548.7865 775.4006 2 26.55

16.01 30.7 VAVTGAAG
R

QIGYSLLF iTRAQ4plex@N-term 0.0076 1866.0562 934.0353 1866.0485 934.0315 2 60.51

16.01 30.7 VEIIQGISLNDFAKEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14; 
iTRAQ4plex(K)@16

0.0102 2235.2942 746.1053 2235.2840 746.1019 3 36.27

16.01 30.7 VGSVPR iTRAQ4plex@N-t
Deamidated(R)@

erm; 
6 cleaved L-V@N-term 0.0099 758.4507 759.4580 758.4408 759.4481 1 49.96

16.01 30.7 VTVSSDLDTAFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0115 1569.8608 785.9377 1569.8494 785.9320 2 59.29

LIC11767

2 4.7 EMQEKYPVISEVR

Glu->pyro-Glu@N
Oxidation(M)@2; 
Deamidated(Q)@
iTRAQ4plex(K)@

-term; 

3; 
5

missed K-Y@5 -0.0009 1749.8721 875.9433 1749.8729 875.9437 2 34.37

2 4.7 GIEFIEPNN
ER

DEALVAAF iTRAQ4plex@N-term 0.0027 2277.1426 760.0548 2277.1399 760.0539 3 38.50

LIC11760

3.7 31.9 AAIKDNGGSLGVLAPK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
Deamidated(N)@6; 
iTRAQ4plex(K)@16

0.0197 1943.1614 648.7277 1943.1417 648.7212 3 45.36

3.7 31.9 GTVSGNNVSHSHIK
Carbamyl@N-term; 
Deamidated(N)@6; 
iTRAQ4plex(K)@14

0.0116 1623.8203 542.2807 1623.8087 542.2768 3 35.04

LIC11745

9.71 18.9 AEIEGDMG
AR

DSHMGLQ iTRAQ4plex@N-term 0.0441 1959.9342 654.3187 1959.8900 654.3040 3 58.72



9.71 18.9 AEIEGDMG
ARLMSQAL

DSHMGLQ
R

iTRAQ4plex@N-t
iTRAQ4plex(S)@
Deamidated(Q)@

erm; 
10; 
15

missed R-L@17 0.0913 2904.5049 969.1756 2904.4136 969.1451 3 52.62

3.6 7.4 AKEDAPSVDDSK
Carbamyl@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@12

0.0034 1591.7968 796.9056 1591.7933 796.9039 2 33.97

3.6 7.4 DLNSLPLLVQENNKK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
12; 
14; 
15

missed K-K@14 -0.0074 2157.2295 720.0838 2157.2371 720.0863 3 49.04

9.71 18.9 EDAPSVDDSKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
10; 
11

missed K-K@10 -0.0358 1621.8168 541.6129 1621.8524 541.6248 3 26.75

9.71 18.9 EGSLVDLGVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0108 1303.7700 652.8923 1303.7591 652.8868 2 30.57

9.71 18.9 EKEESVGNR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0500 1334.6534 445.8918 1334.7034 445.9084 3 26.08

9.71 18.9 GGVAAFIDA
YAK

EHALDPS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 0.0056 2219.1521 740.7247 2219.1466 740.7228 3 37.10

3.6 7.4 GSIMKLGSDSAK

No iTRAQ4plex@
Oxidation(M)@4; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 

5; 
12

missed K-L@5 -0.0426 1496.7687 749.3916 1496.8112 749.4129 2 33.70

9.71 18.9 KLAIEQAMSQIEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
13

missed K-L@1 0.0093 1920.1172 641.0463 1920.1080 641.0433 3 35.99

9.71 18.9
LGSDSAKQ
GSLDLDIAL
R

TVQVIPS
GIGGYPIG

No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(D)@21

N-term; 
7; missed K-Q@7 -0.0417 3456.8169 865.2115 3456.8586 865.2219 4 62.61

9.71 18.9 LMSQALRKLT
iTRAQ4plex@N-t
Oxidation(M)@2; 
iTRAQ4plex(K)@

erm; 

8

cleaved T-G@C-term
missed K-L@8

; missed R-K@7; 0.0324 1463.9063 488.9760 1463.8738 488.9652 3 47.37

9.71 18.9 MGESIMK

iTRAQ4plex@N-term; 
Oxidation(M)@1; 
Oxidation(M)@6; 
iTRAQ4plex(K)@7Q p ( )@

0.0742 1114.6348 558.3246 1114.5606 558.2876 2 39.22

9.71 18.9 NNPEIALTIENMVR iTRAQ4plex@N-term -0.0141 1756.9122 879.4634 1756.9264 879.4705 2 43.49
3.6 7.4 NQIR iTRAQ4plex@N-term cleaved I-N@N-term 0.0526 673.4519 674.4592 673.3993 674.4066 1 58.31

9.71 18.9 NTEK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved Y-N@N-term 0.0042 634.3450 635.3523 634.3408 635.3481 1 37.78

9.71 18.9 PIGR No iTRAQ4plex@N-term cleaved Y-P@N-term -0.0113 441.2587 442.2660 441.2700 442.2772 1 60.44
LIC11726

2 4.0 DLKDYVR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(Y)@

erm; 
3; 
5

cleaved M-D@N-term -0.1394 1339.6432 447.5550 1339.7825 447.6014 3 27.79

2 4.0
FDTTLRDGE
MTENEKLE
K

QCPGAA
IASQLATM

iTRAQ4plex@N-t
Methylthio(C)@1
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
21; 
32

cleaved I-F@N-term; 
missed K-L@21

missed R-D@6; -0.0112 3975.9304 994.9899 3975.9416 994.9927 4 41.84

2 4.0 NKTQKTGSR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(S)@

erm; 
2; 
4; 
5; 
8

missed K-T@2; missed K-T@5 -0.0588 1595.8854 532.9691 1595.9442 532.9887 3 31.99

2 4.0 QIECTINGIGER
iTRAQ4plex@N-term; 
Methylthio(C)@4; 
Deamidated(N)@7

0.1554 1522.8795 762.4470 1522.7241 762.3694 2 55.20

2 4.0 VDIIEAGFPV
QAVER

SSPVQF iTRAQ4plex@N-term -0.0141 2431.2729 811.4316 2431.2869 811.4362 3 37.87

LIC11701

6.13 5.6 AREP No iTRAQ4plex@N-term cleaved V-A@N-term
missed R-E@2

; cleaved P-I@C-term; 0.0199 471.2641 472.2714 471.2441 472.2514 1 41.08

6.03 5.6 DIRNNER
iTRAQ4plex@N-t
Oxidation(R)@3; 
Deamidated(N)@

erm; 

5
missed R-N@3 0.0052 1076.5385 539.2765 1076.5332 539.2739 2 26.60

6.03 5.6 IDASTEIIHNAIR iTRAQ4plex@N-term 0.0101 1595.8854 532.9691 1595.8753 532.9657 3 31.99
6.03 5.6 IEETILSSSILR iTRAQ4plex@N-term cleaved I-I@N-term 0.0145 1503.8776 752.9460 1503.8630 752.9388 2 57.19

6.13 5.6 IGLIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-I@N-term 0.0086 830.5919 416.3032 830.5833 416.2989 2 39.82

6.13 5.6 IISLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0212 917.5942 459.8044 917.6153 459.8149 2 44.22

6.03 5.6
ILNSEKIDDF
GIEIVEEYTR
TLVPKDDSK

FTLLHEM
NTLEPAS
PAR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
6; 
39; No 
43

missed K-I@6; missed R-N@27 -0.0691 5705.9175 951.9935 5705.9868 952.0051 6 45.23

6.13 5.6 ISLGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-I@N-term 0.0044 804.5357 403.2751 804.5313 403.2729 2 38.14



missed

6.03 5.6 LGWPVQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0128 1114.6615 558.3380 1114.6742 558.3444 2 31.39

6.13 5.6 LRHPSR
iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(H)@3

erm; 
2; missed R-H@2 0.0010 925.5226 463.7686 925.5215 463.7681 2 44.57

6.03 5.6 MGVNIDEVR
NNER

EVIKDIR
No iTRAQ4plex@
Deamidated(N)@
Deamidated(R)@
iTRAQ4plex(K)@

N-term; 
4; 
9; 
13

missed R-E@9; missed R-N@16 -0.0128 2544.2961 849.1060 2544.3088 849.1102 3 48.05

6.03 5.6 QAITRAISDQAR iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
1 missed R-A@5 -0.0391 1473.7631 737.8888 1473.8021 737.9083 2 26.90

6.13 5.6 QEGN Gln->pyro-Glu@N-term cleaved I-Q@N-term; cleaved N-I@C-term 0.1861 429.3357 430.3430 429.1496 430.1569 1 58.43

6.03 5.6 QVLHTLPAR Gln->pyro-Glu@N-term -0.0014 1016.5753 509.2949 1016.5767 509.2956 2 30.16

6.03 5.6 VPVHMIEQVNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0051 1580.8901 527.9706 1580.8952 527.9723 3 30.70

LIC11652
10.44 32.7 AGATFISPF iTRAQ4plex@N-term cleaved F-I@C-term -0.0059 1053.5558 527.7852 1053.5617 527.7881 2 43.79
10.44 32.7 AGATFISPFIGR iTRAQ4plex@N-term -0.0031 1379.7653 690.8899 1379.7683 690.8914 2 33.61

10.44 32.7 EALELVEIAENVVIK
iTRAQ4plex@N-term; 
Deamidated(N)@11; 
iTRAQ4plex(K)@15

-0.0381 1957.0845 653.3688 1957.1227 653.3815 3 48.06

10.44 32.7 EIYDNYGYDTR iTRAQ4plex@N-term -0.0036 1551.6927 776.8536 1551.6963 776.8554 2 30.10

10.44 32.7 GADCATMP
FK

HSAFLQL iTRAQ4plex@N-term; 
Methylthio(C)@4; 
iTRAQ4plex(K)@17

-0.0011 2170.0605 724.3608 2170.0617 724.3612 3 36.72

10.44 32.7 GPIHLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0372 951.5738 476.7942 951.6109 476.8127 2 59.35

10.01 22.9 GRSFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-G@N-term; missed R-S@2 0.0428 881.5754 441.7950 881.5327 441.7736 2 39.15

10.44 32.7 GVTT iTRAQ4plex@N-term cleaved D-G@N-term; cleaved T-N@C-term 0.0149 520.3127 521.3200 520.2979 521.3051 1 50.50

10.44 32.7 HPLTDIGLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0021 1409.8143 470.9454 1409.8122 470.9447 3 31.08

10.44 32.7 IRGP No iTRAQ4plex@N-term cleaved S-I@N-term; 
missed R-G@2 R G@2

cleaved P-I@C-term; -0.0113 441.2587 442.2660 441.2700 442.2772 1 60.44

10.44 32.7 MELYLDTANVDEIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.9642 1940.0367 971.0256 1941.0009 971.5077 2 47.65

10.44 32.7 NIPTNVTLC
LAAK

FSAPQAL iTRAQ4plex@N-term; 
Methylthio(C)@9; 
iTRAQ4plex(K)@20

0.0077 2405.3132 802.7783 2405.3054 802.7758 3 37.82

10.44 32.7 NVTLCFSAP
AGATFISPF

QALLAAK
IGR

iTRAQ4plex@N-t
Methylthio(C)@5; 
iTRAQ4plex(K)@

erm; 

16
cleaved T-N@N-term; missed K-A@16 -13.0084 3184.7253 637.9523 3197.7337 640.5540 5 36.07

10.44 32.7 SAFLQLFK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
5; 
8

cleaved H-S@N-term -0.0159 1241.7104 621.8625 1241.7263 621.8704 2 47.17

10.01 22.9 SGRSFK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
6 missed R-S@3 0.0218 824.4844 413.2495 824.4626 413.2386 2 41.44

10.01 22.9 TVVELTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0023 1076.6708 539.3427 1076.6685 539.3415 2 38.83

10.44 32.7 TVVELTKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 missed K-R@7 -0.0119 1232.7578 617.3862 1232.7696 617.3921 2 47.79

10.44 32.7 VDDTSWDGMELISEIR iTRAQ4plex@N-term 0.0051 2008.9585 1005.4870 2008.9534 1005.4840 2 44.36

10.44 32.7 VPLIPEGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0261 1252.7738 627.3942 1252.7998 627.4072 2 31.88

10.44 32.7 YLDTANVDEIK
iTRAQ4plex@N-t
Oxidation(D)@8; 
iTRAQ4plex(K)@

erm; 

11
cleaved L-Y@N-term 0.1005 1583.9291 528.9836 1583.8286 528.9502 3 34.70

LIC11600

2 6.1 ALYDHTNLSPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0121 1545.8516 516.2911 1545.8395 516.2871 3 40.97

2 6.1 EWRTDRMLR
Glu->pyro-Glu@N
Oxidation(W)@2; 
Oxidation(M)@7

-term; 
missed R-T@3; missed R-M@6 -0.0069 1275.6074 638.8110 1275.6142 638.8144 2 49.16

LIC11590

2 16.8 ISFEDALMELEQIAEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0105 2153.1274 718.7164 2153.1170 718.7129 3 41.31

LIC11555

2.01 12.3 FVDIVGHYHPAQIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0108 1911.0503 638.0240 1911.0610 638.0276 3 37.64

2.01 12.3 IIHSFFGGYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0139 1455.8257 486.2825 1455.8118 486.2779 3 43.19

2.01 12.3 ILTWLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0173 1060.6715 531.3430 1060.6888 531.3517 2 41.40



2.01 12.3 NGAQPTGTVLNLFK

iTRAQ4plex@N-term; 
Deamidated(N)@1; 
Oxidation(P)@5; 
iTRAQ4plex(K)@14

0.0843 1764.0505 589.0241 1763.9661 588.9960 3 41.73

2.01 12.3 VKLR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 cleaved L-V@N-term; missed K-L@2 -0.0242 802.5391 803.5463 802.5632 803.5705 1 56.76

LIC11546

2 5.9 GHRLVADDMVEIRR iTRAQ4plex@N-t
Deamidated(R)@

erm; 
3 missed R-L@3; missed R-R@13 -0.0293 1810.9301 906.4723 1810.9594 906.4870 2 8.52

2 5.9 IFGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved Q-I@N-term 0.0153 751.4989 752.5062 751.4836 752.4909 1 56.22

2 5.9 IQIFGK
No iTRAQ4plex@N-term; 
Deamidated(Q)@2; 
iTRAQ4plex(K)@6

0.0274 849.5356 425.7751 849.5082 425.7614 2 30.19

2 5.9 NIPIIVETAAMNQRLR
iTRAQ4plex@N-t
Oxidation(P)@3; 
Oxidation(R)@16

erm; 
missed R-L@14 -0.0912 2014.0203 672.3474 2014.1115 672.3778 3 58.22

2 5.9 QIFG Gln->pyro-Glu@N-term cleaved I-Q@N-term; cleaved G-K@C-term 0.0361 446.2526 447.2599 446.2165 447.2238 1 6.97

2 5.9 SLAPRTMRHGVL iTRAQ4plex@N-term cleaved L-I@C-term; 
R-H@8

missed R-T@5; missed -0.0352 1480.8066 494.6095 1480.8418 494.6212 3 29.39

2 5.9 TGLENPTEE
LIR

LLGVQIP iTRAQ4plex@N-term -0.0069 2235.2529 746.0916 2235.2596 746.0938 3 39.51

LIC11541

2.02 3.8 IPYIFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0024 1067.6647 534.8396 1067.6623 534.8384 2 46.49

2.02 3.8 KGQFLAPADTR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-G@1 0.0054 1490.8502 497.9574 1490.8449 497.9556 3 41.18

2.02 3.8 LAPADTR iTRAQ4plex@N-term cleaved F-L@N-term 0.0269 886.5264 444.2704 886.4994 444.2570 2 40.70
LIC11511

2 5.6 DTMRHAEG
IGILK

VGLAAPQ iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
15; 
20

cleaved F-D@N-term; missed R-H@4 -0.0458 2365.2573 592.3216 2365.3031 592.3331 4 37.10

2 5.6 GYVERPNQIR iTRAQ4plex@N-term -0.0170 1374.7321 459.2513 1374.7490 459.2569 3 27.24

2 5.6 IGILK iTRAQ4plex@N-t
iTRAQ4plex(K)@5iTRAQ4plex(K)@5

erm; cleaved Q-I@N-term 0.0086 830.5919 416.3032 830.5833 416.2989 2 39.82

2 5.6 ILNP No iTRAQ4plex@
Deamidated(N)@

N-term; 
3 cleaved I-I@N-term; cleaved P-V@C-term 0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48

2 5.6 IVVV No iTRAQ4plex@N-term cleaved Q-I@N-term; cleaved V-G@C-term 0.0318 428.3317 429.3389 428.2999 429.3071 1 58.52

2 5.6 LYVDR iTRAQ4plex@N-term cleaved I-L@N-term 0.0521 808.5086 405.2616 808.4565 405.2355 2 39.36

2 5.6 VVGS iTRAQ4plex@N-term cleaved V-V@N-term; cleaved S-E@C-term -0.0028 504.3002 505.3075 504.3029 505.3102 1 56.17

LIC11479

2 6.4 EHIDFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0049 1188.6796 595.3470 1188.6746 595.3446 2 31.99

2 6.4 LNDMDLEG
KGGRQR

MTLTVEG iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
16 missed K-G@16; missed R-Q@19 0.0575 2607.3928 870.1382 2607.3352 870.1190 3 42.26

2 6.4 LVPFGEK
iTRAQ4plex@N-term; 
Oxidation(F)@4; 
iTRAQ4plex(K)@7

-0.0346 1092.6077 547.3111 1092.6423 547.3284 2 29.83

2 6.4 SIPDYLTQD
IK

EIEELFAS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 0.0060 2498.3096 833.7772 2498.3036 833.7751 3 39.79

2 6.4 TVEGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved L-T@N-term -0.0767 820.4131 821.4203 820.4898 821.4971 1 14.44

2 6.4 VQADDIMRFLNEEK

iTRAQ4plex@N-t
Deamidated(Q)@
Oxidation(M)@7; 
iTRAQ4plex(K)@

erm; 
2; 

14

missed R-F@8 -0.0231 2011.9897 671.6705 2012.0128 671.6782 3 27.41

LIC11417

4 17.7 DTERNFYMTADEAK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
5; 
14

missed R-N@4 0.0440 1978.9626 660.6615 1978.9186 660.6468 3 25.19

4 17.7 IMMHQPMG
SDIEIQAR

GATGQA iTRAQ4plex@N-term 0.0241 2485.2239 829.4152 2485.1998 829.4072 3 59.08

4 17.7 NYGIIDTVIQIDR iTRAQ4plex@N-term -0.0299 1662.8763 832.4454 1662.9063 832.4604 2 53.30
2.92 6.1 SVIPYVIEQTSR iTRAQ4plex@N-term cleaved M-S@N-term -0.0231 1534.8246 768.4196 1534.8477 768.4311 2 44.52
2.92 6.1 SYDIFSR iTRAQ4plex@N-term 0.0112 1030.5317 516.2731 1030.5205 516.2675 2 42.11

2.92 6.1 VIPYVIEQTSR iTRAQ4plex@N-t
Oxidation(P)@3

erm; cleaved S-V@N-term 0.0314 1463.8419 488.9546 1463.8106 488.9441 3 44.64

LIC11416

2 2.7 EEGQAAVAGDIIDMEY iTRAQ4plex@N-t
iTRAQ4plex(Y)@

erm; 
16 cleaved Y-T@C-term 0.0580 1998.0074 667.0098 1997.9496 666.9905 3 48.77

2 2.7 EGFEDR iTRAQ4plex@N-term; 
Deamidated(R)@6 0.0844 896.4843 449.2494 896.3998 449.2072 2 25.93



 

2 2.7 IRKNLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
6

missed R-K@2; missed K-N@3 0.0992 1202.9181 602.4663 1202.8188 602.4167 2 51.83

2 2.7 KIDNILFDLVEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
12

missed K-I@1 -0.0088 1878.1104 627.0441 1878.1192 627.0470 3 47.18

2 2.7 LASSYQISLSDLK
No iTRAQ4plex@N-term; 
Deamidated(Q)@6; 
iTRAQ4plex(K)@13

0.0306 1568.8726 523.9648 1568.8419 523.9546 3 43.96

2 2.7 LNIGQIKDYLNQK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@13

-0.0053 1978.1525 660.3914 1978.1577 660.3932 3 36.62

2 2.7 VAGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved E-V@N-term -0.0380 661.3986 662.4059 661.4366 662.4439 1 55.90

LIC11241
26.32 31.6 AIDAMIPIGR iTRAQ4plex@N-term -0.0033 1199.6785 600.8465 1199.6818 600.8482 2 32.15

26.32 31.6 AMIPIGRGQR
iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(Q)@

erm; 
7; 
9

cleaved D-A@N-term; missed R-G@7 0.0519 1243.7347 415.5855 1243.6829 415.5682 3 47.76

26.32 31.6 ARVFGLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved I-A@N-term; missed R-V@2 0.0003 1077.6906 539.8525 1077.6902 539.8524 2 40.81

26.32 31.6 ASTVASTVEMLR iTRAQ4plex@N-term -0.0048 1407.7466 704.8806 1407.7513 704.8830 2 31.28

26.32 31.6 ATLVVYDDLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0551 1510.7936 756.4041 1510.8486 756.4316 2 31.40

13.83 16.4 AYPGDVFYLHSR Formyl@N-term; 
iTRAQ4plex(Y)@2 cleaved E-A@N-term -0.0021 1595.7833 798.8989 1595.7854 798.9000 2 44.15

26.32 31.6 DLEAFAQLG
QAQLDR

TELDPAT iTRAQ4plex@N-term -0.0077 2545.2705 849.4308 2545.2782 849.4333 3 38.35

26.32 31.6 DLGVEEVG
IAR

TVLEIGDG iTRAQ4plex@N-term -0.9882 2084.1194 1043.0670 2085.1075 1043.5611 2 56.21

26.32 31.6 EAYPGDVFYLHSR iTRAQ4plex@N-term 0.0130 1696.8462 566.6227 1696.8331 566.6183 3 49.66
26.32 31.6 EQYSEVLDSIR iTRAQ4plex@N-term 0.0101 1481.7585 741.8865 1481.7484 741.8815 2 31.84

26.32 31.6 GFMDKIPVAK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
5; 
10

missed K-I@5 -0.0020 1536.9043 513.3087 1536.9063 513.3094 3 33.34

26.32 31.6 GTGVICVYV
iTRAQ4plex@N-term; 

AIGQK
iTRAQ4plex@N term;
Methylthio(C)@6; 
iTRAQ4plex(K)@14

-0.0320 1740.9191 871.4668 1740.9510 871.4828 2 8.62

26.32 31.6 GVEEVGTV
R

LEIGDGIA No iTRAQ4plex@N-term cleaved L-G@N-term -0.0493 1712.8452 571.9557 1712.8945 571.9721 3 56.49

26.32 31.6 ICVYVAIGQK

iTRAQ4plex@N-t
Methylthio(C)@2; 
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 

9; 
10

cleaved V-I@N-term 0.0666 1427.8427 714.9286 1427.7760 714.8953 2 52.14

13.83 16.4 IIGDRGTGK
iTRAQ4plex@N-t
Oxidation(R)@5; 
iTRAQ4plex(K)@

erm; 

9
cleaved L-I@N-term; missed R-G@5 0.0242 1219.7371 610.8758 1219.7128 610.8637 2 56.30

26.32 31.6 IKTDEITSVLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
11

missed K-T@2 0.0079 1678.0321 560.3513 1678.0242 560.3487 3 33.80

26.32 31.6 ILEVPVGPELLGR iTRAQ4plex@N-term -0.0121 1534.9084 768.4615 1534.9205 768.4675 2 35.10

26.32 31.6 KATLVVYDDLSK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
12

missed K-A@1 -2.0125 1781.0332 594.6850 1783.0457 595.3558 3 50.18

26.32 31.6 LDDKYGAGSLTALP
iTRAQ4plex@N-t
Oxidation(D)@2; 
iTRAQ4plex(K)@

erm; 

4
cleaved P-I@C-term; missed K-Y@4 -0.0201 1723.9036 862.9590 1723.9236 862.9691 2 56.12

13.83 16.4 LELAQFR iTRAQ4plex@N-term 0.0060 1019.5946 510.8046 1019.5886 510.8016 2 43.26

13.83 16.4 LGEVLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0014 1032.6437 517.3291 1032.6423 517.3284 2 40.32

26.32 31.6 LTRPVESPAPGIAMR iTRAQ4plex@N-term -0.0125 1737.9556 580.3258 1737.9682 580.3300 3 29.48

13.83 16.4 MKLELAQFR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-L@2 -0.0222 1422.8038 475.2752 1422.8261 475.2826 3 52.81

26.32 31.6 PPGR No iTRAQ4plex@
Oxidation(P)@2

N-term; cleaved R-P@N-term 0.0251 441.2587 442.2660 441.2336 442.2409 1 60.44

26.32 31.6 QPVGEPMQTGI iTRAQ4plex@N-term cleaved I-K@C-term 0.0152 1299.6766 434.2328 1299.6615 434.2278 3 27.66

26.32 31.6 QPVGEPMQTGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0181 1571.8403 786.9274 1571.8585 786.9365 2 27.71

26.32 31.6 RTNRILEVP
R

VGPELLG Acetyl@N-term; 
Oxidation(P)@12
Deamidated(R)@

; 
17

missed R-T@1; missed R-I@4 -0.0005 1977.1003 660.0407 1977.1007 660.0409 3 47.98

26.32 31.6 SRLLERAAK

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
2; 
6; 
9

cleaved H-S@N-term
missed R-A@6

; missed R-L@2; -0.0317 1332.7653 667.3899 1332.7969 667.4057 2 30.76

26.32 31.6 TDEITSVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0043 1292.7388 647.3766 1292.7431 647.3788 2 30.22



13.83 16.4 VGSAAQIK
No iTRAQ4plex@N-term; 
Deamidated(Q)@6; 
iTRAQ4plex(K)@8

-0.0139 917.5165 459.7655 917.5304 459.7725 2 41.95

26.32 31.6 VVNPLGEPIDGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0122 1524.8634 763.4390 1524.8755 763.4450 2 30.63

13.83 16.4 YLLNTIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0002 1151.7156 576.8651 1151.7158 576.8652 2 42.83

LIC11195
2 3.2 AIQN No iTRAQ4plex@N-term cleaved N-A@C-term 0.0235 444.2567 445.2640 444.2332 445.2405 1 31.56
2 3.2 ENIHSQTVER iTRAQ4plex@N-term -0.0100 1355.6815 452.9011 1355.6915 452.9045 3 24.44

2 3.2 KHEDLLTMR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(H)@2

erm; 
1; missed K-H@1 -0.0653 1445.7251 723.8698 1445.7904 723.9025 2 47.05

LIC11063

4.29 7.9 AFFI iTRAQ4plex@N-term cleaved G-A@N-term; cleaved I-L@C-term 0.0104 640.3810 641.3883 640.3706 641.3779 1 58.72

4.29 7.9 FILK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved F-F@N-term 0.0148 807.5611 404.7878 807.5462 404.7804 2 41.34

4.29 7.9 IDRIPVPFLNPLFK

iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(F)@13
iTRAQ4plex(K)@

erm; 
3; 
; 
14

cleaved M-I@N-term; missed R-I@3 0.0041 1973.1636 658.7285 1973.1594 658.7271 3 53.09

2 4.4 IIIIL iTRAQ4plex@N-term cleaved S-I@N-term; cleaved L-V@C-term 0.0124 727.5453 728.5526 727.5329 728.5402 1 55.80

4.29 7.9 IPVPFLNPLFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0062 1571.9745 786.9945 1571.9683 786.9914 2 51.98

4.29 7.9 LLVEFLR iTRAQ4plex@N-term 0.0266 1032.6720 517.3433 1032.6454 517.3300 2 49.42

4.29 7.9 LNPLFK
iTRAQ4plex@N-t
Oxidation(N)@2; 
iTRAQ4plex(K)@

erm; 

6
cleaved F-L@N-term 0.0443 1034.6812 518.3478 1034.6368 518.3257 2 48.92

2 4.4 VNIP iTRAQ4plex@N-t
Deamidated(N)@

erm; 
2 cleaved F-V@N-term; cleaved P-N@C-term 0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86

2 4.4 YIYPLTHWYGFPGR iTRAQ4plex@N-term 0.0190 1912.9937 638.6718 1912.9746 638.6655 3 35.88
LIC10859

2 2.5 ATAT iTRAQ4plex@N-term cleaved V-A@N-term; cleaved T-V@C-term 0.0077 506.2899 507.2972 506.2822 507.2895 1 54.73

2 2.5 GDKDVAEVSR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 -0.0195 1362.7152 455.2457 1362.7347 455.2522 3 26.64

2 2.5 INNTIGQVLIAK

iTRAQ4plex@N-term; 
Deamidated(N)@3; 
Deamidated(Q)@7; 
iTRAQ4plex(K)@12

-0.0343 1572.8987 787.4566 1572.9330 787.4738 2 41.29

2 2.5 RTMSK
iTRAQ4plex@N-t
Oxidation(M)@3; 
iTRAQ4plex(K)@

erm; 

5
cleaved A-R@N-term; missed R-T@1 -0.0646 925.4613 463.7379 925.5259 463.7702 2 30.30

LIC10853
3 9.8 ANPSLVEDIR iTRAQ4plex@N-term -0.0088 1256.6759 629.3452 1256.6846 629.3496 2 29.49
3 9.8 EITT Glu->pyro-Glu@N-term cleaved T-I@C-term 0.0102 444.2322 445.2395 444.2220 445.2293 1 59.77

3 9.8 ITDSYIDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0198 1241.6549 621.8347 1241.6747 621.8446 2 29.16

LIC10850

12 33.3 AISLFLETM
GGVVEQPR

SNAVIEGT iTRAQ4plex@N-term -0.0079 2761.4363 921.4860 2761.4442 921.4887 3 43.86

12 33.3 FIMDEDPDSKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
10; 
11

missed K-K@10 -0.0019 1755.9060 586.3093 1755.9079 586.3099 3 31.15

12 33.3 FTAR iTRAQ4plex@N-term cleaved V-F@N-term 0.0277 637.3947 638.4019 637.3669 638.3742 1 56.31

4.48 7.1 GTGG iTRAQ4plex@N-term cleaved E-G@N-term; cleaved G-V@C-term 0.0669 434.2916 435.2988 434.2247 435.2320 1 57.24

4.48 7.1 HQTR iTRAQ4plex@N-term cleaved G-H@N-term 0.0166 684.3954 685.4027 684.3789 685.3862 1 59.83

12 33.3 IEGT No iTRAQ4plex@N-term cleaved V-I@N-term; cleaved T-G@C-term 0.0354 418.2418 419.2491 418.2064 419.2136 1 49.86

12 33.3 IFAVVDTNC
IPGNDDAIR

DPELIDYP iTRAQ4plex@N-term; 
Methylthio(C)@9 0.0027 3064.4670 1022.4960 3064.4644 1022.4954 3 39.40

12 33.3 KLEGMEADNSFEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
13

missed K-L@1 -0.0183 1928.9696 643.9971 1928.9879 644.0032 3 31.32

12 33.3 KTLGGIK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
7

missed K-T@1 0.2083 1147.9738 574.9941 1147.7654 574.8900 2 53.62

4.48 7.1 MAPYVFTAR iTRAQ4plex@N-term -0.0014 1198.6277 600.3211 1198.6290 600.3218 2 42.39

12 33.3 NGIHIIDLQK
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@10

0.0084 1438.8472 480.6230 1438.8387 480.6202 3 31.99



4 DIKDYLQNR  4 3

12 33.3 NGIHIIDLQKTVQK

iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(H)@4; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
Oxidation(D)@7;
10; 
14

missed K-T@10 -0.0047 2071.1956 691.4058 2071.2003 691.4074 3 47.21

12 33.3 VIDP iTRAQ4plex@N-term cleaved F-V@N-term; cleaved P-K@C-term 0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86

4.48 7.1 VLFVGTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0130 1050.6552 526.3348 1050.6681 526.3413 2 41.93

12 33.3 WPGGLLTNWNTVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0085 1772.9733 887.4939 1772.9817 887.4981 2 35.26

LIC10842

4.46 8.1 ALVQLVESFQQGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0080 1734.0000 579.0073 1733.9920 579.0046 3 49.51

2 3.9 EAIELTEAACK
iTRAQ4plex@N-term; 
Methylthio(C)@10; 
iTRAQ4plex(K)@11

0.0617 1510.8232 756.4189 1510.7615 756.3880 2 58.56

2 3.9 IPGR No iTRAQ4plex@N-term cleaved N-I@N-term -0.0113 441.2587 442.2660 441.2700 442.2772 1 60.44

4.46 8.1 LISLVGNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0154 1130.7113 566.3629 1130.7267 566.3706 2 43.63

2 3.9 SEAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved I-S@N-term 0.0381 577.3574 578.3647 577.3193 578.3266 1 56.92

2 3.9 TSVNLLPETVLR iTRAQ4plex@N-term 0.0039 1484.8723 743.4434 1484.8684 743.4415 2 32.95

4.46 8.1 VLEGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0208 945.6311 473.8228 945.6103 473.8124 2 40.44

4.46 8.1 VMLYNIPGR
iTRAQ4plex@N-t
Oxidation(Y)@4; 
Deamidated(N)@

erm; 

5
cleaved P-V@N-term 0.0047 1222.6549 408.5589 1222.6502 408.5573 3 34.65

LIC10764

2 7.4 SKIEPATGGTVR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-I@2 -0.0093 1502.8567 501.9595 1502.8660 501.9626 3 36.87

LIC10762

4 19.4 AIIEEAIRPL
K

SLLNVQD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0113 2309.3447 770.7889 2309.3562 770.7927 3 37.01

4 19 419.4 DIKDYLQNR iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(K)@3 0 0043-0.0043 1451145 7933 4841.7933 938484.9384 1451 79761451.7976 484 9398 3 31 67484.9398 31.67

4 19.4 RRSDMAPAK

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(R)@
Oxidation(M)@5; 
iTRAQ4plex(K)@

erm; 
1; 
2; 

9

cleaved F-R@N-term
missed R-S@2

; missed R-R@1; -0.0938 1336.6074 669.3110 1336.7013 669.3579 2 32.84

4 19.4 YDLNLNVTG
VGAIR

GGTTGQ iTRAQ4plex@N-term; 
Deamidated(N)@6; 
Deamidated(R)@20

0.1535 2151.2463 718.0894 2151.0930 718.0383 3 36.38

LIC10756

7.84 28.0 EALENAKPQVEVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@13

-0.0277 1886.0563 629.6927 1886.0838 629.7019 3 29.27

7.84 28.0 FINCLMLSGK
iTRAQ4plex@N-term; 
Methylthio(C)@4; 
iTRAQ4plex(K)@10

0.1136 1458.8777 730.4461 1458.7641 730.3893 2 37.31

7.84 28.0 GTGSAIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0370 920.5165 461.2655 920.5535 461.2840 2 37.57

4.46 19.7 IRYSRDR iTRAQ4plex@N-term cleaved L-I@N-term; 
R-D@5

missed R-Y@2; missed0.0525 1108.6748 555.3447 1108.6223 555.3184 2 41.86

7.84 28.0 KITPDPVYNDVQVAK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
15

missed K-I@1 -0.0035 2118.2017 707.0745 2118.2050 707.0756 3 30.83

7.84 28.0 LAAEFIEAQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0011 1406.8024 704.4084 1406.8013 704.4079 2 43.93

7.84 28.0 LALGIRWLIR iTRAQ4plex@N-t
Oxidation(R)@6; 

erm; 
Oxidation(W)@7 missed R-W@6 -0.0463 1385.8165 462.9461 1385.8629 462.9616 3 27.98

4.46 19.7 LGIR iTRAQ4plex@N-term cleaved A-L@N-term 0.0075 601.4109 602.4182 601.4033 602.4106 1 53.62
7.84 28.0 QVPVEVRPER iTRAQ4plex@N-term cleaved Y-Q@N-term -0.0201 1351.7493 451.5904 1351.7694 451.5971 3 27.95

4.46 19.7 RLALGIR iTRAQ4plex@N-t
Deamidated(R)@

erm; 
1 missed R-L@1 0.0069 942.6165 472.3155 942.6096 472.3121 2 44.33

7.84 28.0 SVAEQLFYDALEIIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0088 2154.1904 719.0707 2154.1816 719.0678 3 4.69

7.84 28.0 TGNDPYTTFR No iTRAQ4plex@N-term 0.0068 1170.5374 586.2759 1170.5306 586.2726 2 28.51

4.46 19.7 VGGVTYQV
R

PVEVRPE Carbamyl@N-term 0.0062 1826.9701 914.4923 1826.9639 914.4892 2 42.35

LIC10755
2.54 8.9 ARVR No iTRAQ4plex@N-term cleaved V-A@N-term; missed R-V@2 0.0355 500.3538 501.3611 500.3183 501.3256 1 44.93

2.54 8.9 GTLDTLGVDKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed K-R@10 -0.0123 1461.8273 488.2830 1461.8395 488.2871 3 29.58



2.54 8.9 PTISQLIR iTRAQ4plex@N-term cleaved M-P@N-term -0.0137 1070.6433 536.3289 1070.6570 536.3358 2 35.93
2.54 8.9 SQLIR iTRAQ4plex@N-term cleaved I-S@N-term -0.0087 759.4637 760.4710 759.4725 760.4797 1 56.94

2.54 8.9 VKDLPGVR
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
Methylthio(D)@3

-0.0090 1216.7115 406.5778 1216.7205 406.5808 3 29.90

2.51 8.9 VMTFTPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0046 1110.6398 556.3271 1110.6351 556.3248 2 40.37

LIC10754

45.51 20.2 ADSEYRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 missed R-K@6 0.0328 1155.6455 578.8300 1155.6128 578.8137 2 30.93

45.51 20.2 AGDILFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0205 1050.6522 526.3334 1050.6317 526.3231 2 46.65

36.52 14.5 AGDILFKIPTVAEK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
7; 
14

missed K-I@7 -0.1233 1788.9360 597.3193 1789.0593 597.3604 3 34.19

45.51 20.2 DATTLAETDGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0308 1408.7598 705.3871 1408.7289 705.3717 2 26.46

45.51 20.2 DGLFCEK
iTRAQ4plex@N-term; 
Methylthio(C)@5; 
iTRAQ4plex(K)@7

0.0837 1144.6338 573.3242 1144.5500 573.2823 2 35.67

36.52 14.5 DITGGLPR iTRAQ4plex@N-term -0.0004 971.5518 486.7832 971.5522 486.7834 2 38.06

45.51 20.2 DIVPVIPP
iTRAQ4plex@N-t
Oxidation(D)@1; 
Dioxidation(P)@7

erm; 
cleaved L-D@N-term; cleaved P-E@C-term 0.0203 1040.6079 521.3112 1040.5876 521.3011 2 40.79

45.51 20.2 DLAPNIKSAKK

iTRAQ4plex@N-t
Oxidation(P)@4; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

7; 
10; 
11

cleaved L-D@N-term
missed K-K@10

; missed K-S@7; -0.0306 1776.0652 593.0290 1776.0956 593.0392 3 35.55

45.51 20.2 EGLSVLEFFISTHGAR iTRAQ4plex@N-term 0.0490 1906.0562 636.3593 1906.0070 636.3430 3 38.03

36.52 14.5 EHKVSYTGIVNNINGR

iTRAQ4plex@N-t
Oxidation(H)@2; 
iTRAQ4plex(K)@
Deamidated(N)@
Deamidated(N)@( )@

erm; 

3; 
11; 
12

missed K-V@3 0.0173 2106.1123 703.0447 2106.0949 703.0389 3 50.56

45.51 20.2 EHPVMLNR Glu->pyro-Glu@N-term 0.0086 976.4999 489.2572 976.4913 489.2529 2 27.05

45.51 20.2 EKRVLYIHPDNPDLEK

Glu->pyro-Glu@N
iTRAQ4plex(K)@
Deamidated(N)@
Oxidation(D)@13
iTRAQ4plex(K)@

-term; 
2; 
11; 
; 
16

missed K-R@2; missed R-V@3 0.0095 2252.2139 751.7452 2252.2045 751.7421 3 51.01

45.51 20.2 ELFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved L-E@N-term; cleaved K-P@C-term -0.0679 823.4368 824.4441 823.5047 824.5120 1 53.59

45.51 20.2 ETNRIIADVYDK
No iTRAQ4plex@
Oxidation(D)@11
iTRAQ4plex(K)@

N-term; 
; 
12

missed R-I@4 -0.0816 1595.7461 798.8803 1595.8277 798.9211 2 51.54

45.51 20.2 FAPTISIEDIR No iTRAQ4plex@N-term cleaved L-F@N-term 0.0629 1260.7343 421.2520 1260.6714 421.2311 3 59.25

45.51 20.2 FATSDLNDLYRRVINR iTRAQ4plex@N-term missed R-R@11; missed R-V@12 -0.0535 2096.0713 699.6977 2096.1249 699.7156 3 53.90

45.51 20.2 FVAGIGADAIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0091 1348.8049 675.4097 1348.7958 675.4052 2 30.88

45.51 20.2 FVAGIGADA
DVDAEARM

IKELLARI
IRQK

iTRAQ4plex@N-t
Oxidation(F)@1; 
iTRAQ4plex(K)@
Deamidated(R)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 

11; 
24; 
27; 
29

missed R-I@16; miss
Q@27

ed R-M@24; missed R-0.0315 3619.0449 905.7685 3619.0133 905.7606 4 54.90

36.52 14.5 GDQIDDGNLDPHDIL iTRAQ4plex@N-t
Deamidated(N)@

erm; 
8 cleaved L-R@C-term 0.0269 1780.8506 594.6241 1780.8237 594.6152 3 33.88

45.51 20.2 GGFNPVFIMAASGAR iTRAQ4plex@N-term -0.0094 1637.8375 819.9260 1637.8470 819.9308 2 35.04

45.51 20.2 GKTDNLMGLK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
2; 
5; 
10

missed K-T@2 0.0053 1508.8651 503.9623 1508.8598 503.9605 3 41.94

45.51 20.2 GLMAKP iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved P-S@C-term -0.0587 903.4869 904.4941 903.5455 904.5528 1 41.39

45.51 20.2 GSKQQIRQ
MAKPSGEII

LAGMRGL
ELAIR

No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(R)@7; 
iTRAQ4plex(K)@

N-term; 
3; 

18

missed K-Q@3; miss
G@13

ed R-Q@7; missed R- -0.1367 3454.8103 1152.6110 3454.9472 1152.6563 3 52.42

45.51 20.2 GYLDEYGD
ADAIK

KFVAGIG
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(F)@10
iTRAQ4plex(K)@

erm; 
9; 
; 
20

cleaved H-G@N-term; missed K-F@9 -0.0372 2549.3008 638.3325 2549.3379 638.3417 4 43.71
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45.51 20.2 HPDNPDLEK
iTRAQ4plex@N-t
Oxidation(P)@2; 
iTRAQ4plex(K)@

erm; 

9
cleaved I-H@N-term 0.0091 1367.7017 684.8581 1367.6925 684.8535 2 33.05

45.51 20.2 IDVDAEAR iTRAQ4plex@N-term 0.0092 1031.5461 516.7803 1031.5369 516.7757 2 26.99

45.51 20.2 IEISGEIVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0076 1274.7765 638.3955 1274.7689 638.3917 2 55.62

36.52 14.5 IFGTTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0375 953.5415 477.7780 953.5790 477.7968 2 38.79

45.51 20.2 IFNT iTRAQ4plex@N-term cleaved L-I@N-term; cleaved T-I@C-term 0.0330 637.3887 638.3960 637.3557 638.3630 1 55.89

36.52 14.5 IGQP iTRAQ4plex@N-term cleaved S-I@N-term; cleaved P-G@C-term 0.1662 557.4957 558.5029 557.3295 558.3368 1 58.78

45.51 20.2 IIDP No iTRAQ4plex@N-term cleaved V-I@N-term; cleaved P-A@C-term 0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48

45.51 20.2 ILFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved D-I@N-term 0.0065 807.5527 404.7836 807.5462 404.7804 2 39.59

45.51 20.2 ILGEEAVIPVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0003 1454.8949 728.4547 1454.8952 728.4549 2 31.77

45.51 20.2 IPTVAEK
iTRAQ4plex@N-term; 
Oxidation(P)@2; 
iTRAQ4plex(K)@7

0.0551 1060.6923 531.3534 1060.6372 531.3259 2 44.80

45.51 20.2 KPETINYR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 -0.0408 1307.7034 436.9084 1307.7441 436.9220 3 28.80

36.52 14.5 LEVLEAFR iTRAQ4plex@N-term 0.0164 1119.6575 560.8360 1119.6410 560.8278 2 47.42

45.51 20.2 LGIQAFLPVLVEGK Delta:H(2)C(2)@N-term; 
Methyl(I)@3; iTRAQ4plex(K)@14 -0.0162 1666.9982 834.5063 1667.0144 834.5145 2 2.73

45.51 20.2 LIFNTILPEG
LSDKETNR

YAYVNRP iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 -0.0068 3210.7214 803.6876 3210.7281 803.6893 4 37.01

45.51 20.2 LIPAEIGEAV
GQPGTQLT

GTIAAQSI
MR iTRAQ4plex@N-term -0.0193 2965.5835 989.5351 2965.6028 989.5416 3 41.09

36.52 14.5 LIQQYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0112 1079.6471 540.8308 1079.6583 540.8364 2 38.63

45 5145.51 20 220.2 LITNEKSQSLITNEKSQSVFSRRGS
IVIQR

VFSRRGS

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@iTRAQ4plex(K)@6;
Deamidated(Q)@
Deamidated(R)@
Deamidated(Q)@

erm; 
4; 
6; missed K-S@6; misse 
8; 
14; 
20

missed K S@6; missed
G@14

d R-R@13; missed R-R@13; missed 0 0509-0.0509 2709270 4397 9049.4397 9 153804.1538 2709 49052709.4905 904 1708 3 55 40904.1708 55.40

36.52 14.5 LLALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0125 844.6115 423.3130 844.5990 423.3068 2 42.63

45.51 20.2 LQGVHINDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0353 1310.7197 437.9138 1310.7550 437.9256 3 41.76

45.51 20.2 LVDLDLAPNIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0033 1497.9043 749.9594 1497.9010 749.9578 2 33.55

45.51 20.2 LVEGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved V-L@N-term 0.0235 832.5497 417.2821 832.5262 417.2704 2 36.00

36.52 14.5 LVFNEENKR
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
4; 
8

missed K-R@8 0.0050 1436.7917 479.9379 1436.7867 479.9362 3 42.68

45.51 20.2 MALELFKPF iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved F-I@C-term 0.0022 1382.7898 692.4022 1382.7876 692.4011 2 37.04

45.51 20.2 MALELFKPFIMK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@12

-0.0016 1899.1077 634.0432 1899.1091 634.0437 3 39.85

45.51 20.2 MGHIELAAP
R

VSHIWYY iTRAQ4plex@N-term 0.0278 2186.1494 547.5446 2186.1217 547.5377 4 39.15

45.51 20.2 MGLLLDMTVNQLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0473 1763.0403 882.5274 1762.9929 882.5037 2 48.14

36.52 14.5 MIPAGTGTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved H-M@N-term 0.0071 1162.6696 582.3420 1162.6624 582.3385 2 36.43

45.51 20.2 MLQEAVDALFDNSR iTRAQ4plex@N-term -0.0032 1751.8602 876.9374 1751.8634 876.9390 2 38.39

45.51 20.2 NLLGKRVDYSGR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5

cleaved Q-N@N-term
missed R-V@6

; missed K-R@5; -0.0347 1664.9219 833.4682 1664.9566 833.4856 2 38.26

45.51 20.2 NRAP No iTRAQ4plex@N-term cleaved L-N@N-term
missed R-A@2

; cleaved P-T@C-term; 0.0249 456.2694 457.2766 456.2445 457.2518 1 56.48

45.51 20.2 PSGEIIELAIR No iTRAQ4plex@N-term cleaved K-P@N-term -0.0124 1196.6641 599.3393 1196.6765 599.3455 2 59.48

45.51 20.2 QETTKVLTDAAIK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
5; 
13

cleaved F-Q@N-term; missed K-V@5 -0.0729 1849.9996 617.6738 1850.0726 617.6981 3 59.06

45.51 20.2 QGRFRQNL
SGRSVIVVG

LGKRVDY
PELK

Gln->pyro-Glu@N
iTRAQ4plex(K)@
Oxidation(P)@25
iTRAQ4plex(K)@

-term; 
11; 
; 
28

missed R-F@3; misse
R@11; missed R-V@

d R-Q@5; missed K-
12; missed R-S@18 -0.1177 3457.8337 1153.6190 3457.9514 1153.6577 3 60.65



45.51 20.2 QQIRQLAGMRGLMAK

iTRAQ4plex@N-t
Deamidated(Q)@
Oxidation(M)@13
iTRAQ4plex(K)@

erm; 
1; 
; 
15

cleaved K-P@C-term
missed R-G@10

; missed R-Q@4; -0.0269 2005.0900 669.3706 2005.1169 669.3796 3 35.85

36.52 14.5 RGDQIDDG
R

NLDPHDIL Carbamyl@N-term missed R-G@1 -0.0026 1990.9431 664.6550 1990.9457 664.6558 3 42.79

36.52 14.5 RGSIVIQR iTRAQ4plex@N-term missed R-G@1 -0.0009 1071.6626 536.8386 1071.6635 536.8390 2 38.28
45.51 20.2 RLEVLEAFR iTRAQ4plex@N-term missed R-L@1 -0.0064 1275.7357 426.2525 1275.7421 426.2546 3 34.40

45.51 20.2 RSHNDFESITIR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
4 cleaved M-R@N-term; missed R-S@1 -0.0367 1618.7817 540.6012 1618.8185 540.6134 3 45.77

45.51 20.2 RSVPSRMG
NQLKSVLYF

LLLDMTV
EK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
16; 
19; 
26

cleaved Y-R@N-term
missed R-M@6; miss

; missed R-S@1; 
ed K-S@19 -0.0354 3456.8848 865.2285 3456.9202 865.2373 4 52.23

36.52 14.5 RVINRNNRLKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10

missed R-V@1; misse
L@8; missed K-R@10

d R-N@5; missed R- 0.1196 1726.1990 576.4069 1726.0794 576.3671 3 59.87

45.51 20.2 SFSNLEEVHYAIDR iTRAQ4plex@N-term 0.0014 1822.8986 608.6401 1822.8972 608.6397 3 32.40
36.52 14.5 SGEIIELAIR No iTRAQ4plex@N-term cleaved P-S@N-term -0.0205 1099.6033 550.8089 1099.6237 550.8191 2 35.45

36.52 14.5 SHNDFESITIR Carbamyl@N-term; 
Deamidated(N)@3 0.0634 1361.6846 681.8495 1361.6212 681.8179 2 41.80

45.51 20.2 SISDMLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0202 1080.6295 541.3220 1080.6093 541.3119 2 38.39

45.51 20.2 SISDMLKGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
7; 
9

missed K-G@7 -0.0109 1409.8169 705.9157 1409.8278 705.9212 2 43.61

45.51 20.2 SNFREGLS
HGARK

VLEFFIST
iTRAQ4plex@N-t
Oxidation(N)@2; 
Oxidation(F)@13
iTRAQ4plex(K)@

erm; 

; 
21

missed R-E@4; missed R-K@20 0.0711 2714.5095 679.6346 2714.4384 679.6169 4 44.17

45.51 20.2 SVLYFEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0058 1172.6743 587.3444 1172.6685 587.3415 2 34.30

45.51 20.2 SVPSRMGL
QLK

LLDMTVN iTRAQ4plex@N-t
Oxidation(P)@3; 
iTRAQ4plex(K)@

erm; 

18
missed R-M@5 0.0103 2305.2844 769.4354 2305.2741 769.4320 3 42.75

36.52 14.5 TADAGYLTR Carbamyl@N-term; 
iTRAQ4plex(Y)@6iTRAQ4plex(Y)@6 0.0038 1153.5887 577.8016 1153.5849 577.7997 2 36.46

36.52 14.5 TALK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved D-T@N-term 0.0116 719.4901 720.4974 719.4785 720.4858 1 58.63

45.51 20.2 TDNLMGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0356 1178.6929 590.3537 1178.6573 590.3359 2 45.63

45.51 20.2 TEELSNLR iTRAQ4plex@N-term; 
iTRAQ4plex(S)@5 -0.0138 1248.6780 417.2333 1248.6917 417.2379 3 29.84

36.52 14.5 TFHIGGAASAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0275 1346.7275 449.9164 1346.7550 449.9256 3 43.88

36.52 14.5 TGIVNNINGRLITNEK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
6; 
8; 
10; 
16

cleaved Y-T@N-term; missed R-L@10 0.0330 2046.1531 683.0583 2046.1201 683.0473 3 49.20

36.52 14.5 TGTIVNVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0028 1118.6875 560.3510 1118.6903 560.3524 2 37.12

45.51 20.2 TNDLITESMFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0437 1585.8702 793.9424 1585.8265 793.9205 2 57.31

45.51 20.2 TVLMLDDIKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
10

missed K-K@9 -0.0120 1606.9574 536.6597 1606.9693 536.6637 3 33.76

45.51 20.2 VDELFEAR iTRAQ4plex@N-term 0.0016 1121.5854 561.8000 1121.5839 561.7992 2 31.05

45.51 20.2 VDYSGRSVIVVGPELK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
16 missed R-S@6 0.0158 2005.1610 669.3943 2005.1452 669.3890 3 44.36

45.51 20.2 VENLGYDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0012 1224.6582 613.3364 1224.6594 613.3370 2 28.24

45.51 20.2 VFIMAASGAR iTRAQ4plex@N-term cleaved P-V@N-term -0.0321 1165.6079 583.8112 1165.6399 583.8273 2 18.79

45.51 20.2 VIAEGGSPA
GLTK

ESVPILL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 0.0075 2238.3154 747.1124 2238.3079 747.1099 3 36.50

45.51 20.2 VIEIWTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0013 1175.7145 588.8645 1175.7158 588.8652 2 43.95

45.51 20.2 VINRNNRLK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
5; 
9

missed R-N@4; missed R-L@7 -0.0297 1415.8156 708.9150 1415.8452 708.9299 2 34.28

36.52 14.5 VIVV iTRAQ4plex@N-term cleaved S-V@N-term; cleaved V-G@C-term 0.0053 572.4072 573.4145 572.4019 573.4092 1 58.63

36.52 14.5 VLTDAAIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0022 1117.6973 559.8559 1117.6950 559.8548 2 39.77

45.51 20.2 VLYIHPDNPDLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0073 1839.9902 614.3373 1839.9974 614.3398 3 45.56
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45.51 20.2 VRNGDFVK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
8

missed R-N@2 -0.0520 1222.6394 408.5537 1222.6914 408.5711 3 29.20

45.51 20.2 VTIPIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0216 1014.6465 508.3305 1014.6681 508.3413 2 29.47

45.51 20.2 YATLFAPTISIEDIR iTRAQ4plex@N-term -0.0048 1853.0009 927.5077 1853.0056 927.5101 2 38.14

36.52 14.5 YHEMGLPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0167 1261.6899 421.5706 1261.6733 421.5650 3 42.28

45.51 20.2 YKDIAVFK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@8

-0.0326 1414.8223 472.6147 1414.8550 472.6256 3 33.09

45.51 20.2 YTAEDVIDP
PR

VTDQVVY iTRAQ4plex@N-term -0.0022 2223.1160 742.0459 2223.1181 742.0466 3 35.51

45.51 20.2 YVIIDPADSGR iTRAQ4plex@N-term 0.0050 1348.7159 675.3652 1348.7109 675.3627 2 30.55
LIC10752

16.28 65.4 ADAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved L-A@N-term 0.0013 547.3101 548.3174 547.3088 548.3160 1 44.19

8.13 26.8 AEADDLKK
Carbamyl@N-ter
iTRAQ4plex(K)@
iTRAQ4plex(K)@

m; 
7; 
8

missed K-K@7 0.0021 1219.6674 610.8409 1219.6652 610.8399 2 34.72

16.28 65.4 EGAGAQIELK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved F-E@N-term 0.0112 1302.7499 652.3822 1302.7387 652.3766 2 59.27

16.28 65.4 EITGLGLADAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0099 1374.8062 688.4103 1374.7962 688.4054 2 29.94

16.28 65.4
FGISAAAPV
APAGAGAA
VILK

AVAAVGA
EEASTFN iTRAQ4plex@N-term; 

iTRAQ4plex(K)@35 0.0701 3456.9563 1153.3260 3456.8860 1153.3026 3 56.63

16.28 65.4 GFDSAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0010 911.4966 456.7556 911.4956 456.7551 2 25.44

16.28 65.4
GISAAAPVA
PAGAGAAE
LK

VAAVGAA
EASTFNVI

Carbamyl@N-ter
iTRAQ4plex(S)@
iTRAQ4plex(K)@

m; 
3; 
34

cleaved F-G@N-term -0.0369 3352.7866 1118.6030 3352.8234 1118.6151 3 51.94

16.28 65.4 KFEGAGAQIELK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
12

missed K-F@1 -0.0498 1721.9543 574.9921 1722.0041 575.0087 3 38.79

16 2816.28 65 465.4 LTLVEAADLVKLTLVEAADL iTRAQ4plex@N-term; VK iTRAQ4plex@N term;
iTRAQ4plex(K)@11 0 00130.0013 1458145 8915 7308.8915 7 453030.4530 1458 89011458.8901 730 4523 2 34 17730.4523 34.17

16.28 65.4 LVREITGLGLADAK
iTRAQ4plex@N-t
Oxidation(R)@3; 
iTRAQ4plex(K)@

erm; 
Cation:K(E)@4; 
14

missed R-E@3 0.0741 1797.0747 600.0322 1797.0006 600.0075 3 33.85

16.28 65.4 REITGLGLADAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved V-R@N-term; missed R-E@1 0.0049 1530.9022 511.3080 1530.8973 511.3064 3 31.82

16.28 65.4 STEALLEQIGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved M-S@N-term -0.0324 1475.8115 738.9130 1475.8439 738.9292 2 32.40

LIC10751

3.72 8.5 ANQEKIEAVALLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; No 
5; 
13

cleaved M-A@N-term; missed K-I@5 -0.0803 1713.9430 572.3216 1714.0233 572.3484 3 58.93

3.72 8.5 DANGVDAIAGLPSR iTRAQ4plex@N-term cleaved L-D@N-term 0.0539 1498.8401 750.4273 1498.7862 750.4004 2 43.62

3.72 8.5 EQLLAQIAGGINGPAR iTRAQ4plex@N-term; 
Deamidated(N)@12 -0.0369 1751.9283 876.9714 1751.9652 876.9899 2 54.62

2.26 8.5 IAGLP iTRAQ4plex@N-term cleaved A-I@N-term; cleaved P-S@C-term -0.0002 613.3919 614.3992 613.3921 614.3994 1 50.66

3.72 8.5 IEAVALLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0123 1143.7347 572.8746 1143.7471 572.8808 2 51.38

3.72 8.5 TIASGINQIIASLAR No iTRAQ4plex@N-term -0.0098 1526.8683 764.4414 1526.8780 764.4463 2 40.35

2.26 8.5 VCKDFAKNNK

iTRAQ4plex@N-t
Methylthio(C)@2; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

3; 
7; 
10

missed K-N@7 -0.0371 1787.9502 596.9907 1787.9873 597.0031 3 42.44

LIC10750

5.93 14.3 GGVVHLGVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0120 1209.7557 404.2592 1209.7437 404.2552 3 29.50

5.93 14.3 GTISLPHGTGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0314 1354.7498 452.5905 1354.7812 452.6010 3 28.34

5.93 14.3 IEYRPDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0468 1207.6337 403.5518 1207.6805 403.5674 3 28.68

5.43 7.8 LGPILGR iTRAQ4plex@N-term 0.0113 868.5730 435.2938 868.5616 435.2881 2 41.53

5.93 14.3 PKAGTVTTDVAK
Acetyl@N-term; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

2; 
12

cleaved K-P@N-term; missed K-A@2 0.0226 1516.8929 506.6383 1516.8704 506.6308 3 27.45

5.43 7.8 TVVQTLMR iTRAQ4plex@N-term -0.0041 1090.6249 546.3197 1090.6290 546.3218 2 41.81

5.43 7.8 VLVFCK
iTRAQ4plex@N-term; 
Methylthio(C)@5; 
iTRAQ4plex(K)@6

0.0239 1041.6198 521.8171 1041.5959 521.8052 2 47.23



4.11 10.8     R 0.0505 989.5264 2 37.47

5.93 14.3 VSFDNTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0035 1097.5996 549.8071 1097.5961 549.8053 2 28.08

5.93 14.3 VSFDNTKLIENIR

iTRAQ4plex@N-t
Oxidation(N)@5; 
iTRAQ4plex(K)@
Deamidated(N)@

erm; 

7; 
11

missed K-L@7 -0.0130 1853.0009 927.5077 1853.0138 927.5142 2 38.14

LIC10749

2 6.3 EAGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved V-E@N-term -0.0049 547.3039 548.3112 547.3088 548.3160 1 41.87

2 7.7 LPVVITVFSDR iTRAQ4plex@N-term -0.0076 1388.8074 695.4109 1388.8149 695.4147 2 48.98

2 7.7 QAGL iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
1 cleaved G-Q@N-term; cleaved L-N@C-term -0.0076 532.2902 533.2975 532.2979 533.3051 1 49.25

2 6.3 SPPAALLVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0105 1182.7686 592.3915 1182.7580 592.3863 2 29.53

2 6.3 VVIT No iTRAQ4plex@N-term cleaved P-V@N-term; cleaved T-V@C-term 0.0465 430.3256 431.3329 430.2791 431.2864 1 50.24

LIC10525

6.42 22.2 AEFQNFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0114 1170.6390 586.3268 1170.6277 586.3211 2 30.42

6.42 22.2 ENEDKFTLRPARVR

Glu->pyro-Glu@N
Deamidated(N)@
iTRAQ4plex(K)@
Deamidated(R)@

-term; 
2; 
5; 
9

missed K-F@5; missed R-V@12 -0.0251 1857.9567 620.3262 1857.9819 620.3346 3 28.33

6.42 22.2 ESAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved L-E@N-term 0.0381 577.3574 578.3647 577.3193 578.3266 1 56.92

6.42 22.2 LNPIDNLER No iTRAQ4plex@
Oxidation(P)@3

N-term; cleaved F-L@N-term 0.0330 1098.6000 550.3073 1098.5669 550.2907 2 34.25

6.42 22.2 NVIR No iTRAQ4plex@N-term cleaved S-N@N-term 0.0467 500.3538 501.3611 500.3071 501.3144 1 44.93
6.42 22.2 SAQEFVSIR iTRAQ4plex@N-term -0.0194 1179.6177 590.8161 1179.6370 590.8258 2 29.28
6.42 22.2 SLVSGFLNPIDNLER iTRAQ4plex@N-term -0.0110 1816.9695 909.4920 1816.9805 909.4975 2 36.32

6.42 22.2 VGATQTNS
DGVTMILK

EELKPFV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12; 
iTRAQ4plex(K)@23

-0.0107 2908.5837 970.5352 2908.5945 970.5388 3 37.89

LIC10430

4.11 10.8 AAERAEAKAAERAEAK
No iTRAQ4plex@
Deamidated(R)@Deamidated(R)@4;
iTRAQ4plex(K)@

N-term; 
4; cleaved L-A@N-term;
8

cleaved L A@N term; missed R-A@4missed A@4 0.0505 989989.5769.5769 4495.795795.7957 989.5264 495.7705 2 37.47495.7705

4 16.0 AEAKGSAADDAKAKK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
12; 
14; 
15

missed K-G@4; miss
K@14

ed K-A@12; missed K- -0.0551 2180.2183 727.7467 2180.2734 727.7651 3 25.47

4 16.0 ATSGA iTRAQ4plex@N-term cleaved V-A@N-term; cleaved A-V@C-term -0.0322 549.2558 550.2631 549.2880 550.2953 1 49.61

4.11 10.8 GGQFEHIIHEIR iTRAQ4plex@N-term cleaved T-G@N-term 0.0250 1578.8639 527.2952 1578.8389 527.2869 3 47.54

4 16.0 GSAADDAKAK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
8; 
10

missed K-A@8 -0.0004 1220.6602 611.3373 1220.6604 611.3375 2 51.89

4 16.0 IGIETTGIAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0179 1289.7620 645.8882 1289.7798 645.8972 2 29.53

4.11 10.8 ISQLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0109 875.5793 438.7969 875.5684 438.7915 2 36.95

4 16.0 NENNRLRS
IIGGGVATS

SGMVPVN
GAVNEK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(S)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
4; 
9; 
28; 
30

missed R-L@5; missed R-S@7 0.0869 3473.9131 869.4855 3473.8262 869.4638 4 44.87

4 16.0 QNTIHKIAVK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
6; 
10

cleaved S-Q@N-term; missed K-I@6 -0.0490 1438.8374 720.4260 1438.8864 720.4505 2 47.71

4.11 10.8 QSTL Gln->pyro-Glu@N-term cleaved L-I@C-term 0.1282 430.3345 431.3418 430.2064 431.2136 1 58.37
4.11 10.8 TGGQFEHIIHEIR Carbamyl@N-term 0.0397 1578.8300 527.2839 1578.7903 527.2707 3 50.74

4 16.0 TIPEDLLEN
DVGDSIK

LTIDVTDL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@24 0.0090 2915.5562 972.8593 2915.5470 972.8563 3 42.02

4 16.0 VPTSWEILIN
VNK

GDPIVTS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -2.0793 2467.2930 823.4382 2469.3723 824.1314 3 53.59

LIC10429

4 9.3 ANVSEVMNVIGEIEGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0115 1976.0607 659.6942 1976.0492 659.6903 3 37.46

4 9.3 DALLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved A-D@N-term -0.0106 846.5313 847.5385 846.5418 847.5491 1 57.49

4 9.3 IDDLVIVSPDSGGAER iTRAQ4plex@N-term; 
iTRAQ4plex(S)@11 -0.0345 1929.9906 966.0026 1930.0251 966.0198 2 34.67

4 9.3 IEDNVRGK

iTRAQ4plex@N-t
Oxidation(D)@3; 
Deamidated(N)@
iTRAQ4plex(K)@

erm; 

4; 
8

missed R-G@6 0.0282 1234.7043 618.3594 1234.6761 618.3453 2 30.24



4 9.3 VPVDNLHFA
NTK

PVLAEYV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0205 2413.3044 805.4421 2413.3249 805.4489 3 35.42

4 9.3 VVADLIEVVGLDR iTRAQ4plex@N-term -0.0260 1540.8687 771.4416 1540.8946 771.4546 2 38.47
LIC13163

4 11.7 EAIADYDKEVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8; 
iTRAQ4plex(K)@11

-0.0102 1711.9255 571.6491 1711.9358 571.6525 3 29.80

4 11.7 FLIADLPFLS
GIR

YQTSIEE iTRAQ4plex@N-term -1.0378 2454.2742 819.0987 2455.3121 819.4446 3 41.72

4 11.7 FQPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved N-F@N-term 0.1203 806.6097 404.3121 806.4894 404.2520 2 18.84

4 11.7 IGAGS iTRAQ4plex@N-term cleaved G-I@N-term; cleaved S-D@C-term 0.0244 547.3333 548.3405 547.3088 548.3160 1 42.24

LIC13223

2 6.2 YEVDKEYGILK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@11

0.0094 1788.0128 597.0115 1788.0035 597.0084 3 31.89

LIC13310

2.38 5.0 DISAANLIDT
R

MQVLLS iTRAQ4plex@N-term -0.0035 2003.0809 1002.5480 2003.0843 1002.5494 2 42.87

2.38 5.0 KLETFISETK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
10

missed K-L@1 2.9599 1629.9156 544.3125 1626.9558 543.3259 3 34.24

LIC13326
3.96 13.9 DNAVLHWR Carbamyl@N-term 0.0005 1052.5157 527.2651 1052.5152 527.2649 2 41.97
2.16 8.0 HVGNILSR iTRAQ4plex@N-term 0.0082 1038.6138 520.3141 1038.6056 520.3101 2 28.71

3.96 13.9 ILGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0086 830.5919 416.3032 830.5833 416.2989 2 39.82

2.16 8.0 TFIMIKPDGVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6; 
iTRAQ4plex(K)@11

-0.0081 1679.9928 561.0049 1680.0010 561.0076 3 50.91

LIC20065

2.15 11.7 ADFEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved M-A@N-term -0.0005 896.4843 449.2494 896.4847 449.2496 2 25.93

2.13 11.7 EDAE Glu->pyro-Glu@N-term cleaved D-E@N-term; cleaved E-K@C-term 0.0223 444.1715 445.1788 444.1492 445.1565 1 18.54

2.15 11.7 FIDNLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0164 1036.5997 519.3071 1036.6161 519.3153 2 30.62

2.15 11.7 FIDNLKS iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 missed K-S@6 0.0023 1123.6504 562.8325 1123.6481 562.8313 2 30.24

2.15 11.7 IDNLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved F-I@N-term 0.0044 889.5521 445.7833 889.5477 445.7811 2 28.03

2.15 11.7 IQTVGDVTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0256 1247.7073 624.8609 1247.7329 624.8737 2 27.71

2.15 11.7 QTVG No iTRAQ4plex@N-term cleaved I-Q@N-term; cleaved G-D@C-term 0.0101 403.2168 404.2241 403.2067 404.2140 1 46.87

2.15 11.7 QTVGDVTK Gln->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
8 cleaved I-Q@N-term -0.0086 973.5116 487.7631 973.5202 487.7674 2 35.19

LIC20083
5.05 4.8 AASLR iTRAQ4plex@N-term cleaved S-A@N-term 0.0326 660.4366 661.4439 660.4041 661.4113 1 59.58

7.15 7.3 AGIPVFAWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0027 1275.7556 638.8851 1275.7583 638.8864 2 34.36

7.15 7.3 DLSQAEWGR iTRAQ4plex@N-term 0.0705 1204.6664 603.3405 1204.5958 603.3052 2 27.32

7.15 7.3 ELYNNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved I-E@N-term 0.0009 1067.5864 534.8005 1067.5855 534.8000 2 26.07

7.15 7.3 EMPGLMALR iTRAQ4plex@N-term -0.0028 1160.6140 581.3143 1160.6168 581.3157 2 31.94

7.15 7.3 GISEETTTGVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0155 1408.7499 705.3822 1408.7653 705.3899 2 26.73

5.05 4.8 QEIILAEKEM
R

PGLMAL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.2218 2229.0251 744.0156 2229.2469 744.0896 3 38.47

7.15 7.3 QVLR Gln->pyro-Glu@N-term cleaved Y-Q@N-term 0.0034 497.2996 498.3068 497.2962 498.3035 1 56.15

7.15 7.3 SKFDNLYGCR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
Methylthio(C)@9

erm; 
2; 
5; missed K-F@2 0.1501 1536.8809 513.3009 1536.7309 513.2509 3 33.13

7.15 7.3 SVTT iTRAQ4plex@N-term cleaved M-S@N-term; cleaved T-Q@C-term 0.0325 550.3409 551.3482 550.3084 551.3157 1 56.04

5.05 4.8 SVTTQEKDLSYK

No iTRAQ4plex@
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
5; 
7; 
12

cleaved M-S@N-term -0.0632 1686.8289 844.4217 1686.8920 844.4533 2 42.23

7.15 7.3 TGVK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved T-T@N-term -0.0392 547.3060 548.3133 547.3451 548.3524 1 38.83

7.15 7.3 VAALHLEQLGVR iTRAQ4plex@N-term 0.0071 1448.8656 483.9625 1448.8585 483.9601 3 33.07

7.15 7.3 YTFPDGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0146 1114.6049 558.3097 1114.5902 558.3024 2 29.21

LIC20142



 28.39 22.1     K 1679.8682 840.9414 2 35.30

6 26.6 DITSLLLDPE
TFVNR

GLALTIG iTRAQ4plex@N-term -0.0235 2501.3628 834.7949 2501.3863 834.8027 3 45.09

6 26.6 RTIP No iTRAQ4plex@N-term cleaved I-R@N-term;
missed R-T@1

 cleaved P-D@C-term; -0.0071 485.2891 486.2963 485.2962 486.3035 1 33.69

6 26.6 TIPDYPKPGILFR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0139 1804.0353 602.3524 1804.0491 602.3570 3 33.22

6 26.6 VPVFSICEFEGH iTRAQ4plex@N-term; 
Methylthio(C)@7 0.0101 1552.7278 777.3712 1552.7176 777.3661 2 37.58

LIC2_SPN3825

8 16.7 AAFVLPQFAQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0067 1506.8735 754.4440 1506.8802 754.4474 2 33.07

8 16.7 GPDPYTVVPDPQR iTRAQ4plex@N-term -0.0033 1583.8032 792.9089 1583.8066 792.9106 2 29.57
8 16.7 IDVFESVGFGR iTRAQ4plex@N-term 0.0293 1368.7454 685.3799 1368.7159 685.3653 2 47.03

6.85 12.5 LHSRTTPFQ
VGFGR

KIDVFES No iTRAQ4plex@
Deamidated(R)@
iTRAQ4plex(K)@

N-term; 
4; 
10

cleaved F-L@N-term;
missed K-I@10

 missed R-T@4; -0.0209 2565.3252 856.1157 2565.3462 856.1227 3 55.54

8 16.7 RPFYETMANCLK
iTRAQ4plex@N-term; 
Methylthio(C)@10; 
iTRAQ4plex(K)@12

0.0139 1805.9009 602.9742 1805.8870 602.9696 3 36.58

6.85 12.5 VLVIGGGDGGTVR iTRAQ4plex@N-term -0.0107 1342.7583 672.3864 1342.7690 672.3918 2 40.59

6.85 12.5 YYSAEMHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0156 1315.6630 439.5616 1315.6474 439.5564 3 38.74

LIC20266

2.08 6.3 AVLGA No iTRAQ4plex@N-term cleaved V-A@N-term; cleaved A-T@C-term -0.0389 429.2198 430.2271 429.2587 430.2660 1 22.77

2.08 6.3 DFSGEPQT
NPVILFR

LGLPLAP iTRAQ4plex@N-term -0.0193 2524.3618 842.4612 2524.3811 842.4677 3 40.03

2.08 6.3 EEEDRPQPR iTRAQ4plex@N-term -0.0117 1298.6221 433.8813 1298.6337 433.8852 3 21.00

2.08 6.3 IEPLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved E-I@N-term -0.0018 886.5713 444.2929 886.5731 444.2938 2 29.66

LIC10524

47.58 38.1 AADK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved A-A@N-term -0.0028 547.3060 548.3133 547.3088 548.3160 1 38.83

28.39 22.1 AREAIESNDAREAIESNDKARKAR

iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(D)@9; Oxidation(D)@9;
iTRAQ4plex(K)@
Oxidation(R)@12

erm; 
8; 

missed R-E@2; misse
10; 

missed R E@2; missedd K-A@10A@10 -0.12780.1278 1671679.74059.7405 8840.877540.8775 1679.8682 840.9414 2 35.30

47.58 38.1 AREAIESND
K

KARIESA

iTRAQ4plex@N-t
Oxidation(D)@9; 
iTRAQ4plex(K)@
Oxidation(R)@12
iTRAQ4plex(K)@

erm; 

10; 
; 
17

missed R-E@2; misse
I@12

d K-A@10; missed R- -0.0573 2351.2197 784.7472 2351.2770 784.7663 3 39.33

47.58 38.1 ASDINEVILVGGSIR iTRAQ4plex@N-term 0.0127 1685.9562 843.9854 1685.9434 843.9790 2 46.79
47.58 38.1 AVITVPAYFNDEQR iTRAQ4plex@N-term -0.0108 1765.9012 883.9579 1765.9121 883.9633 2 32.38

47.58 38.1 DAEAHAAADK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0207 1285.6300 429.5506 1285.6506 429.5575 3 25.96

47.58 38.1 DLIGIPPAPR iTRAQ4plex@N-term cleaved F-D@N-term 0.0083 1191.7180 596.8663 1191.7097 596.8621 2 31.23

28.39 22.1 ELAD Glu->pyro-Glu@N-term cleaved L-E@N-term; cleaved D-G@C-term -0.1042 428.0865 429.0938 428.1907 429.1980 1 59.10

47.58 38.1 ESSSGLSEDEIQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 cleaved I-E@N-term 0.0004 1695.8411 848.9278 1695.8407 848.9276 2 27.54

47.58 38.1 FDLIGIPPAPR iTRAQ4plex@N-term -0.0268 1338.7513 670.3829 1338.7782 670.3964 2 33.70

28.39 22.1 FDQLTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0038 1038.5992 520.3069 1038.5953 520.3049 2 38.80

47.58 38.1 FDQLTKSLV
ENALR

DRTRIPC
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Methylthio(C)@1
Deamidated(N)@

erm; 
6; 
6; 
18

missed K-S@6; misse
I@13

d R-T@11; missed R- 0.0846 2809.5669 703.3990 2809.4822 703.3778 4 40.68

47.58 38.1 FETSAGEFTPQEISAR iTRAQ4plex@N-term -0.0649 1912.8640 957.4393 1912.9289 957.4717 2 31.50

47.58 38.1 GETLIGQFAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0061 1350.7690 676.3918 1350.7751 676.3948 2 31.15

47.58 38.1 GGSIR iTRAQ4plex@N-term cleaved V-G@N-term -0.0060 632.3668 633.3740 632.3728 633.3800 1 51.34
28.39 22.1 HLDMTLTR iTRAQ4plex@N-term 0.0002 1129.6038 565.8091 1129.6036 565.8091 2 40.44
28.39 22.1 IAGLEVER iTRAQ4plex@N-term 0.0141 1029.6082 515.8113 1029.5940 515.8043 2 39.87

47.58 38.1 IATDIASK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0075 1105.6661 553.8403 1105.6587 553.8366 2 28.17

47.58 38.1 IELSGTMST
ADASGPK

QINLPFIT iTRAQ4plex@N-term; 
iTRAQ4plex(K)@24 -0.0031 2778.4688 927.1635 2778.4717 927.1645 3 54.04

47.58 38.1 IESSSGLSEDEIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0135 1808.9113 905.4629 1808.9247 905.4696 2 28.70

47.58 38.1 IGANEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0079 918.5299 460.2722 918.5378 460.2762 2 23.60



 

47.58 38.1 IGANEKQLA
REAIESNDK

TDEIKRA
AR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(R)@17
iTRAQ4plex(K)@

erm; 
6; 
14; 
; 
25

missed K-Q@6; miss
A@15; missed R-E@

ed K-R@14; missed R-
17; missed K-A@25 0.0125 3618.0061 905.5088 3617.9936 905.5057 4 52.63

47.58 38.1 IIGIDLGTTN
GGDPVVIQN

SVVSVME
SEGAR

iTRAQ4plex@N-term; 
Deamidated(N)@26 0.0638 3271.7363 1091.5860 3271.6728 1091.5649 3 54.61

47.58 38.1 IINEPTAAALAYGFDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0081 1981.0845 661.3688 1981.0764 661.3661 3 34.07

47.58 38.1 IINEPTAAALAYGFDKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
16; 
17

missed K-K@16 -0.0095 2253.2639 752.0953 2253.2734 752.0984 3 33.93

47.58 38.1 IPAVQELVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0141 1283.7916 642.9031 1283.8057 642.9101 2 31.36

47.58 38.1 IPCENALR iTRAQ4plex@N-term; 
Methylthio(C)@3 0.0043 1104.5585 553.2865 1104.5542 553.2844 2 31.19

28.39 22.1 ISADK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved D-I@N-term 0.0117 820.5016 411.2581 820.4898 411.2522 2 40.92

47.58 38.1 LATDEIKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved Q-L@N-term; missed K-R@7 -0.0136 1232.7196 411.9138 1232.7332 411.9183 3 28.45

28.39 22.1 LDMTLTR iTRAQ4plex@N-term cleaved H-L@N-term 0.0098 992.5545 497.2845 992.5447 497.2796 2 41.12

47.58 38.1 MVKDAEAH
R

AAADKAQ iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
13

missed K-A@13 -0.0271 2143.1262 715.3827 2143.1533 715.3917 3 43.72

47.58 38.1 NALR iTRAQ4plex@N-term cleaved E-N@N-term 0.0816 616.4594 617.4667 616.3778 617.3851 1 55.94

47.58 38.1 NELDTLTYSLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0092 1712.8984 857.4565 1712.9076 857.4611 2 32.82

47.58 38.1 NQAITNAVNTIR No iTRAQ4plex@N-term; 
Deamidated(N)@9 0.0080 1314.6971 658.3558 1314.6892 658.3519 2 29.39

47.58 38.1 NQTGIDISADK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0030 1448.7684 725.3915 1448.7715 725.3930 2 27.75

47.58 38.1 NQTGIDISADKNTVQR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 missed K-N@11 -0.0138 2047.0764 683.3661 2047.0902 683.3707 3 28.64

28.39 22.1 NTIR iTRAQ4plex@N-term cleaved V-N@N-term 0.0593 646.4477 647.4550 646.3884 647.3957 1 58.60

47.58 38.1 NTTIPTKK
iTRAQ4plex@N-tiTRAQ4plex@N
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; term;
7; 
8

missed K-K@7 -0.0665 1333.7629 445.5949 1333.8295 445.6171 3 27.33

47.58 38.1 PFITADASGPK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
11 cleaved L-P@N-term 0.0205 1246.6885 624.3515 1246.6679 624.3412 2 47.10

47.58 38.1 PVVIQNSEGAR No iTRAQ4plex@N-term cleaved D-P@N-term -0.0013 1168.6188 585.3167 1168.6200 585.3173 2 24.32

47.58 38.1 QATKDAGR
R

IAGLEVE iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
1; 
4

missed R-I@8 -0.0759 2002.0292 668.3503 2002.1051 668.3756 3 38.44

47.58 38.1 QGGVLAGEVSDVLL iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
1 cleaved I-Q@N-term; cleaved L-L@C-term 0.0320 1500.8478 751.4312 1500.8157 751.4151 2 42.55

47.58 38.1 QLATDEIKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 missed K-R@8 0.0118 1360.8036 454.6085 1360.7918 454.6045 3 27.42

47.58 38.1 QTAEDYLGQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0129 1439.7372 720.8759 1439.7500 720.8823 2 28.02

28.39 22.1 QVFGKEPNK
Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@9

-0.0095 1316.7238 659.3691 1316.7332 659.3739 2 38.15

47.58 38.1 RIPAVQELVK
iTRAQ4plex@N-t
Oxidation(R)@1; 
iTRAQ4plex(K)@

erm; 

10
cleaved I-R@N-term; missed R-I@1 -0.0718 1455.8298 486.2839 1455.9017 486.3078 3 40.08

47.58 38.1
SAPGAEQA
GGAGSNDQ
GEK

AAGGPN
GNSTNN

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
28; 
31

cleaved Q-S@N-term 0.1035 3073.4849 1025.5020 3073.3813 1025.4677 3 23.96

47.58 38.1
SQSAPGAE
PNGGAGSN
NNGEK

QAAAGG
DQGNST

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
16; 
30; 
33

cleaved Y-S@N-term -0.0172 3289.4387 1097.4870 3289.4559 1097.4926 3 23.85

47.58 38.1 SQVFSTAAD
HVLQGER

NQSAVSI iTRAQ4plex@N-term 0.0093 2587.3206 863.4474 2587.3112 863.4444 3 58.86

28.39 22.1 TTPSIVAFTAK
iTRAQ4plex@N-term; 
Methyl(T)@2; 
iTRAQ4plex(K)@11

-0.0361 1436.8121 719.4133 1436.8482 719.4314 2 44.27

47.58 38.1 TVNEAGDKIGANEK

iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(D)@7; 
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 

8; 
12; 
14

missed K-I@8 0.1267 1895.1117 632.7112 1894.9849 632.6689 3 42.45

47.58 38.1 VVDADYTVVDDEKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
13; 
14

missed K-K@13 -0.0080 2027.0709 676.6976 2027.0788 676.7002 3 30.12



47.58 38.1
VYSQSAPG
GPNGGAGS
TNNGEK

AEQAAAG
NDQGNS

iTRAQ4plex@N-term; 
Deamidated(N)@28; 
Deamidated(N)@31; 
Deamidated(N)@32; 
iTRAQ4plex(K)@35

-0.0332 3552.5386 1185.1870 3552.5717 1185.1978 3 27.27

LIC10733

6.02 8.3 DAAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved Q-D@N-term 0.0013 547.3101 548.3174 547.3088 548.3160 1 44.19

6.02 8.3 ENSKKIGNV
AK

SFILQDA

No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
4; 
5; 
8; 
18

missed K-K@4; missed K-I@5 -0.1305 2394.2178 799.0799 2394.3484 799.1234 3 58.71

6.02 8.3 GVAQHFFQFGEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0079 1681.8898 561.6372 1681.8820 561.6346 3 33.03

6.02 8.3 IADIR No iTRAQ4plex@N-term cleaved D-I@N-term 0.0082 586.3521 587.3594 586.3439 587.3511 1 54.24

4.04 5.3 IIYLGLGETSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0078 1480.8667 741.4406 1480.8745 741.4445 2 49.29

4.04 5.3 ISIGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved Q-I@N-term 0.0044 804.5357 403.2751 804.5313 403.2729 2 38.14

6.02 8.3 ITVFDEPQLKK

iTRAQ4plex@N-t
Oxidation(D)@5; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
Oxidation(P)@7;
10; 
11

missed K-K@10 -0.0063 1781.0237 594.6818 1781.0300 594.6839 3 51.34

6.02 8.3 IWEMPLWEEYSEDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0056 2255.1118 752.7112 2255.1064 752.7094 3 38.20

4.04 5.3 LGLGV iTRAQ4plex@N-term cleaved E-L@N-term; cleaved V-P@C-term 0.0188 601.4109 602.4182 601.3921 602.3994 1 53.62

6.02 8.3 LQLLLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0062 1014.6983 508.3564 1014.7045 508.3595 2 59.44

4.04 5.3 LVLGDVLSYVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0042 1549.9365 775.9755 1549.9323 775.9734 2 50.40

6.02 8.3 MILLEYTPVKPITK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10; 
iTRAQ4plex(K)@14Q p e ( )@

-0.0058 2077.2527 693.4249 2077.2586 693.4268 3 35.06

6.02 8.3 TKFSFQTAS
GQIFTDEVE

GIFTGEN
K

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(T)@
iTRAQ4plex(K)@

erm; 
2; 
21; 
26

missed K-F@2 0.0222 3456.8123 865.2103 3456.7900 865.2048 4 51.29

LIC10763

2 1.5 GLSDNLK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@7

0.0147 1034.6000 518.3073 1034.5852 518.2999 2 37.52

2 1.5 IESLVQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0476 1103.6318 552.8232 1103.6794 552.8470 2 29.89

2 1.5 LQSSTPAGTGSYDSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0012 1785.8977 893.9561 1785.8988 893.9567 2 27.10

2 1.5 NNNQQISSQVR No iTRAQ4plex@N-term 0.0916 1286.7244 644.3694 1286.6327 644.3236 2 44.75

2 1.5 RLGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved T-R@N-term; missed R-L@1 0.0452 616.4594 617.4667 616.4142 617.4215 1 55.94

2 1.5 SFLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved S-S@N-term -0.0048 637.3873 638.3946 637.3921 638.3994 1 56.42

2 1.5 SGIS iTRAQ4plex@N-term cleaved L-S@N-term; cleaved S-Y@C-term 0.0077 506.2899 507.2972 506.2822 507.2895 1 54.73

2 1.5 TAFR iTRAQ4plex@N-term 0.0277 637.3947 638.4019 637.3669 638.3742 1 56.31

2 1.5 TESVQNLNLK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
6; 
8; 
10

cleaved L-T@N-term 0.0346 1434.8156 718.4150 1434.7810 718.3978 2 53.28

2 1.5 TTDLEVVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0119 1248.7050 417.2423 1248.7169 417.2462 3 28.97

2 1.5 VIEIYK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0172 907.5673 454.7909 907.5501 454.7823 2 14.64

2 1.5 VQFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved M-V@N-term; cleaved K-P@C-term 0.0016 808.5067 405.2606 808.5051 405.2598 2 29.09

2 1.5 VSLMTGLNVDK
iTRAQ4plex@N-term; 
iTRAQ4plex(T)@5; 
iTRAQ4plex(K)@11

-0.0128 1607.9154 536.9791 1607.9282 536.9833 3 39.41

LIC10800

4 9.8 AGEFAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved E-A@N-term -0.0024 909.5140 455.7643 909.5164 455.7655 2 27.80

4 9.8 ATATASAVFAIAGTR iTRAQ4plex@N-term; 
Oxidation(F)@9 -0.0878 1566.7610 784.3878 1566.8488 784.4317 2 29.82

4 9.8 ELLNFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved K-P@C-term 0.0198 1050.6516 526.3331 1050.6317 526.3231 2 53.19



FNAGK  3 2

4 9.8 IAAEAAHQAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0119 1296.7513 433.2577 1296.7394 433.2537 3 26.42

4 9.8 IPWVLDPVA
R

VGALGF iTRAQ4plex@N-term -0.0045 1853.0640 927.5392 1853.0685 927.5415 2 39.68

4 9.8 LAGT iTRAQ4plex@N-term cleaved A-L@N-term; cleaved T-D@C-term 0.0087 504.3117 505.3189 504.3029 505.3102 1 56.14

4 9.8 SKTTIIERIWPAK

No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(R)@
Oxidation(P)@11
iTRAQ4plex(K)@

N-term; 
2; 
8; 
; 
13

cleaved M-S@N-term
missed R-I@8

; missed K-T@2; 0.0034 1847.0793 616.7004 1847.0760 616.6993 3 32.55

LIC10851

4.92 10.1 ALEENNADIEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0042 1532.7885 767.4015 1532.7926 767.4036 2 27.29

4.92 10.1 FGENITIAR iTRAQ4plex@N-term -0.0221 1163.6200 582.8173 1163.6421 582.8283 2 29.51

4.92 10.1 RTSA iTRAQ4plex@N-term cleaved E-R@N-term
term; missed R-T@1

; cleaved A-G@C- 0.0269 577.3574 578.3647 577.3306 578.3378 1 56.92

4.92 10.1 SQLEAEGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0072 1148.6208 575.3177 1148.6281 575.3213 2 24.92

4.92 10.1 VVSYIHGNGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0266 1360.7972 454.6064 1360.7707 454.5975 3 35.80

4.92 10.1 YISEVCLVNQAFFK

iTRAQ4plex@N-term; 
Methylthio(C)@6; 
Deamidated(N)@9; 
iTRAQ4plex(K)@14

0.0648 1995.0737 666.0319 1995.0089 666.0103 3 53.80

3.7 9.5 AAVTTDLIR No iTRAQ4plex@N-term cleaved M-A@N-term 0.0081 958.5529 480.2837 958.5447 480.2796 2 43.63
3.7 9.5 AITWLR iTRAQ4plex@N-term 0.0061 902.5521 452.2833 902.5460 452.2803 2 43.42

3.7 9.5 EALGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved F-E@N-term 0.0408 804.5357 403.2751 804.4949 403.2547 2 38.14

LIC11101

10.73 9.3 ALINLIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0001 1199.7844 600.8995 1199.7845 600.8995 2 45.51

4.8 4.1 APNRAMLR iTRAQ4plex@N-t
Dethiomethyl(M)@

erm; 
6 missed R-A@4 0.0302 1023.6362 512.8254 1023.6059 512.8102 2 47.18

4.8 4.1 DMPDLVPNQTIVR iTRAQ4plex@N-term -0.0133 1640.8545 821.4345 1640.8678 821.4412 2 32.13

10 7310.73 9 39.3 FNAGK iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(K)@5 0 02940.0294 82382 5090 412.5090 4 761712.7617 823 4796823.4796 412 7471 2 39 80412.7471 39.80

10.73 9.3 GNLAPDGAVAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0023 1299.7413 650.8779 1299.7390 650.8768 2 35.69

4.8 4.1 IKPGDVIIIR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0186 1410.8979 471.3066 1410.9166 471.3128 3 32.34

10.73 9.3 ISGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0044 804.5357 403.2751 804.5313 403.2729 2 38.14

10.73 9.3 ISITGPAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0022 1073.6711 537.8428 1073.6688 537.8417 2 38.70

10.73 9.3 ISREEFIR Carbamyl@N-term missed R-E@3 0.0037 1091.5760 546.7953 1091.5724 546.7935 2 41.00

10.73 9.3 IYGT iTRAQ4plex@N-term cleaved Q-I@N-term; cleaved T-I@C-term 0.0027 596.3318 597.3391 596.3292 597.3364 1 59.75

4.8 4.1 LVQSATNGAITNL iTRAQ4plex@N-term cleaved L-L@C-term 0.0097 1444.8104 482.6107 1444.8007 482.6075 3 44.48
10.73 9.3 SSMTTDGDNRAPNR iTRAQ4plex@N-term missed R-A@10 0.0251 1664.7909 555.9376 1664.7658 555.9292 3 33.17

4.8 4.1 SWKPIEPR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 -0.0087 1299.7456 434.2558 1299.7543 434.2587 3 30.63

10.73 9.3 VGGVHGVMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0000 1170.6787 586.3466 1170.6787 586.3466 2 39.45

10.73 9.3 VIIIR No iTRAQ4plex@N-term cleaved D-V@N-term 0.0072 612.4395 613.4467 612.4323 613.4396 1 49.59

10.73 9.3 VVLV iTRAQ4plex@N-term cleaved T-V@N-term; cleaved V-L@C-term 0.0053 572.4072 573.4145 572.4019 573.4092 1 58.63

LIC11453

4 6.3 EDLSSTLAL
VK

VKPIVED iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11; 
iTRAQ4plex(K)@18

0.0055 2387.3945 796.8054 2387.3889 796.8036 3 37.62

4 6.3 EIIIHGNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0004 1210.7274 404.5831 1210.7277 404.5832 3 50.37

4 6.3 GVST iTRAQ4plex@N-term cleaved L-G@N-term; cleaved T-F@C-term 0.0213 506.3035 507.3108 506.2822 507.2895 1 57.37

4 6.3 LKTALVK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Phospho(T)@3; 
iTRAQ4plex(K)@

erm; 
2; 

7

missed K-T@2 0.0237 1283.8181 642.9163 1283.7943 642.9044 2 31.29

4 6.3 NIQIVTPPR iTRAQ4plex@N-term 0.0047 1180.7097 591.3621 1180.7050 591.3598 2 28.94

4 6.3 SLAQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved L-S@N-term 0.0751 833.5966 417.8055 833.5214 417.7680 2 17.67

LIC11559

2.24 7.2 IFPLFSPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0004 1235.7518 618.8832 1235.7522 618.8834 2 48.24

2.24 7.2 RVSYDVGVER Carbamyl@N-term missed R-V@1 -0.0028 1221.6074 611.8110 1221.6102 611.8124 2 37.92
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2.24 7.2 VSYDVGVER Carbamyl@N-term; 
iTRAQ4plex(Y)@3 -0.0033 1209.6078 605.8112 1209.6112 605.8129 2 38.02

LIC11587

2.01 1.1 EILFEELTTD
NTVSGQNS

WQSDAY
NNSIR

Glu->pyro-Glu@N-term; 
Oxidation(N)@17; 
Deamidated(N)@26

-0.0376 3329.4585 833.3719 3329.4960 833.3813 4 36.40

2.01 1.1 FNLGENFLTK
iTRAQ4plex@N-term; 
Deamidated(N)@6; 
iTRAQ4plex(K)@10

0.0537 1470.8500 736.4323 1470.7962 736.4054 2 34.01

2.01 1.1 FRRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4

cleaved Y-F@N-term
missed R-K@3

; missed R-R@2; 0.0257 893.6060 447.8103 893.5803 447.7974 2 58.52

2.01 1.1 GFTNEILEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0065 1337.7369 669.8757 1337.7435 669.8790 2 30.82

2.01 1.1 KVQEDGIPEWLQK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
13

missed K-V@1 -0.0331 2001.0930 668.0383 2001.1260 668.0493 3 36.82

2.01 1.1 NLAS No iTRAQ4plex@N-term cleaved C-N@N-term; cleaved S-A@C-term -0.0105 403.1963 404.2035 403.2067 404.2140 1 46.96

2.01 1.1 QTLR iTRAQ4plex@N-term cleaved S-Q@N-term 0.0543 660.4584 661.4656 660.4041 661.4113 1 55.38

2.01 1.1 SSGLMSFLK
No iTRAQ4plex@N-term; 
Oxidation(M)@5; 
iTRAQ4plex(K)@9

0.0487 1128.6458 565.3301 1128.5971 565.3058 2 32.34

2.01 1.1 VDAFTFFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved Y-V@N-term -0.0442 1261.6509 421.5576 1261.6950 421.5723 3 29.32

2.01 1.1 VSGNKHI iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5

cleaved I-V@N-term; 
missed K-H@5

cleaved I-K@C-term; -0.0425 1041.5750 521.7947 1041.6175 521.8160 2 24.27

LIC11704

2 13.0 EYFEKPSIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@9

-0.0083 1571.8843 524.9687 1571.8925 524.9714 3 31.22

2 13.0 RFKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
3 missed R-F@1; missed K-R@3 0.0287 893.6090 447.8118 893.5803 447.7974 2 26.50

LIC11746
1.84 3.0 AVFGIPEIFR iTRAQ4plex@N-term 0.0067 1291.7478 646.8812 1291.7410 646.8778 2 50.52
1.84 3.0 ELLLLFSR iTRAQ4plex@N-term 0.0157 1133.7087 567.8616 1133.6930 567.8538 2 50.47

1 841.84 3 03.0 VQHTNFLDISLRVQHTNFLD iTRAQ4plex@N-term; ISLR iTRAQ4plex@N term;
Phospho(T)@4 0 00860.0086 1665166 8448 5565.8448 5 288956.2889 1665 83621665.8362 556 2860 3 47 33556.2860 47.33

1.84 3.0 VSFPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved E-V@N-term -0.0052 864.5261 433.2703 864.5313 433.2729 2 39.70

LIC11832

2 9.0 NVGIFHEFLVNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0044 1703.9646 568.9955 1703.9603 568.9940 3 34.69

2 9.0 TAVCPKTG
VSYIPNKR

LPDFGVIL

iTRAQ4plex@N-t
Methylthio(C)@4; 
iTRAQ4plex(K)@
iTRAQ4plex(T)@
iTRAQ4plex(K)@

erm; 

6; 
7; 
23

cleaved F-T@N-term;
missed K-R@23

 missed K-T@6; -0.0237 3209.7920 535.9726 3209.8156 535.9765 6 52.41

2 9.0 TNVYEGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved F-T@N-term -0.0872 1097.5089 549.7617 1097.5961 549.8053 2 38.69

LIC11890

12.76 33.2 ADGRPIAIS
VIGLADAAL

SPGEAND
TK

Formyl@N-term; 
iTRAQ4plex(S)@9; 
iTRAQ4plex(S)@10; 
Deamidated(N)@15; 
iTRAQ4plex(K)@27

-0.0902 3082.5610 1028.5280 3082.6512 1028.5577 3 39.72

12.76 33.2 ARGSRVAS
PNQNQR

MWFHMG
Formyl@N-term; 
Deamidated(R)@
Oxidation(R)@5; 
iTRAQ4plex(S)@

2; 

8

cleaved F-A@N-term
missed R-V@5

; missed R-G@2; -0.0598 2518.1230 840.3817 2518.1828 840.4015 3 37.09

12.76 33.2 DMGAYYNR iTRAQ4plex@N-term cleaved A-D@N-term 0.0066 1132.5160 567.2653 1132.5093 567.2619 2 28.17

12.76 33.2 DRIASQAEFNK

iTRAQ4plex@N-t
Carboxy(D)@1; 
Deamidated(R)@
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 

2; 
5; 
11

cleaved V-D@N-term; missed R-I@2 0.0001 1754.9165 585.9794 1754.9164 585.9794 3 31.47

12.76 33.2 EFNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved A-E@N-term 0.0022 824.4659 413.2402 824.4636 413.2391 2 25.26

12.76 33.2 FNELAVDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0134 1222.6667 612.3406 1222.6801 612.3473 2 29.52

12.76 33.2 FNELAVDKT
G

MKALSS iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
11

cleaved G-M@C-term
missed K-A@11

; missed K-T@8; -0.0232 2142.1489 715.0569 2142.1720 715.0646 3 54.27

12.76 33.2 FYIGTMTSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0074 1334.7222 668.3683 1334.7148 668.3647 2 34.70

12.76 33.2 GAYENMQASESR iTRAQ4plex@N-term cleaved M-G@N-term 0.0105 1485.6746 743.8445 1485.6640 743.8393 2 24.95

12.76 33.2 IASQAEFNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -4.0585 1290.6541 646.3343 1294.7125 648.3635 2 30.93



 

12.76 33.2 IRDADMAEEVVSLTTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
16 missed R-D@2 0.0001 2065.0969 689.3729 2065.0969 689.3729 3 34.48

12.76 33.2 LVKADGRP
ANDVIGLAD

IAISSPGE
AALTK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Carboxy(E)@16; 
Carboxy(D)@19; 
iTRAQ4plex(K)@

erm; 
3; 

30

missed K-A@3 -0.1540 3481.7454 871.4436 3481.8993 871.4821 4 36.71

12.76 33.2 MIINHNLSA
K

VNAHRSL No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
6; 
17

missed R-S@14 -0.0024 2062.1204 688.3807 2062.1228 688.3815 3 41.95

12.76 33.2 NIIQR iTRAQ4plex@N-term cleaved S-N@N-term -0.0322 786.4511 787.4584 786.4834 787.4906 1 58.19

12.76 33.2 NTEDGMSF
EQTSNIIQR

IQTAEGFL iTRAQ4plex@N-term -0.0091 2972.4216 991.8145 2972.4307 991.8175 3 43.61

12.76 33.2 QRERFYIGTMTSK

Gln->pyro-Glu@N
Deamidated(R)@
Oxidation(F)@5; 
iTRAQ4plex(K)@

-term; 
4; 

13

cleaved N-Q@N-term
missed R-F@4

; missed R-E@2; -0.0212 1759.8473 880.9309 1759.8685 880.9415 2 31.56

LIC11919

2 2.2 ALEYGMPP
DR

TGGLGIGI iTRAQ4plex@N-term -0.0241 1959.9969 981.0057 1960.0210 981.0178 2 33.34

2 2.2 ASELK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0106 690.4139 691.4212 690.4034 691.4107 1 57.98

2 2.2 GLEGYLFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved I-G@N-term -0.0685 1213.6266 607.8206 1213.6950 607.8548 2 28.90

2 2.2 LSPLAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved E-L@N-term 0.0783 915.6780 458.8463 915.5997 458.8071 2 51.67

2 2.2 NFRNEGISTK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
3; 
10

missed R-N@3 -0.0362 1453.7407 727.8776 1453.7769 727.8957 2 28.60

2 2.2 NPTGPETKFKLGGR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
10

missed K-F@8; missed K-L@10 -0.0432 1933.0679 645.3632 1933.1111 645.3776 3 38.15

2 2.2 SNPDKPGYVER iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0098 1548.8042 517.2753 1548.8140 517.2786 3 26.83

LIC11951

10.88 31.0 GGQIVAPAT
iTRAQ4plex@N-t

DLK
iTRAQ4plex@N
Deamidated(Q)@
iTRAQ4plex(K)@

erm; term;
3; 
12

cleaved I-G@N-term 0.0032 1457.8365 729.9255 1457.8333 729.9239 2 32.32

10.88 31.0 IAEVFEELTGSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0028 1609.8835 805.9490 1609.8807 805.9476 2 37.21

10.88 31.0 IFLWGPVTDESSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0029 1765.9465 883.9805 1765.9494 883.9820 2 34.84

10.18 34.5 IFLWGPVTD
GK

ESSKDLV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13; 
iTRAQ4plex(K)@18

0.0350 2422.3823 808.4681 2422.3473 808.4564 3 58.31

10.88 31.0 IFLWGPVTD
GKLLYLEMK

ESSKDLV
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
13; 
18; 
25

missed K-L@18 -0.1389 3456.8042 865.2083 3456.9430 865.2430 4 57.55

10.88 31.0 IHAEEILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0025 1239.7456 414.2558 1239.7431 414.2550 3 31.40

10.88 31.0 IHQP iTRAQ4plex@N-term cleaved M-I@N-term; cleaved P-S@C-term 0.0218 637.3887 638.3960 637.3669 638.3742 1 55.89

10.88 31.0 KIFLWGPVTDESSK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
14

missed K-I@1 0.0044 2038.1510 680.3909 2038.1464 680.3894 3 35.89

10.88 31.0 LLYLEMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0020 1196.7102 599.3624 1196.7083 599.3614 2 50.48

10.88 31.0 LNQILADACGHPISK
iTRAQ4plex@N-term; 
Methylthio(C)@9; 
iTRAQ4plex(K)@15

0.0076 1913.0183 638.6801 1913.0107 638.6775 3 35.94

10.88 31.0 SIWPNGK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@7

0.0063 1089.6125 545.8135 1089.6062 545.8104 2 36.69

10.88 31.0 VMIHQPSIG
TDLK

GQIVAPA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -0.0139 2362.3147 788.4455 2362.3286 788.4502 3 32.47

10.18 34.5 YGIVDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0002 981.5737 491.7941 981.5739 491.7942 2 37.76

LIC12017

8.17 6.2 AGIADPNRP
PTGVGK

IGTFLFLG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 -0.1055 2585.3518 862.7912 2585.4573 862.8264 3 55.22

2 1.4 ANPEVFNIF
R

LQILDEG iTRAQ4plex@N-term -0.0581 2118.0649 1060.0400 2118.1231 1060.0688 2 55.46

8.17 6.2 DASN iTRAQ4plex@N-term cleaved L-D@N-term; cleaved N-M@C-term -0.0217 549.2300 550.2372 549.2516 550.2589 1 59.68

2 1.4 DEEIRRTIQVLSRR iTRAQ4plex@N-t
Methyl(L)@11

erm; missed R-R@5; miss
R@13

ed R-T@6; missed R- 0.1970 1928.3008 483.0825 1928.1037 483.0332 4 59.35



2 1.4 DVSFTNELK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved L-D@N-term 0.0461 1339.7688 447.5969 1339.7227 447.5815 3 30.63

8.17 6.2 EIDS Glu->pyro-Glu@N-term cleaved I-E@N-term; cleaved S-M@C-term 0.1552 444.3409 445.3481 444.1856 445.1929 1 1.85

2 1.4 EVLSQPDG
LNLSPK

LVPLLISK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
16; 
18; 
22

missed K-L@16 -0.1773 2792.4856 699.1287 2792.6629 699.1730 4 40.04

2 1.4 FTNGQNVTVDYR iTRAQ4plex@N-term; 
Deamidated(N)@3 0.0005 1557.7551 779.8848 1557.7545 779.8845 2 29.20

8.17 6.2 GIPVSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved T-G@N-term -0.0232 887.5452 444.7799 887.5684 444.7915 2 39.92

2 1.4 GKTIMDDSPEGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
12

missed K-T@2 -0.0709 1708.8323 570.6180 1708.9031 570.6416 3 33.55

2 1.4 GRDEEIRRTIQVLSR iTRAQ4plex@N-term cleaved I-G@N-term;
missed R-R@7; miss

 missed R-D@2; 
ed R-T@8 0.0061 1971.1157 658.0458 1971.1096 658.0438 3 38.40

2 1.4 GSLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved T-G@N-term -0.0119 547.3333 548.3405 547.3451 548.3524 1 42.24

8.17 6.2 LDPVIGRDEEIR Carbamyl@N-term missed R-D@7 0.0530 1453.8055 727.9100 1453.7525 727.8835 2 42.26

2 1.4 LIGAPPGYV
QLTEAVRR

GYDEGG iTRAQ4plex@N-t
Oxidation(P)@5; 
Deamidated(Q)@

erm; 
Oxidation(P)@6;
16

missed R-R@22 -0.0228 2594.2869 865.7696 2594.3098 865.7772 3 16.48

8.17 6.2 LLLMEDVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0023 1360.8267 681.4206 1360.8243 681.4194 2 49.46

2 1.4 LNEAIYNAQASAEK

iTRAQ4plex@N-term; 
Deamidated(N)@2; 
Deamidated(N)@7; 
iTRAQ4plex(K)@14

0.0108 1810.9301 906.4723 1810.9192 906.4669 2 8.52

2 1.4 MLQGERAK
LKTKVIGQD

LLLMEDV
HALR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
17; 
19

missed R-A@6; misse
T@17; missed K-V@

d K-L@8; missed K-
19 -0.1646 3781.0276 946.2642 3781.1921 946.3053 4 39.57

2 1.4 TKVIGQDHALR iTRAQ4plex@N-t
iTRAQ4plex(K)@2iTRAQ4plex(K)@2

erm; missed K-V@2 0.0008 1524.8987 509.3069 1524.8980 509.3066 3 33.05

2 1.4 TLYTLDLGSMIAGAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0996 1840.9216 921.4681 1841.0212 921.5179 2 35.32

8.17 6.2 VIGQDHALR iTRAQ4plex@N-term -0.0159 1151.6373 576.8259 1151.6533 576.8339 2 36.63

2 1.4 WTGIPVSKM
K

LQGERA
No iTRAQ4plex@
Oxidation(P)@5; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 

8; 
16

missed K-M@8; missed R-A@14 -0.0332 2104.1375 702.3864 2104.1707 702.3975 3 11.46

2 1.4 YAKNLNELAK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(N)@4; 
iTRAQ4plex(K)@

erm; 
3; 
Oxidation(N)@6;
10

missed K-N@3 -0.0290 1626.9017 543.3079 1626.9306 543.3175 3 29.70

8.17 6.2 YRGEFEDR Carbamyl@N-term missed R-G@2 0.0033 1113.4873 557.7509 1113.4839 557.7492 2 37.22
LIC12091

2.65 5.3 AIPIGNSLVEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0402 1427.8190 714.9167 1427.8591 714.9369 2 50.12

2.65 5.3 FASGTMAIAK
iTRAQ4plex@N-term; 
iTRAQ4plex(T)@5; 
iTRAQ4plex(K)@10

0.0109 1427.8281 714.9213 1427.8172 714.9159 2 39.46

2.65 5.3 GAAHR iTRAQ4plex@N-term cleaved F-G@N-term 0.0252 654.3936 655.4008 654.3683 655.3756 1 55.94

2.65 5.3 GQVNPEFS
FQSLVK

LAPVVET iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 -1.0339 2575.3755 859.4658 2576.4094 859.8104 3 40.28

2.65 5.3 KLPGVEALK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
9

missed K-L@1 -0.0277 1385.8695 462.9638 1385.8972 462.9730 3 32.67

2.65 5.3 LENVDLSGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0008 1261.7130 631.8638 1261.7122 631.8634 2 29.41

2.65 5.3 LLPAYAGLLMHK
iTRAQ4plex@N-term; 
iTRAQ4plex(H)@11; 
iTRAQ4plex(K)@12

-0.0309 1758.0283 880.0214 1758.0592 880.0369 2 38.10

2.65 5.3 TLPTIELLIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0632 1427.8575 714.9360 1427.9207 714.9676 2 42.89

2.65 5.3 TVVGGGDSIAAINK
No iTRAQ4plex@N-term; 
Deamidated(N)@13; 
iTRAQ4plex(K)@14

0.0552 1445.8400 723.9272 1445.7848 723.8997 2 32.65

LIC12094

3.52 10.0 AIGT iTRAQ4plex@N-term cleaved W-A@N-term; cleaved T-G@C-term 0.0087 504.3117 505.3189 504.3029 505.3102 1 56.14

3.52 10.0 EKDIDGGLV
SSFAGLF

GGASQKI Glu->pyro-Glu@N
iTRAQ4plex(K)@
iTRAQ4plex(K)@

-term; 
2; 
15

missed K-I@15 -0.0315 2565.3367 642.3414 2565.3682 642.3493 4 40.18



IEAEMEK  2

3.52 10.0 KVATP iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1

cleaved G-K@N-term
term; missed K-V@1

; cleaved P-S@C- 0.0234 802.5391 803.5463 802.5156 803.5229 1 56.76

3.52 10.0 TLEVLSSQIR iTRAQ4plex@N-term 0.0157 1288.7629 645.3887 1288.7473 645.3809 2 31.13
3.52 10.0 VATPSQAQEVHSFIR iTRAQ4plex@N-term -0.0068 1812.9536 605.3251 1812.9604 605.3274 3 30.69

3.52 10.0 VIVGA No iTRAQ4plex@N-term cleaved S-V@N-term; cleaved A-Q@C-term -0.0344 457.2557 458.2630 457.2900 458.2973 1 0.29

5.52 14.0 EAVFLAHSIR Carbamyl@N-term 0.0016 1184.6318 593.3232 1184.6302 593.3224 2 44.22

5.52 14.0 FLLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 0.0148 807.5611 404.7878 807.5462 404.7804 2 41.34

LIC12400

2 1.5 ATPQWFFK
iTRAQ4plex@N-term; 
Deamidated(Q)@4; 
iTRAQ4plex(K)@8

-0.0131 1312.6929 657.3537 1312.7059 657.3602 2 45.81

2.92 1.2 ELSVLK Glu->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
6 cleaved D-E@N-term -0.0429 813.4653 407.7399 813.5082 407.7614 2 36.62

2 1.5 ENPYSSTVLLPK
Glu->pyro-Glu@N-term; 
Oxidation(P)@3; 
iTRAQ4plex(K)@12

0.0418 1488.8364 497.2861 1488.7946 497.2721 3 58.22

2 1.5 FNELREK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved D-F@N-term; missed R-E@5 -0.0246 1222.6667 612.3406 1222.6914 612.3530 2 29.52

2.92 1.2 IIQLLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved E-I@N-term 0.0021 1014.7065 508.3605 1014.7045 508.3595 2 46.03

2.92 1.2 ILPK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 0.0246 613.4531 614.4604 613.4285 614.4358 1 53.24

2 1.5 KVFDANPEIIQLLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
14

missed K-V@1 -0.0229 2059.2178 687.4132 2059.2407 687.4208 3 36.52

2 1.5 SGQI No iTRAQ4plex@N-term cleaved I-F@C-term 0.0025 403.2092 404.2165 403.2067 404.2140 1 46.96

2.92 1.2 VLKPVQVECPR
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
Methylthio(C)@9

-0.0026 1600.9011 534.6410 1600.9037 534.6418 3 44.10

2 1.5 YGADILR iTRAQ4plex@N-term cleaved I-Y@N-term 0.0440 950.5747 476.2946 950.5307 476.2726 2 31.98
LIC12465

1.61 1.7 EGPGFPFWHPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0083 1585.8369 529.6196 1585.8285 529.6168 3 53.27

1 611.61 1 71.7 IEAEMEK iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(K)@7 0 04540.0454 1136113 6445 5696.6445 5 329569.3295 1136 59911136.5991 569 3068 2 37 27569.3068 37.27

1.61 1.7 ILGEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved L-I@N-term 0.0070 846.5488 424.2817 846.5418 424.2782 2 43.00

1.61 1.7 SGVLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved N-S@N-term 0.0162 646.4297 647.4370 646.4136 647.4208 1 59.45

1.61 1.7 TFIATRPEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0135 1349.7776 450.9331 1349.7911 450.9376 3 40.20

1.71 1.7 AIYGSLERF
GK

IGILIEHYE iTRAQ4plex@N-t
Oxidation(F)@9; 
iTRAQ4plex(K)@

erm; 

20
missed R-F@8 0.0373 2611.4626 871.4948 2611.4254 871.4824 3 55.76

1.71 1.7 ELPFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0147 1033.6564 517.8354 1033.6416 517.8281 2 39.75

1.71 1.7 FAEFGSVH
LHGLFR

RHELHGV iTRAQ4plex@N-t
Oxidation(F)@1; 
Oxidation(H)@17

erm; 
missed R-H@9 0.1197 2620.4731 656.1255 2620.3533 656.0956 4 49.28

1.71 1.7 GSLE No iTRAQ4plex@N-term cleaved Y-G@N-term; cleaved E-R@C-term -0.0004 404.1903 405.1976 404.1907 405.1980 1 28.83

1.71 1.7 LNGEEILDLSR iTRAQ4plex@N-term; 
Deamidated(N)@2 0.0082 1402.7507 702.3826 1402.7426 702.3786 2 33.19

1.71 1.7 LNGEEILDLSRTVEK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
2; 
15

missed R-T@11 0.0036 2004.1019 669.0413 2004.0983 669.0400 3 45.62

1.71 1.7 MYQLTLPDK
iTRAQ4plex@N-term; 
Oxidation(M)@1; Oxidation(Y)@2
iTRAQ4plex(K)@9

0.0769 1427.8344 714.9244 1427.7574 714.8860 2 46.34

1.71 1.7 QDDS Gln->pyro-Glu@N-term cleaved T-Q@N-term; cleaved S-H@C-term -0.0136 446.1149 447.1222 446.1285 447.1358 1 0.11

1.71 1.7 YALK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved D-Y@N-term; cleaved K-P@C-term -0.0048 637.3873 638.3946 637.3921 638.3994 1 56.42

LIC12526

2 4.2 GYVR iTRAQ4plex@N-term cleaved V-G@N-term; cleaved R-P@C-term 0.0204 637.3873 638.3946 637.3669 638.3742 1 56.42

2 4.2 IEQVGTPDEVYNHPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0017 2013.0393 672.0204 2013.0411 672.0210 3 29.80

2 4.2 YPSELSGG
R

QRQRIALA iTRAQ4plex@N-t
Deamidated(Q)@
Oxidation(R)@12

erm; 
9; missed R-Q@10; missed R-I@12 0.0119 2062.1160 688.3793 2062.1041 688.3753 3 1.37

LIC12845

2 7.6 DALINNMITSLFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0354 1767.0198 884.5172 1766.9844 884.4995 2 0.10



2 7.6 ERSTLLKERIEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
7; 
12

missed R-S@2; missed R-I@9 -0.1068 1933.0618 645.3612 1933.1686 645.3968 3 37.57

LIC12855

2 15.3 IIVTQVKSSIGVK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
5; 
7; 
13

cleaved N-I@N-term; missed K-S@7 0.1347 1804.2745 602.4321 1804.1399 602.3872 3 53.77

2 15.3 LTLHALGLR iTRAQ4plex@N-term 0.0026 1136.7178 569.3661 1136.7152 569.3649 2 51.69
LIC12869

2 19.4 AHVAGDK
iTRAQ4plex@N-term; 
Oxidation(H)@2; 
iTRAQ4plex(K)@7

0.0097 1000.5642 501.2894 1000.5545 501.2845 2 31.82

2 19.4 STIFPDMVG
NGK

HTVMVH iTRAQ4plex@N-term; 
Deamidated(N)@16; 
iTRAQ4plex(K)@18

0.0009 2258.1440 565.5433 2258.1431 565.5431 4 35.37

LIC13129

3.22 1.8 DLDKNRILENIK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
4; 
10; 
12

missed K-N@4; missed R-I@6 -0.0222 1903.0881 635.3700 1903.1104 635.3774 3 52.62

3.22 1.8 EGITPEQLIER iTRAQ4plex@N-term; 
Deamidated(Q)@7 0.0903 1428.8485 715.4315 1428.7582 715.3864 2 0.53

3.22 1.8 EGLALIEEILYQTVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -1.0060 2005.1484 669.3901 2006.1543 669.7254 3 41.89

3.22 1.8 KEGITPEQLIER
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
Deamidated(Q)@8

-0.1055 1700.8497 851.4321 1700.9552 851.4849 2 24.80

3.22 1.8 KVETSENPVPEER iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-V@1 -0.0167 1800.9294 601.3171 1800.9461 601.3227 3 26.40

3.22 1.8 LNAS No iTRAQ4plex@N-term cleaved T-L@N-term; cleaved S-R@C-term -0.0105 403.1963 404.2035 403.2067 404.2140 1 46.96

3.22 1.8 NFPNEPNK
iTRAQ4plex@N-term; 
Oxidation(N)@1; Oxidation(N)@4;
iTRAQ4plex(K)@8

0.0419 1278.6868 640.3506 1278.6448 640.3297 2 29.34

3.22 1.8 NRILENIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 missed R-I@2 -0.0456 1286.7457 429.9225 1286.7914 429.9377 3 26.90

3.22 1.8 PEQLIERVGQEHYR iTRAQ4plex@N-t
Oxidation(H)@12

erm; cleaved T-P@N-term; missed R-V@7 0.0190 1913.0066 638.6761 1912.9877 638.6698 3 36.27

2.01 1.8 RFQK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved V-R@N-term; missed R-F@1 0.0125 721.4482 722.4554 721.4357 722.4430 1 58.32

3.22 1.8 TFVK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved E-T@N-term -0.0048 637.3873 638.3946 637.3921 638.3994 1 56.42

LIC13324

8 11.4 AVRAFITET
VRIK

QRYVSGT
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(Y)@
iTRAQ4plex(K)@

erm; 
3; 
12; 
20

missed R-A@3; misse
I@18

d R-Y@11; missed R- 0.0086 2727.5847 682.9034 2727.5761 682.9013 4 37.45

8 11.4 EGADAFAHGATGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0041 1518.7712 507.2643 1518.7670 507.2630 3 26.71

8 11.4
EGADAFAH
DQVRFELG
K

GATGKGN
VKSLAPE

Glu->pyro-Glu@N
iTRAQ4plex(K)@
Oxidation(F)@20
iTRAQ4plex(K)@
iTRAQ4plex(K)@

-term; 
13; 
; 
25; 
31

missed K-G@13; mis
S@25

sed R-F@19; missed K -0.1721 3628.7244 908.1884 3628.8963 908.2314 4 50.10

8 11.4 EMAT iTRAQ4plex@N-term cleaved P-E@N-term; cleaved T-F@C-term 0.0443 594.3248 595.3320 594.2805 595.2878 1 50.79

8 11.4 GIPVPVTAE
R

KPYSMD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0061 2047.1078 683.3765 2047.1016 683.3745 3 31.93

8 11.4 KMNPLEIME
K

TLNTIAG iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
17

missed K-M@1 -1.0780 2333.2236 778.7485 2334.3016 779.1078 3 42.92

8 11.4 MAQNKPVKK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
5; 
8; 
9

missed K-K@8 -0.0848 1618.9191 540.6470 1619.0040 540.6753 3 49.38

8 11.4 MNPLEIMETLNTIAGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0114 2062.1160 688.3793 2062.1046 688.3755 3 1.37

8 11.4 YVSGTVR iTRAQ4plex@N-term -0.0036 924.5115 463.2630 924.5151 463.2648 2 28.97
LIC13393

13.52 21.7 ADIIQILAPDTIQADLYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0054 2288.2817 763.7679 2288.2871 763.7697 3 37.02

13.52 21.7 AGYPNFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0045 1083.6002 542.8074 1083.5957 542.8051 2 29.64

13.52 21.7 ALAHAAGVGGGR iTRAQ4plex@N-term 0.0022 1179.6616 590.8381 1179.6594 590.8370 2 26.41



6.96 10.2 DKNASHPIESVGK

Carbamyl@N-ter
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

m; 
2; 
3; 
13

missed K-N@2 -0.0013 1712.8925 571.9714 1712.8937 571.9718 3 36.97

13.52 21.7 DSGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.1163 806.5905 404.3025 806.4742 404.2444 2 19.05

13.52 21.7 EVDVYMVAPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0028 1437.7754 719.8950 1437.7781 719.8963 2 30.15

13.52 21.7 FATNWMAETK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.8737 1484.8793 743.4469 1485.7530 743.8838 2 31.57

13.52 21.7 FSISDTAEY
R

GDYVSGP iTRAQ4plex@N-term 0.0147 2006.9491 1004.4820 2006.9343 1004.4744 2 59.24

13.52 21.7 HLVNFSRVISVVILSFF iTRAQ4plex@N-term cleaved F-K@C-term; missed R-V@7 -0.0207 2120.2061 707.7426 2120.2268 707.7495 3 38.37

13.52 21.7 LITDLIYEGGL iTRAQ4plex@N-term cleaved L-A@C-term -0.0560 1349.7004 675.8575 1349.7564 675.8855 2 30.28
13.52 21.7 LITDLIYEGGLAR iTRAQ4plex@N-term 0.0074 1576.9021 789.4583 1576.8946 789.4546 2 36.36

13.52 21.7 MKEVLNDIQK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
Deamidated(N)@6; 
iTRAQ4plex(K)@10

0.0055 1649.9443 550.9887 1649.9388 550.9869 3 34.69

13.52 21.7 NAGFEVYSVSEASQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0530 1903.0098 635.3439 1902.9567 635.3262 3 58.77

13.52 21.7 NASHPIESVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0033 1425.7853 476.2690 1425.7820 476.2679 3 26.19

6.96 10.2 VIIGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0013 929.6504 465.8325 929.6517 465.8331 2 42.10

LIC13399

2 5.9 EEIKPLDFVLPSQIIDR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0100 2299.2930 767.4383 2299.3031 767.4416 3 36.76

LIC13250
4 4.4 FEPGLTHNLIR iTRAQ4plex@N-term -0.0005 1439.8002 480.9407 1439.8007 480.9408 3 45.34
4 4.4 IELR iTRAQ4plex@N-term cleaved S-I@N-term 0.0274 673.4519 674.4592 673.4245 674.4317 1 58.31

4 4.4 IFLFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved G-I@N-term 0.0128 954.6275 478.3210 954.6146 478.3146 2 47.80

4 4.4 LLAN No iTRAQ4plex@N-term cleaved F-L@N-term; cleaved N-R@C-term 0.0770 429.3357 430.3430 429.2587 430.2660 1 58.43

4 4.4 STNSGISANIDHLGR iTRAQ4plex@N-term -0.9648 1683.8966 562.3062 1684.8614 562.6278 3 41.12
4 4.4 VREFR iTRAQ4plex@N-term cleaved F-V@N-term; missed R-E@2 0.0400 849.5342 425.7744 849.4943 425.7544 2 44.54

4 4.4 YETTRTEVSETGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 cleaved Y-Y@N-term; missed R-T@5 0.0441 1787.9586 596.9935 1787.9145 596.9788 3 42.55

LIC11354

9.04 14.0 ANFKLTPRGIIESLK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
Oxidation(P)@7; 
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
2; 
4; 

8; 
15

missed K-L@4; missed R-G@8 -0.0418 2136.2102 713.0773 2136.2520 713.0913 3 37.89

9.04 14.0 EQGAGDQG
NETPELMP

LMFGFAI
MP

iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
7 cleaved P-I@C-term 0.1679 2824.4558 942.4926 2824.2880 942.4366 3 41.71

9.89 15.8 ETASYGHFGR iTRAQ4plex@N-term -0.0056 1267.6011 423.5410 1267.6067 423.5429 3 38.32

9.89 15.8 FLRPDAK Carbamyl@N-term; 
iTRAQ4plex(K)@7 0.0105 1032.5944 517.3044 1032.5838 517.2992 2 41.22

9.04 14.0 GKVDAQEIAR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-V@2 -0.0073 1373.7797 458.9338 1373.7870 458.9363 3 27.62

9.89 15.8 HLAGLRHGNK
No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
9; 
10

missed R-H@6 -0.0147 1246.6869 416.5696 1246.7016 416.5745 3 38.35

9.04 14.0 IDTVVISTQH
K

SPDVTH iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0137 2164.1594 722.3937 2164.1732 722.3983 3 31.94

9.89 15.8 IFTSESVGEGHPDK
No iTRAQ4plex@
Oxidation(F)@2; 
iTRAQ4plex(K)@

N-term; 

14
cleaved F-I@N-term 0.0218 1661.8236 554.9485 1661.8019 554.9412 3 57.52

9.04 14.0 IIVDTYGGYGR iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@9 0.0358 1500.8539 751.4342 1500.8180 751.4163 2 55.87

9.89 15.8 IPAN iTRAQ4plex@N-term cleaved V-I@N-term; cleaved N-L@C-term 0.1662 557.4957 558.5029 557.3295 558.3368 1 58.78

9.04 14.0 ISEEELVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0326 1233.6735 617.8440 1233.7060 617.8603 2 28.85

9.04 14.0 ISEEELVKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 missed K-R@8 -0.0025 1389.8046 464.2755 1389.8071 464.2763 3 29.60

9.04 14.0 KIIVDTYGGYGR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-I@1 0.0232 1628.9363 543.9860 1628.9130 543.9783 3 49.34

9.04 14.0 KPVRI iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1

cleaved G-K@N-term
missed R-I@4

; cleaved I-D@C-term; 0.0682 899.6842 450.8494 899.6160 450.8153 2 53.62

9.89 15.8 LIEECIK
iTRAQ4plex@N-t
Methylthio(C)@5; 
iTRAQ4plex(K)@

erm; 

7
cleaved A-L@N-term 0.0298 1180.6738 591.3442 1180.6439 591.3292 2 37.38



5.53 8.0 0.0047 1841.1352 614.7190 3 34.02

9.04 14.0 LTPRGIIESLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 missed R-G@4 -0.0044 1513.9391 757.9768 1513.9435 757.9791 2 51.74

9.89 15.8 NVVASGLADK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0027 1116.6234 559.3190 1116.6261 559.3203 2 37.01

9.04 14.0 SQVTVEYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0009 1240.6915 621.3530 1240.6907 621.3526 2 26.88

9.04 14.0 VCDQISDAV
DPK

LDAYLEQ iTRAQ4plex@N-term; 
Methylthio(C)@2; 
iTRAQ4plex(K)@19

-0.0052 2455.1802 819.4007 2455.1854 819.4024 3 37.80

9.04 14.0 VDAQEIARNVIR iTRAQ4plex@N-term missed R-N@8 0.0060 1526.8711 764.4428 1526.8651 764.4398 2 43.42

9.04 14.0 VIPANLLNNTK
iTRAQ4plex@N-term; 
Deamidated(N)@8; 
iTRAQ4plex(K)@11

-0.0013 1484.8793 743.4469 1484.8806 743.4476 2 31.57

9.89 15.8 YFINPTGQF
AGLTGR

IIGGPHGD iTRAQ4plex@N-term -0.0064 2531.2979 844.7733 2531.3043 844.7754 3 46.31

LIC13367

3.19 1.6 AASLLGWV
AEAIVTAHR

PENALIPV iTRAQ4plex@N-term 1.0331 2742.5681 915.1967 2741.5350 914.8523 3 56.14

3.19 1.6 AEGL iTRAQ4plex@N-term cleaved I-A@N-term; cleaved L-D@C-term -0.0076 532.2902 533.2975 532.2979 533.3051 1 49.25

5.53 8.0 AFVLWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0046 1050.6516 526.3331 1050.6470 526.3308 2 53.19

5.53 8.0 ELQLLDGVS
K

QILSDHF iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0069 2229.2178 744.0799 2229.2249 744.0822 3 40.54

5.53 8.0 ELSPVEDIKLNSNNLR
iTRAQ4plex@N-t
Oxidation(D)@7; 
iTRAQ4plex(K)@

erm; 

9
missed K-L@9 -0.0243 2144.1438 715.7219 2144.1681 715.7300 3 57.32

3.19 1.6 FHGLYQQKDR
iTRAQ4plex@N-term; 
Deamidated(Q)@7; 
iTRAQ4plex(K)@8

0.0032 1579.8381 527.6200 1579.8351 527.6190 3 39.52

5.53 8.0 GGGAIR iTRAQ4plex@N-term cleaved F-G@N-term 0.0555 673.4548 674.4621 673.3993 674.4066 1 54.20

5.53 8.0 IALADIPAQLEK
iTRAQ4plex@N-term; 
Deamidated(Q)@9; 
iTRAQ4plex(K)@12

-0.0225 1569.8998 524.3072 1569.9221 524.3147 3 31.89

5.53 8.0 KIALADIPAQKIALADIPAQLEKLEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@iTRAQ4plex(K)@1;
iTRAQ4plex(K)@

erm; 
1; missed K-I@1 
13

missed K I@1 0.0047 1841841.13981.1398 6614.720514.7205 1841.1352 614.7190 3 34.02

3.19 1.6 LLKF iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
3

cleaved Q-L@N-term
missed K-F@3

; cleaved F-H@C-term; 0.0238 807.5700 404.7923 807.5462 404.7804 2 41.27

3.19 1.6 LNSNNLRGK

iTRAQ4plex@N-t
Oxidation(N)@4; 
Deamidated(N)@
iTRAQ4plex(K)@

erm; 

5; 
9

missed R-G@7 0.0755 1319.8156 440.9458 1319.7401 440.9206 3 43.85

5.53 8.0 LRGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved N-L@N-term; missed R-G@2 0.0452 616.4594 617.4667 616.4142 617.4215 1 55.94

5.53 8.0 LSVQITADQDLILIGIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.2225 2255.1118 752.7112 2255.3344 752.7854 3 38.20

5.53 8.0 MIRGRIPGGR
No iTRAQ4plex@
Deamidated(R)@
Oxidation(P)@7

N-term; 
3; cleaved F-M@N-term

missed R-I@5
; missed R-G@3; 0.0321 1128.6508 565.3326 1128.6186 565.3166 2 32.85

5.53 8.0 NVTQ iTRAQ4plex@N-term cleaved Q-A@C-term 0.0260 604.3563 605.3635 604.3302 605.3375 1 56.30

5.53 8.0 NVTQAVNPLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0023 1427.8318 714.9232 1427.8340 714.9243 2 28.49

5.53 8.0 QDGTLSLGFHTLAGR Gln->pyro-Glu@N-term 0.0331 1554.8121 778.4133 1554.7791 778.3968 2 44.05

5.53 8.0 QSVQLHTLR Gln->pyro-Glu@N-term -0.0148 1063.5627 532.7886 1063.5774 532.7960 2 32.52
5.53 8.0 TFAR iTRAQ4plex@N-term cleaved E-T@N-term 0.0277 637.3947 638.4019 637.3669 638.3742 1 56.31

LIC13257

2.01 4.1 ALELREYSE
VEK

NRNRANI iTRAQ4plex@N-t
Oxidation(N)@15
iTRAQ4plex(K)@

erm; 
; 
19

missed R-E@5; misse
A@13

d R-N@11; missed R- -0.0631 2607.3342 870.1187 2607.3972 870.1397 3 54.83

2.01 4.1 EVPIHAGMMIFQDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0150 1903.0090 635.3436 1902.9939 635.3386 3 33.97

2.01 4.1 GLYGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0206 937.5635 469.7890 937.5840 469.7993 2 33.03

2.01 4.1 MVVGIAARK
VR

GMKVINI
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
9; 
12

missed R-K@8; misse
V@12

d K-G@9; missed K- -0.0655 2387.3945 796.8054 2387.4598 796.8272 3 37.62

2.01 4.1 NIVR No iTRAQ4plex@N-term cleaved I-N@N-term 0.0467 500.3538 501.3611 500.3071 501.3144 1 44.93

2.01 4.1 TIRPLKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
6; 
7

missed K-K@6 0.1322 1287.0087 644.5116 1286.8764 644.4455 2 54.50

LIC13162

6.05 13.4 DAAQ iTRAQ4plex@N-term cleaved C-D@N-term; cleaved Q-A@C-term 0.0315 547.3039 548.3112 547.2724 548.2797 1 41.87



6.05 13.4 FGAGK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0015 622.3576 623.3649 622.3560 623.3633 1 59.66

6.05 13.4 HIFIVGPDS
LTIAK

PQTYEQT iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 0.0061 2645.4370 882.8196 2645.4308 882.8176 3 34.08

6.05 13.4 IPYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved S-I@N-term 0.0551 807.5649 404.7897 807.5098 404.7622 2 43.69

6.05 13.4 NTPDLNVITHVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0026 1637.9319 546.9846 1637.9344 546.9854 3 31.24

6.05 13.4 RATRIVEVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9

cleaved H-R@N-term
missed R-I@4

; missed R-A@1; -0.0736 1358.7866 453.9362 1358.8602 453.9607 3 30.65

6.05 13.4 TETLHVEEFR iTRAQ4plex@N-term cleaved I-T@N-term -0.0062 1403.7104 468.9108 1403.7167 468.9128 3 38.73

6.05 13.4 TGKPVILK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@8

-0.0509 1286.8142 429.9453 1286.8651 429.9623 3 30.49

6.05 13.4 YEETIRPITD
K

EADSYFV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0132 2463.2280 822.0833 2463.2413 822.0877 3 33.76

LIC13060
1.52 2.7 INGT iTRAQ4plex@N-term cleaved T-C@C-term -0.0028 547.3060 548.3133 547.3088 548.3160 1 38.83

1.52 2.7 QTVGTETNVK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@10 -0.0053 1202.6212 602.3179 1202.6265 602.3205 2 34.25

LIC12895
1.78 6.3 AFVLVSLSNSGITR iTRAQ4plex@N-term -0.0632 1606.8533 804.4339 1606.9164 804.4655 2 47.06

1.78 6.3 AWCDYDLLFK
iTRAQ4plex@N-term; 
Methylthio(C)@3; 
iTRAQ4plex(K)@10

0.0200 1606.7968 804.4056 1606.7767 804.3956 2 38.09

1.78 6.3 DLLELK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0130 1017.6444 509.8295 1017.6314 509.8230 2 44.34

1.78 6.3 LLFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved D-L@N-term 0.0065 807.5527 404.7836 807.5462 404.7804 2 39.59

1.78 6.3 RAFVLVSLS
LQR

NSGITRS No iTRAQ4plex@
Deamidated(N)@
Deamidated(R)@

N-term; 
10; 
15

missed R-A@1; missed R-S@15 0.0121 2105.1714 702.7311 2105.1593 702.7270 3 49.13

1.78 6.3 YTNILFLFAI
PK

GFVFSCA
No iTRAQ4plex@N-term; 
Oxidation(F)@12; 
Methylthio(C)@16; 
iTRAQ4plex(K)@19Q p ( )@

-0.1352 2356.0769 590.0265 2356.2122 590.0603 4 34.86

LIC12694

24.63 10.5 AGNRIWMLAR iTRAQ4plex@N-t
Oxidation(M)@7

erm; cleaved I-A@N-term; missed R-I@4 0.0273 1346.7637 674.3891 1346.7363 674.3754 2 30.29

24.63 10.5 AGVGTIAAGVAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved E-A@N-term 0.0101 1301.8011 651.9078 1301.7911 651.9028 2 55.78

24.63 10.5 ALEGKSSM
NTNRTVGA

ALSYLVR
K

No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(N)@16
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
5; 
; 
18; 
24

missed K-S@5; misse
T@19

d R-N@15; missed R- -0.1025 2870.4504 718.6199 2870.5528 718.6455 4 39.70

24.63 10.5 AMNR iTRAQ4plex@N-term cleaved I-A@N-term 0.0108 634.3450 635.3523 634.3343 635.3415 1 37.78

24.63 10.5 APIPMELAV
IR

AAVHNHL iTRAQ4plex@N-term 0.0086 2095.1934 524.8056 2095.1846 524.8034 4 40.65

11.87 4.3 AVACLTHR iTRAQ4plex@N-term; 
Methylthio(C)@4 -0.0027 1059.5413 530.7779 1059.5439 530.7792 2 40.17

24.63 10.5 DLFDFVAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0027 1241.6873 621.8509 1241.6900 621.8523 2 35.01

24.63 10.5 DLKEQLQLQK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
10

cleaved N-D@N-term -0.0737 1673.9304 558.9841 1674.0041 559.0087 3 30.59

24.63 10.5 DNAMEAIVRSGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved L-D@N-term; missed R-S@9 -0.1572 1577.6866 526.9028 1577.8439 526.9552 3 37.35

24.63 10.5 DRLDSLDLNPILVR iTRAQ4plex@N-term missed R-L@2 0.0111 1782.0232 595.0150 1782.0121 595.0113 3 34.70

24.63 10.5 EAISSMGDD
LSR

TPLSILM iTRAQ4plex@N-term 0.0004 2179.0989 1090.5570 2179.0986 1090.5566 2 39.55

24.63 10.5 EATKILKESDPINIR
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
4; 
7

missed K-I@4 -0.1417 2014.0250 672.3489 2014.1666 672.3962 3 47.97

24.63 10.5 EGILK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-E@N-term 0.0198 846.5617 424.2881 846.5418 424.2782 2 36.32

24.63 10.5 EINPEDFISE
R

KDDQPH iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0770 2356.0769 590.0265 2356.1539 590.0457 4 34.86

11.87 4.3 ELVIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved E-E@N-term -0.0006 888.5882 445.3014 888.5888 445.3017 2 38.84

24.63 10.5 EYLAELGFRSIDEIIGR
Glu->pyro-Glu@N
Oxidation(F)@8; 
Deamidated(R)@

-term; 

9
missed R-S@9 -0.0374 1978.9626 660.6615 1979.0000 660.6739 3 25.19

24.63 10.5 FAQVTNPPIDYMR iTRAQ4plex@N-term 0.0073 1694.8646 848.4396 1694.8572 848.4359 2 32.49

11.87 4.3 FLIQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved L-F@N-term 0.0039 935.6087 468.8116 935.6048 468.8097 2 40.53



 

24.63 10.5 GDLANSSIKQIASGR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 missed K-Q@9 0.0305 1804.0353 602.3524 1804.0046 602.3422 3 33.22

24.63 10.5 GEGGQLPGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
9 cleaved P-G@N-term 0.0118 985.5432 493.7789 985.5314 493.7730 2 35.64

24.63 10.5 GLLKIMSK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
8

cleaved D-G@N-term; missed K-I@4 0.0555 1320.9083 441.3101 1320.8528 441.2916 3 58.02

11.87 4.3 GVIVIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved G-G@N-term 0.0221 915.6582 458.8364 915.6361 458.8253 2 57.79

24.63 10.5 GWDIQPLLNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0061 1470.8500 736.4323 1470.8438 736.4292 2 34.01

24.63 10.5 IAQGAKPGE
K

GGQLPG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6; 
iTRAQ4plex(K)@16

-0.0051 1939.1166 647.3795 1939.1216 647.3812 3 28.25

24.63 10.5 ICGNYRYGVDDGLLK

iTRAQ4plex@N-t
Methylthio(C)@2; 
Oxidation(R)@6; 
Oxidation(D)@11
iTRAQ4plex(K)@

erm; 

; 
15

missed R-Y@6 0.0182 2051.0242 684.6820 2051.0060 684.6759 3 60.49

11.87 4.3 IGINLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved M-I@N-term -0.0033 944.6229 473.3187 944.6262 473.3204 2 42.17

24.63 10.5 IGNT iTRAQ4plex@N-term cleaved I-I@N-term; cleaved T-C@C-term -0.0028 547.3060 548.3133 547.3088 548.3160 1 38.83

11.87 4.3 ILAHNGEINTIAGNR Carbamyl@N-term; 
Deamidated(N)@5 0.0078 1635.8407 818.9276 1635.8329 818.9237 2 43.42

11.87 4.3 ILTLDATF No iTRAQ4plex@N-term cleaved F-E@C-term -0.0396 892.4510 447.2328 892.4906 447.2526 2 41.35

11.87 4.3 ILTLDATFEA
QSRNYLET

HLETEAS
AL

iTRAQ4plex@N-t
iTRAQ4plex(S)@
Oxidation(R)@20
Deamidated(N)@
iTRAQ4plex(Y)@

erm; 
17; 
; 
21; 
22

cleaved L-D@C-term; missed R-N@20 -0.0167 3484.7773 872.2016 3484.7939 872.2057 4 49.35

11.87 4.3 IQIP iTRAQ4plex@N-term cleaved M-I@N-term; cleaved P-K@C-term -0.0002 613.3919 614.3992 613.3921 614.3994 1 50.66

24.63 10.5 ISGIGIGGIEQNILR iTRAQ4plex@N-term -0.0041 1682.9761 842.4953 1682.9801 842.4973 2 34.83
11.87 4.3 ISGLIAR iTRAQ4plex@N-term 0.0041 872.5607 437.2876 872.5565 437.2855 2 40.49

11.87 4.3 IVSMGLK
iTRAQ4plex@N-term; iTRAQ4plex@N term;
Oxidation(M)@4; 
iTRAQ4plex(K)@7

-0.0026 1050.6326 526.3235 1050.6351 526.3248 2 37.84

11.87 4.3 IWMLAR iTRAQ4plex@N-term 0.0083 932.5471 467.2808 932.5388 467.2767 2 45.68

24.63 10.5 KEPVGEVLDDR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 0.0112 1543.8561 515.6260 1543.8450 515.6223 3 30.84

11.87 4.3 LFLIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0114 1048.7002 525.3574 1048.6888 525.3517 2 45.61

24.63 10.5 LGSVGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved C-L@N-term -0.0318 847.5053 424.7599 847.5371 424.7758 2 23.57

11.87 4.3 LKAAT No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
2

cleaved A-L@N-term;
missed K-A@2

 cleaved T-S@C-term; 0.0162 646.4297 647.4370 646.4136 647.4208 1 59.45

24.63 10.5 LKEQLQLQK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
2; 
8; 
9

cleaved D-L@N-term -0.0297 1559.9315 520.9844 1559.9612 520.9943 3 33.65

24.63 10.5 LNQDLDSS
DDLRR

INETITYKG
iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
2; 
10; 
16

cleaved Y-L@N-term;
missed R-R@21

 missed K-G@16; 0.0002 2855.4395 952.8204 2855.4392 952.8204 3 38.80

24.63 10.5 LPLFYDPTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0111 1380.8008 691.4077 1380.7897 691.4021 2 33.48

24.63 10.5 LSKERAPIPMEL
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(M)@10

erm; 
3; cleaved L-A@C-term; missed R-A@5 0.0242 1686.9824 844.4985 1686.9582 844.4864 2 41.26

24.63 10.5 NYLETALDALLDQALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0234 2078.1736 693.7318 2078.1503 693.7240 3 42.90

24.63 10.5 PGEGGQLPGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved K-P@N-term 0.0023 1226.6886 614.3516 1226.6863 614.3504 2 26.72

24.63 10.5 SRISGIGIGGIEQNILR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
14 cleaved Y-S@N-term; missed R-I@2 0.0134 1927.1107 643.3775 1927.0973 643.3730 3 40.35

24.63 10.5 SSIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved N-S@N-term 0.0017 577.3574 578.3647 577.3557 578.3630 1 56.92

11.87 4.3 TVDLENVDYEI iTRAQ4plex@N-t
Amino(Y)@9

erm; cleaved I-I@C-term -0.0556 1467.6659 734.8402 1467.7215 734.8680 2 36.06

24.63 10.5 YDLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved I-Y@N-term 0.0320 681.4139 682.4212 681.3819 682.3892 1 55.75

LIC12539

2 5.6 IPNN No iTRAQ4plex@N-term cleaved S-I@N-term; cleaved N-L@C-term 0.0344 456.2677 457.2749 456.2332 457.2405 1 56.17

2 5.6 QDGE Gln->pyro-Glu@N-term cleaved S-Q@N-term; cleaved E-E@C-term -0.0397 430.0939 431.1011 430.1336 431.1409 1 19.64



I I I  

2 5.6 SSSSIPNNLEETQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0021 1820.9338 911.4742 1820.9360 911.4753 2 27.93

LIC12202

4 10.0 DFTYVQDV
AQSDK

AEAVFAA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -0.0044 2462.2166 821.7461 2462.2209 821.7476 3 40.53

4 10.0 PFTVVGDGKQTR
iTRAQ4plex@N-t
Oxidation(P)@1; 
iTRAQ4plex(K)@

erm; 

9
cleaved K-P@N-term; missed K-Q@9 0.0279 1607.9154 536.9791 1607.8875 536.9698 3 39.41

LIC12198
8.02 18.6 AGTWGNTGAF iTRAQ4plex@N-term cleaved F-S@C-term 0.0247 1124.5620 563.2883 1124.5373 563.2759 2 40.89

8.02 18.6 AIVPVHFTGYMTDMR iTRAQ4plex@N-term; 
Oxidation(P)@4; Oxidation(H)@6 0.0641 1912.9938 638.6719 1912.9297 638.6505 3 35.98

8.02 18.6 ALTAYGYKE
DAHTK

GDFPVT

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8; 
Oxidation(P)@13; 
Oxidation(D)@16; 
iTRAQ4plex(K)@20

0.0210 2647.3706 883.4641 2647.3495 883.4571 3 39.30

8.02 18.6 EGDFPVTDAHTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0111 1603.7975 535.6064 1603.8086 535.6101 3 28.03

8.02 18.6 FVPTGDFTL
ENQFSK

GKPLIEF iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11; 
iTRAQ4plex(K)@22

-1.1473 2944.4431 737.1180 2945.5904 737.4049 4 39.05

8.02 18.6 LDTIQAVVG
VAISNK

NWLIPNA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@22 -0.0548 2623.4395 875.4871 2623.4941 875.5053 3 1.96

8.02 18.6 LIGAKYAIGV
K

NSGTDAI No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
5; 
18

missed K-Y@5 -0.0243 2078.1736 693.7318 2078.1979 693.7399 3 42.90

8.02 18.6 SISQITLPPRPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0048 1623.9867 542.3362 1623.9916 542.3378 3 30.73

4.06 7.4 VHYPIPIYR iTRAQ4plex@N-term -0.0048 1300.7366 651.3755 1300.7414 651.3780 2 46.05
LIC12197

3.22 3.0 AIMPVHLTGR iTRAQ4plex@N-term -0.9885 1236.7202 413.2473 1237.7087 413.5768 3 30.92

3.22 3.0 DRNTVGEFGFVTR iTRAQ4plex@N-t
Oxidation(F)@10

erm; cleaved I-D@N-term; missed R-N@2 0.0818 1656.9160 553.3126 1656.8342 553.2853 3 46.51

8 14.4 IADKYSIPVIEDAAQSIADKYS PV
GSK

iTRAQ4plex@N-tEDAAQSI iTRAQ4plex@N
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; term;
4; 
20

missed K-Y@4 -1.0457 2535.3657 846.1292 2536.4114 846.4777 3 49.71

3.22 3.0 IGGQEVAKF
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
4; 
8

cleaved Y-I@N-term; 
missed K-F@8

cleaved F-E@C-term; 0.0397 1236.7355 619.3750 1236.6958 619.3552 2 35.57

3.22 3.0 ILTLPIHQYLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0036 1626.0077 543.0098 1626.0112 543.0110 3 34.91

3.22 3.0 IYNSVSRVR
iTRAQ4plex@N-t
Oxidation(Y)@2; 
Deamidated(N)@

erm; 

3
missed R-V@7 -0.0199 1253.6650 627.8398 1253.6850 627.8498 2 30.31

3.22 3.0 LNSGT iTRAQ4plex@N-term cleaved A-L@N-term; cleaved T-D@C-term 0.0364 634.3772 635.3845 634.3408 635.3481 1 54.37

3.22 3.0 MDAIQAAILNFR iTRAQ4plex@N-term; 
Deamidated(N)@10 -0.0117 1506.7869 754.4007 1506.7986 754.4066 2 35.20

3.22 3.0 NIPYINLVEQWK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved I-N@N-term -0.0260 1803.9867 602.3362 1804.0127 602.3448 3 34.19

3.22 3.0 SIGS iTRAQ4plex@N-term cleaved Q-S@N-term; cleaved S-K@C-term 0.0077 506.2899 507.2972 506.2822 507.2895 1 54.73

LIC12194

2 4.8 ALPNMTIIAP iTRAQ4plex@N-t
Oxidation(P)@3

erm; cleaved P-C@C-term 0.0079 1199.6785 600.8465 1199.6706 600.8426 2 32.15

2 4.8 AVEDIAILR iTRAQ4plex@N-term cleaved L-A@N-term 0.0012 1142.6793 572.3469 1142.6781 572.3463 2 29.97
2 4.8 IGGLGSAI iTRAQ4plex@N-term cleaved I-L@C-term 0.0262 830.5246 416.2696 830.4984 416.2565 2 35.10
2 4.8 LMPLTLDWPHPIYIR iTRAQ4plex@N-term -0.0061 2008.1030 670.3749 2008.1090 670.3769 3 37.46

2 4.8 VYIGS iTRAQ4plex@N-term cleaved V-V@N-term; cleaved S-D@C-term 0.0320 681.4139 682.4212 681.3819 682.3892 1 55.75

LIC12106

2.07 1.7 DPDTVNTLN
LSRMDSEIL

RMAQEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
15

cleaved L-P@C-term;
missed K-L@15; miss

 missed R-M@10; 
ed R-M@18 0.0236 3063.5808 766.9025 3063.5573 766.8966 4 39.84

2.07 1.7 FLKKYNPK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
4; 
8

cleaved I-F@N-term; 
missed K-Y@4

missed K-K@3; 0.1898 1613.2051 404.3085 1613.0152 404.2611 4 53.47

2.07 1.7 IFLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved Y-I@N-term 0.0155 807.5617 404.7881 807.5462 404.7804 2 43.48

2.07 1.7 IVIDHVLDGIEMAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0164 1840.0208 614.3475 1840.0372 614.3530 3 36.00

2.07 1.7 NISGK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0105 661.3986 662.4059 661.3881 662.3954 1 55.90

2.07 1.7 SFKPSAEGR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 -0.0408 1265.6565 422.8928 1265.6972 422.9063 3 27.87



 

LIC12082

26.47 56.3 AWMPQQFENEANIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0105 1993.0077 997.5111 1992.9971 997.5058 2 33.07

17.63 31.7 DEAFEYAQR Carbamyl@N-term; 
iTRAQ4plex(Y)@6 0.0012 1314.5974 658.3060 1314.5962 658.3054 2 37.98

26.47 56.3 DFPDGLDY
GHITGVAQV

VITGVGTG
LK

iTRAQ4plex@N-term; 
iTRAQ4plex(T)@20; 
iTRAQ4plex(K)@27

-0.0398 3160.6736 791.1757 3160.7134 791.1856 4 37.94

26.47 56.3 DSIIVEPTSG
LVAAVK

NTGIGLA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 -1.1366 2511.2991 838.1069 2512.4356 838.4858 3 53.52

17.63 31.7 FIPK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved G-F@N-term 0.0319 647.4448 648.4520 647.4128 648.4201 1 59.36

17.63 31.7 GMPGAIEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0129 1089.5967 545.8056 1089.6096 545.8121 2 36.89

26.47 56.3 IALSMIEDAEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0016 1506.8224 754.4185 1506.8207 754.4176 2 33.80

26.47 56.3 IHVETTAQEIAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0092 1626.9093 543.3104 1626.9185 543.3134 3 29.69

17.63 31.7 ILTFSYDTGER iTRAQ4plex@N-term -0.0044 1444.7277 723.3711 1444.7320 723.3733 2 43.90
26.47 56.3 IMAAYGAEFELTPR iTRAQ4plex@N-term -2.0421 1709.8304 855.9225 1711.8725 856.9435 2 57.65

26.47 56.3 KLPEIPEGSR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-L@1 0.0015 1412.8246 471.9488 1412.8231 471.9483 3 39.45

17.63 31.7 LFNTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0010 909.5538 455.7841 909.5527 455.7836 2 39.34

26.47 56.3 LLLVMPESMSIER iTRAQ4plex@N-term -0.0132 1660.8883 831.4514 1660.9014 831.4580 2 35.69

26.47 56.3 NILETIGNTPHVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0005 1722.9877 575.3365 1722.9872 575.3363 3 40.20

26.47 56.3 NLHTNLLDGTIQI iTRAQ4plex@N-t
Deamidated(N)@

erm; 
5 cleaved I-S@C-term 0.0213 1595.8854 532.9691 1595.8641 532.9620 3 31.99

26.47 56.3 NLHTNLLDGTIQISK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0086 1954.1006 652.3741 1954.1091 652.3770 3 33.18

26.47 56.3 NLHTNLLDG
AFEYAQR

TIQISKDE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0060 3063.5808 766.9025 3063.5869 766.9040 4 39.84

26.47 56.3 PGPHPIQGIGAGFIPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
16 cleaved K-P@N-term 0.0075 1873.0892 625.3704 1873.0818 625.3679 3 33.50

26.47 56.3 PTSGNTGIGLALVAAVPTSGNTGIG
K

iTRAQ4plex@N-tLALVAAV iTRAQ4plex@N
Oxidation(N)@5; 
iTRAQ4plex(K)@

erm; term;

17
cleaved E-P@N-term 0.0622 1872.1545 625.0588 1872.0924 625.0381 3 43.41

26.47 56.3 QIVAENPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0119 1185.6842 593.8494 1185.6961 593.8553 2 25.53

17.63 31.7 SNPGGSIK
No iTRAQ4plex@N-term; 
Oxidation(P)@3; 
iTRAQ4plex(K)@8

0.0784 918.5677 460.2911 918.4892 460.2519 2 37.12

26.47 56.3 SNPGGSIKDR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0460 1317.6785 440.2334 1317.7244 440.2488 3 26.60

26.47 56.3 VFAVEPEAS
PGPHPIQGI

PVISGGK
GAGFIPK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16; 
iTRAQ4plex(K)@32

-0.0202 3584.9883 897.2543 3585.0084 897.2594 4 35.37

LIC11944

2 4.2 GDRVVVQGSILLK

iTRAQ4plex@N-t
Oxidation(R)@3; 
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 

7; 
13

missed R-V@3 -0.0568 1687.9508 563.6575 1688.0076 563.6765 3 42.82

2 4.2 LIASTSPSVSGGER iTRAQ4plex@N-term 0.0107 1503.8123 752.9134 1503.8015 752.9080 2 28.01
LIC11834

1.4 3.6 EAIKNAADEER
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(N)@5

erm; 
4; missed K-N@4 -0.0205 1548.7782 775.3964 1548.7987 775.4066 2 26.55

1.4 3.6 ENKERILQGLEEQK

No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(R)@
iTRAQ4plex(K)@

N-term; 
3; 
5; 
14

missed R-I@5 -0.0963 2001.9976 668.3398 2002.0939 668.3719 3 25.53

2 3.6 ENTILTLNK
iTRAQ4plex@N-term; 
Deamidated(N)@8; 
iTRAQ4plex(K)@9

-0.0699 1333.6998 667.8572 1333.7697 667.8921 2 31.08

2 3.6 IFSKVGTK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
4; 
8

missed K-V@4 -0.0338 1166.6929 584.3537 1166.7267 584.3706 2 57.54

1.4 3.6 ITTPTSTAAVR No iTRAQ4plex@N-term -0.0020 1116.6119 559.3132 1116.6139 559.3142 2 26.77

1.4 3.6 KEDLQGGVFTFIK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
Deamidated(Q)@5; 
iTRAQ4plex(K)@13

0.0008 1914.0836 639.0352 1914.0828 639.0349 3 48.65

1.4 3.6 NQELINATKEENRR
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
9

missed R-R@13 0.0647 2003.1285 668.7168 2003.0639 668.6953 3 37.24

LIC11813



Glu  

4 5.4 EDSLLGFRA
VAGLVQIQR

VGVPGN Glu->pyro-Glu@N
iTRAQ4plex(S)@
Deamidated(Q)@

-term; 
3; 
23

missed R-A@8 0.0396 2621.4807 874.8342 2621.4411 874.8210 3 53.69

4 5.4 GKIPELNSILVQK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
13

missed K-I@2 -0.0375 1870.1243 624.3820 1870.1617 624.3945 3 33.65

4 5.4 GLIGA No iTRAQ4plex@N-term cleaved Y-G@N-term; cleaved A-E@C-term -0.0389 429.2198 430.2271 429.2587 430.2660 1 22.77

4 5.4 IFLPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-I@N-term 0.0094 904.6084 453.3115 904.5990 453.3068 2 39.40

4 5.4 IPELNSILVQK

iTRAQ4plex@N-term; 
Oxidation(N)@5; 
Deamidated(Q)@10; 
iTRAQ4plex(K)@11

0.0225 1557.9447 779.9796 1557.9221 779.9683 2 38.72

4 5.4 ISNFNPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -1.0258 1105.6071 553.8108 1106.6328 554.3237 2 29.12

4 5.4 LAENGFPVY
QK

PDLQSAI iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@18

-0.0022 2278.2065 760.4095 2278.2089 760.4102 3 34.45

4 5.4 SVNE No iTRAQ4plex@N-term cleaved E-R@C-term 0.0348 447.2314 448.2386 447.1965 448.2038 1 3.31
LIC11712

4 9.3 EISPILENLE
SEFPK

TDELSSLI iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 0.0062 2890.5369 964.5196 2890.5307 964.5175 3 40.55

4 9.3 ITVDDILDIV
LR

HEEASEDI iTRAQ4plex@N-term 0.0022 2438.2686 813.7634 2438.2662 813.7627 3 1.68

4 9.3 LGGVSEEEK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0053 1090.5575 546.2860 1090.5628 546.2887 2 30.68

4 9.3 QLTFREDSA
VFASAVETD

GRLMNT
TVR

No iTRAQ4plex@
Deamidated(R)@

N-term; 
5 missed R-E@5; missed R-L@11 -0.0568 3014.4199 754.6122 3014.4767 754.6265 4 60.52

4 9.3 VAGMGGNA
VR

GTQSITLI iTRAQ4plex@N-term cleaved I-V@N-term -0.0010 1888.0313 630.3510 1888.0322 630.3513 3 31.57

LIC11674

5.23 4.8 ATSKPALSALK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@11

-0.0170 1517.9337 506.9852 1517.9506 506.9908 3 30.70

5.23 4.8 EGIDSLEK
Glu->pyro-Glu@N-term; >pyro Glu@N term;
Oxidation(D)@4; 
iTRAQ4plex(K)@8

0.0024 1031.5281 516.7713 1031.5257 516.7701 2 35.86

5.23 4.8 ENLRWNSW
FFKVGQMQ

GAYGQD
EILK

Glu->pyro-Glu@N
Oxidation(N)@2; 
iTRAQ4plex(K)@
Oxidation(M)@21
iTRAQ4plex(K)@

-term; 

17; 
; 
26

missed R-W@4; missed K-V@17 0.2588 3445.9709 575.3358 3445.7121 575.2926 6 53.45

5.23 4.8 GFTLGHFPQ
GGWIAAR

SFEYSTL iTRAQ4plex@N-term 0.0210 2685.3672 672.3491 2685.3462 672.3438 4 28.39

5.23 4.8 GLYAGTHLG
R

EQWIHS iTRAQ4plex@N-term -0.0124 1967.9963 657.0060 1968.0088 657.0102 3 37.33

5.23 4.8 IEEILTSLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0116 1332.7992 667.4069 1332.8108 667.4127 2 35.68

5.23 4.8 ISGAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0360 762.4484 763.4556 762.4843 763.4916 1 57.23

5.23 4.8 SGAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved I-S@N-term 0.0115 505.3097 506.3170 505.2982 506.3055 1 61.14

LIC11650

1.7 2.6 DKVFTLEYFQK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
2; 
10; 
11

cleaved L-D@N-term; missed K-V@2 -0.0138 1850.0054 617.6757 1850.0191 617.6803 3 45.72

1.7 2.6 FILR No iTRAQ4plex@N-term 0.0461 547.3944 548.4017 547.3482 548.3555 1 52.52

1.7 2.6 GIFYDPFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0046 1386.7837 694.3991 1386.7791 694.3968 2 35.74

1.7 2.6 IYYPILFLGFVFCL
iTRAQ4plex@N-t
Oxidation(F)@12
Methylthio(C)@13

erm; 
; cleaved Y-I@N-term; cleaved L-D@C-term -0.0055 1912.9938 638.6719 1912.9993 638.6737 3 35.98

1.7 2.6 LFAVRR iTRAQ4plex@N-term missed R-R@5 0.0355 904.6084 453.3115 904.5729 453.2937 2 39.40

1.7 2.6 NFIQAGNTVYYTQR
iTRAQ4plex@N-term; 
Oxidation(F)@2; 
Oxidation(Y)@10

0.0907 1849.9988 617.6735 1849.9081 617.6433 3 42.46

1.7 2.6 RYSAVPGG
R

SKYTNFL

iTRAQ4plex@N-t
Oxidation(Y)@2; 
iTRAQ4plex(K)@
Deamidated(N)@
Oxidation(F)@14

erm; 

10; 
13; 

missed R-Y@1; missed K-Y@10 -0.0092 2136.1116 713.0444 2136.1207 713.0475 3 33.26

LIC11643

9.65 12.6 AALGASLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -1.0004 1016.6422 509.3284 1017.6426 509.8286 2 37.87



 

9.65 12.6 ASKEDQFS
GVR

VVTPTAIA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 -0.0185 2263.2231 755.4150 2263.2416 755.4211 3 50.46

9.65 12.6 DIVNYYER iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@6 -0.0043 1358.7030 453.9083 1358.7074 453.9097 3 39.23

9.65 12.6 ILHADLTEEK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0035 1311.7122 656.8633 1311.7156 656.8651 2 38.92

9.65 12.6 KLESEVAAR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; No 
1 missed K-L@1 -0.0014 1145.6512 573.8329 1145.6526 573.8336 2 35.89

9.65 12.6 NITGVVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0128 1017.6555 509.8350 1017.6426 509.8286 2 37.16

9.65 12.6 QVLISAPK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@8 -0.0168 981.5813 491.7979 981.5981 491.8063 2 41.78

9.65 12.6 SINSHGNSD
GK

TRLALVS No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
18 cleaved L-S@N-term; missed R-L@11 -0.1654 1998.8915 1000.4530 1999.0569 1000.5357 2 29.34

9.65 12.6 SKVDIQFADGSAIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-V@2 -0.0356 1793.9524 598.9914 1793.9879 599.0033 3 42.88

9.65 12.6 TIVTVDKDTTEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@12

-0.0046 1781.0101 594.6773 1781.0148 594.6789 3 39.22

9.65 12.6 VLEGAVAVAPR No iTRAQ4plex@N-term 0.0183 1080.6475 541.3310 1080.6291 541.3218 2 37.44
LIC11510

2.02 1.6 ANIN iTRAQ4plex@N-term cleaved F-A@N-term; cleaved N-H@C-term 0.0049 574.3246 575.3318 574.3197 575.3269 1 37.85

2.02 1.6 DIIFALK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved Q-D@N-term -0.0223 1106.6720 554.3433 1106.6943 554.3544 2 34.15

2.02 1.6 EEIENYVTRVGIIQK

Glu->pyro-Glu@N
Deamidated(N)@
Oxidation(Y)@6; 
iTRAQ4plex(K)@

-term; 
5; 

15

missed R-V@9 0.0339 1933.0618 645.3612 1933.0278 645.3499 3 37.57

2.02 1.6 GVSVFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved A-G@N-term -0.0113 923.5571 462.7858 923.5684 462.7915 2 39.11

2.02 1.6 IFALK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-I@N-term 0.0061 878.5894 440.3020 878.5833 440.2989 2 45.01

2.02 1.6 LNDSSIEAEK

iTRAQ4plex@N-term; 
Deamidated(N)@2; 
Oxidation(D)@3; Oxidation(D)@3;
iTRAQ4plex(K)@10

0.0170 1409.7300 705.8723 1409.7129 705.8637 2 31.80

2.02 1.6 LVTKPLEEAIQEVDGIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@17

0.0075 2313.3596 772.1271 2313.3521 772.1246 3 38.21

2.02 1.6 NINFPGGNI
ILR

AGNQKEV iTRAQ4plex@N-term; 
Oxidation(N)@12; 
iTRAQ4plex(K)@14

-0.1083 2357.1975 786.7398 2357.3059 786.7759 3 54.48

2.02 1.6 NTQK
No iTRAQ4plex@N-term; 
Deamidated(Q)@3; 
iTRAQ4plex(K)@4

0.0042 634.3450 635.3523 634.3408 635.3481 1 37.78

2.02 1.6 NTQKVVDDIK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
Oxidation(D)@8; 
iTRAQ4plex(K)@

erm; 
3; 
4; 

10

missed K-V@4 -0.0068 1607.9027 536.9749 1607.9096 536.9771 3 42.66

2.02 1.6 SIGSLNNIFVSNQLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0285 1978.1376 660.3865 1978.1091 660.3770 3 37.46

2.02 1.6 VLVDFANQLK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
7; 
8; 
10

cleaved I-V@N-term -0.0872 1435.7294 718.8719 1435.8166 718.9156 2 14.71

LIC11437

4.01 3.3 ATTEIAQGNFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -1.9856 1464.8118 733.4131 1466.7973 734.4059 2 28.17

4.01 3.3 EALIKFNQGRGGEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
5; 
14

missed K-F@5; missed R-G@10 0.0051 1978.1376 660.3865 1978.1325 660.3848 3 37.46

4.01 3.3 GKEEPQVIYAVLGR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0172 1846.0386 616.3535 1846.0556 616.3591 3 34.02

4.01 3.3 IFNVEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved E-I@N-term 0.0137 1036.6299 519.3222 1036.6161 519.3153 2 37.13

4.01 3.3 NRPGLIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0266 1212.7280 405.2500 1212.7546 405.2588 3 28.60

4.01 3.3 NSPS No iTRAQ4plex@N-term cleaved T-N@N-term; cleaved S-S@C-term 0.0259 403.1963 404.2035 403.1703 404.1776 1 46.96

4.01 3.3 SSGSN No iTRAQ4plex@N-term cleaved P-S@N-term; cleaved N-S@C-term 0.0143 450.1854 451.1926 450.1710 451.1783 1 51.63

4.01 3.3 TNSPSSATT
QVK

QELSTS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0141 2153.0913 718.7044 2153.1055 718.7091 3 27.44



4.01 3.3 VLQNNLNLVNILGLK

iTRAQ4plex@N-term; 
Deamidated(Q)@3; 
Deamidated(N)@4; 
Deamidated(N)@7; 
Oxidation(N)@10; 
iTRAQ4plex(K)@15

-0.0550 1971.0946 658.0388 1971.1496 658.0571 3 31.96

LIC11371

4 15.0 ADGSTTNSSTEIK
No iTRAQ4plex@N-term; 
Deamidated(N)@7; 
iTRAQ4plex(K)@13

0.0299 1454.7158 728.3652 1454.6858 728.3502 2 37.96

4 15.0 DEGPGIAGT
GLLCAALYY

LLRVVFIL
ILK

iTRAQ4plex@N-t
Oxidation(D)@1; 
Methylthio(C)@2
Oxidation(Y)@25
iTRAQ4plex(K)@

erm; 

1; 
; 
29

missed R-V@12 -0.1402 3456.7971 865.2065 3456.9372 865.2416 4 55.13

4 15.0
DLNSRISGN
SGGGAARE
R

TEGPPD
EKRKQA

No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(R)@26
iTRAQ4plex(K)@

N-term; 
25; 
; 
27

missed R-I@5; misse
R@25; missed R-K@

d R-E@22; missed K-
26; missed K-Q@27 0.0852 3456.8513 865.2201 3456.7662 865.1988 4 57.15

4 15.0 ISGNTEGPP
AR

DSGGGA iTRAQ4plex@N-term 0.0045 1685.8136 843.9141 1685.8091 843.9118 2 24.26

4 15.0 SAQNGTSQ
QESNPVEE

SNSSEIQ
R

iTRAQ4plex@N-term; 
Deamidated(N)@4; 
Deamidated(N)@10

-0.0019 2751.2170 918.0796 2751.2189 918.0802 3 27.37

LIC11237
2 4.3 FANTVEVFVNFLR iTRAQ4plex@N-term -0.0058 1698.9158 850.4651 1698.9215 850.4680 2 52.84

2 4.3 FHFVGGFDMHITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0929 1823.0361 608.6860 1822.9432 608.6550 3 33.88

2 4.3 VFEGESNFDSSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0267 1632.8142 817.4144 1632.7875 817.4010 2 29.20

LIC11095
6 12.5 FLDIR iTRAQ4plex@N-term cleaved M-F@N-term 0.1173 806.5945 404.3045 806.4772 404.2459 2 15.65

6 12.5 GREEPVDVYELGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 missed R-E@2 -0.0025 1777.9429 593.6549 1777.9454 593.6557 3 31.25

6 12.5 KEYTIIGDVVNLASR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1iTRAQ4plex(K)@1 -0.0011 1965.1128 656.0449 1965.1139 656.0452 3 36.70

6 12.5 LLVTQAVYD
GR

DIKDTVP iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0057 2290.2717 764.4312 2290.2776 764.4332 3 36.13

6 12.5 LSVLR No iTRAQ4plex@N-term cleaved I-L@N-term -0.0213 586.3590 587.3663 586.3802 587.3875 1 57.91

6 12.5 MNPGTAIYE
NR

STINRGL

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
Oxidation(R)@14
Deamidated(N)@

erm; 
2; 
13; 
; 
17

missed R-G@14 -0.1647 2168.8845 723.9688 2169.0494 724.0237 3 21.84

6 12.5 NESFSEFKR
DIR

VCVMFL
No iTRAQ4plex@
Oxidation(F)@7; 
iTRAQ4plex(K)@
Methylthio(C)@11

N-term; 

8; missed K-R@8; missed R-V@9 0.1687 2425.3401 809.4540 2425.1714 809.3978 3 39.76

6 12.5 NPGTAIYES
RFLK

TINRGLN
iTRAQ4plex@N-t
Oxidation(P)@2; 
Oxidation(F)@18
iTRAQ4plex(K)@

erm; 

; 
20

cleaved M-N@N-term
missed R-F@17

; missed R-G@13; 0.0799 2583.4812 862.1677 2583.4013 862.1410 3 42.78

6 12.5 RSLISAMSAVQEK

iTRAQ4plex@N-t
Oxidation(R)@1; 
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 

2; 
13

missed R-S@1 -0.0441 1867.0122 623.3447 1867.0563 623.3594 3 37.95

6 12.5 SGIAAGLVGIQLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
13 cleaved F-S@N-term 0.0021 1369.8436 457.6218 1369.8415 457.6211 3 26.26

LIC11004

8.23 36.0 ESGNIVILDI
NAPEI

NGEIDLY Glu->pyro-Glu@N-term cleaved I-K@C-term 0.0261 2382.2217 795.0812 2382.1955 795.0724 3 41.01

8.23 36.0 IINVSGSVR No iTRAQ4plex@N-term 0.0050 943.5501 472.7823 943.5451 472.7798 2 27.53
8.23 36.0 INVSGSVR iTRAQ4plex@N-term cleaved I-I@N-term 0.0134 974.5765 488.2955 974.5631 488.2888 2 26.82

8.23 36.0 LTSFFEIFDN
AFK

ESEAVS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0111 2468.2244 823.7487 2468.2355 823.7524 3 40.21

8.23 36.0 VFELTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0095 1023.6302 512.8224 1023.6208 512.8177 2 39.76

8.23 36.0 VSYIDSSGI
NLK

GALISSLS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -0.0167 2311.2712 771.4310 2311.2879 771.4366 3 40.48

8.23 36.0 VSYIDSSGI
NLKK

GALISSLS iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
20; 
21

missed K-K@20 -0.0037 2583.4812 862.1677 2583.4849 862.1689 3 42.78

8.23 36.0 YYTIINLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0088 1443.8306 722.9225 1443.8217 722.9181 2 32.65

LIC10959



2 2.8 AGVDIGKPPGGNK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@13

-0.0329 1640.9246 547.9821 1640.9575 547.9931 3 28.93

1.7 1.9 IPLFR iTRAQ4plex@N-term; 
Oxidation(P)@2 0.0497 804.5477 403.2811 804.4980 403.2563 2 45.19

1.7 1.9 LACLEILGK
iTRAQ4plex@N-term; 
Methylthio(C)@3; 
iTRAQ4plex(K)@9

0.0265 1292.7705 647.3925 1292.7440 647.3793 2 52.76

2 2.8 QFALSK
iTRAQ4plex@N-term; 
Deamidated(Q)@1; 
iTRAQ4plex(K)@6

0.0043 981.5782 491.7964 981.5739 491.7942 2 39.84

2 2.8 SNARVCVV
AAGK

GAGPSGI
No iTRAQ4plex@
Methylthio(C)@6; 
Oxidation(P)@12
iTRAQ4plex(K)@

N-term; 

; 
19

missed R-V@4 0.0416 1919.0255 640.6824 1918.9839 640.6686 3 27.62

1.7 1.9 VFNAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved W-V@N-term 0.0381 865.5647 433.7896 865.5265 433.7705 2 40.56

2 2.8 YPEYEGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0996 1172.6953 587.3549 1172.5957 587.3051 2 28.04

LIC10902

3.32 7.8 AGGLQ No iTRAQ4plex@N-term cleaved S-A@N-term; cleaved Q-V@C-term -0.0117 444.2216 445.2289 444.2332 445.2405 1 60.02

3.32 7.8 DYIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved G-D@N-term 0.0320 681.4139 682.4212 681.3819 682.3892 1 55.75

3.32 7.8 IGSSGNKNQNEVNSK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 
6; 
7; 
10; 
14; 
15

missed K-N@7 -0.0133 2153.1279 718.7166 2153.1411 718.7210 3 45.84

3.32 7.8 ITPSIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved N-I@N-term 0.0345 945.6447 473.8296 945.6103 473.8124 2 43.18

3.32 7.8 LFPGSENIQTIK

iTRAQ4plex@N-term; 
Oxidation(P)@3; 
Deamidated(N)@7; 
iTRAQ4plex(K)@12Q p ( )@

0.0268 1650.9341 826.4743 1650.9072 826.4609 2 51.49

3.32 7.8 NSSV iTRAQ4plex@N-term cleaved S-N@N-term; cleaved V-N@C-term -0.0322 549.2558 550.2631 549.2880 550.2953 1 49.61

3.32 7.8 SENTTTKSQ
QSK

NTGTDS
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
7; 
9; 
18

cleaved K-P@C-term; missed K-S@7 0.0528 2346.2039 783.0753 2346.1512 783.0577 3 30.32

3.32 7.8 SQNTGTDSQSKPGLK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11; 
iTRAQ4plex(K)@15

-0.0215 1979.0435 660.6884 1979.0649 660.6956 3 27.24

3.32 7.8 TEFKPSESTQAPSK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@14

-0.0028 1968.0502 657.0240 1968.0529 657.0249 3 27.56

LIC10838

4 19.1 AENSTSPIDTTPK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0365 1503.7174 752.8660 1503.7539 752.8842 2 38.27

4 19.1 DVNKPDEIN
FK

YLQWSL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@17

-0.0150 2540.3491 847.7903 2540.3640 847.7953 3 36.49

4 19.1 VQNIEGLVDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0063 1401.8134 701.9139 1401.8071 701.9108 2 30.93

LIC10643

2 5.1 DIQELETFV
PIELPK

SHVENPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16; 
iTRAQ4plex(K)@22

0.0139 2993.6580 749.4218 2993.6439 749.4183 4 40.46

2 5.1 IELPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved P-I@N-term -0.0018 886.5713 444.2929 886.5731 444.2938 2 29.66

2 5.1 IESQIHFRIFPNSEVR
iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(R)@

erm; 
4; 
8

missed R-I@8 -0.1499 2116.9529 706.6583 2117.1027 706.7082 3 22.28

2 5.1 LQLPK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
2; 
5

cleaved I-L@N-term -0.0018 886.5713 444.2929 886.5731 444.2938 2 29.66

2 5.1 LTGTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved Q-L@N-term 0.0936 806.6041 404.3093 806.5105 404.2625 2 8.83

2 5.1 QTNPNEMF
K

LLLEKMQ

iTRAQ4plex@N-t
iTRAQ4plex(T)@
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
2; 
13; 
15; 
16

missed K-M@13 -0.0132 2540.3696 847.7972 2540.3830 847.8016 3 36.59

LIC10623



)@8

2 4.4 ASSLIKDLNRFVR
No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(N)@

N-term; 
6; 
9

missed R-F@10 -0.0371 1662.9169 832.4657 1662.9539 832.4842 2 53.53

2 4.4 EERAYINNWDLAGAR Glu->pyro-Glu@N-term missed R-A@3 0.0524 1758.8962 880.4554 1758.8438 880.4292 2 48.99

2 4.4 IPGSESSVPGKE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0085 1473.7833 737.8989 1473.7919 737.9032 2 27.77

LIC10565
4 12.7 IGFAEPLVGLPI iTRAQ4plex@N-term cleaved I-T@C-term 0.0108 1368.8247 685.4196 1368.8139 685.4142 2 36.46

4 12.7 IGFAEPLVG
R

LPITSALII iTRAQ4plex@N-term 0.0104 2123.2944 708.7721 2123.2840 708.7686 3 41.65

4 12.7 NGLLSEVGASLEELR iTRAQ4plex@N-term; 
Deamidated(N)@1 0.0000 1730.9174 866.4659 1730.9172 866.4659 2 37.84

4 12.7 NGLLSEVGASLEELRK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
16

missed R-K@15 0.0144 2003.1285 668.7168 2003.1143 668.7120 3 37.24

4 12.7 RRPVLTHAANY
iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(H)@7

erm; 
2; cleaved Y-S@C-term; missed R-R@1 0.0442 1457.8303 729.9224 1457.7861 729.9003 2 29.10

LIC10546

4.17 7.3 DKLGTSYSIRYVYDK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
2; 
15

missed K-L@2; missed R-Y@10 -0.0573 2095.0623 699.3613 2095.1193 699.3804 3 31.47

4.17 7.3 ENIEPSILSG
ATEK

IKTTSINP
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
12; 
22

missed K-T@12 -0.0937 2774.4341 925.8187 2774.5279 925.8499 3 47.68

4.17 7.3 IGSFGETR No iTRAQ4plex@N-term 0.0971 865.5265 433.7705 865.4294 433.7220 2 28.94

4.17 7.3 INEKNSIVAR

iTRAQ4plex@N-t
Oxidation(N)@2; 
iTRAQ4plex(K)@
Deamidated(N)@

erm; 

4; 
5

missed K-N@4 -0.0472 1447.7765 483.5995 1447.8238 483.6152 3 29.18

4.17 7.3 IPTLLISGR No iTRAQ4plex@N-term -0.0431 968.5588 485.2867 968.6019 485.3082 2 29.95

4.17 7.3 ISYSNGLK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@8Q p e (

0.0050 1169.6587 585.8366 1169.6536 585.8341 2 33.21

2.66 2.8 IVAR iTRAQ4plex@N-term cleaved S-I@N-term 0.0075 601.4109 602.4182 601.4033 602.4106 1 53.62
2.66 2.8 LLDLR No iTRAQ4plex@N-term cleaved W-L@N-term 0.0241 628.4149 629.4222 628.3908 629.3981 1 56.71

4.17 7.3 NADKDIFIPIVSWLDK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@16

-1.0402 2304.2646 769.0955 2305.3047 769.4422 3 42.58

4.17 7.3 SLDHKISYSNGLK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(N)@10
iTRAQ4plex(K)@

erm; 
5; 
; 
13

missed K-I@5 0.0317 1909.0951 637.3723 1909.0634 637.3618 3 34.01

4.17 7.3 SLEELLWHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0000 1441.8171 481.6130 1441.8173 481.6130 3 35.01

2.66 2.8 TAIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved D-T@N-term 0.0116 719.4901 720.4974 719.4785 720.4858 1 58.63

4.17 7.3 TTSINPATEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0058 1348.7384 675.3765 1348.7442 675.3794 2 25.78

LIC10512
2 5.0 FYFLIPEELEGGPR iTRAQ4plex@N-term 0.0139 1809.9563 905.9854 1809.9423 905.9784 2 39.66
2 5.0 LIPEELEGGPR iTRAQ4plex@N-term cleaved F-L@N-term -0.0328 1352.7094 451.9104 1352.7422 451.9213 3 26.04

LIC10507

4.07 11.4 AESMK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-A@N-term 0.0456 852.5075 427.2610 852.4619 427.2382 2 26.62

4.07 11.4 FINNLVFL iTRAQ4plex@N-t
Deamidated(N)@

erm; 
3 cleaved I-F@N-term; cleaved L-L@C-term 0.0218 1123.6617 562.8381 1123.6399 562.8272 2 30.35

4.07 11.4 FYKHPEVYNLEVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; No 
3; Methyl(E)@6; 
13

missed K-H@3 -0.0556 1967.0205 656.6808 1967.0760 656.6993 3 32.43

4.07 11.4 LFDLPNK
iTRAQ4plex@N-term; 
Oxidation(N)@6; 
iTRAQ4plex(K)@7

0.0373 1149.7010 575.8578 1149.6637 575.8391 2 32.82

4.07 11.4 SQEELAKEEEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@11

-0.0226 1750.9088 584.6436 1750.9314 584.6511 3 28.00

4.07 11.4 VSGVIDVLSAELR iTRAQ4plex@N-term -0.0315 1500.8318 751.4232 1500.8633 751.4389 2 47.45

4.07 11.4 VVNSS No iTRAQ4plex@N-term cleaved E-V@N-term; cleaved S-I@C-term 0.0458 504.3002 505.3075 504.2544 505.2617 1 56.17

LIC10220

2 5.4 DGGDLREVLIPTR iTRAQ4plex@N-t
Oxidation(R)@6

erm; missed R-E@6 -0.0348 1599.8354 534.2858 1599.8702 534.2973 3 29.13

2 5.4 FSLDGIEAILEAHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0093 1830.0223 611.0147 1830.0131 611.0116 3 38.06



2 5.4 TTLSQTLEPMIEPYL iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
5 cleaved L-K@C-term 0.0087 1879.9698 940.9922 1879.9611 940.9878 2 30.26

2 5.4 VLGAV No iTRAQ4plex@N-term cleaved V-L@C-term -0.0344 457.2557 458.2630 457.2900 458.2973 1 0.29
LIC10209

2 9.6 GIWSWLTTIDHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0003 1743.9548 582.3256 1743.9552 582.3257 3 39.22

2 9.6 GNFILPIQLG
PR

AKDVAF iTRAQ4plex@N-t
Oxidation(N)@2; 
iTRAQ4plex(K)@

erm; 

12
cleaved F-G@N-term -0.0674 2259.2310 754.0842 2259.2983 754.1067 3 46.44

2 9.6 IAVIHGLIAGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved L-I@N-term 0.0018 1378.8922 460.6380 1378.8904 460.6374 3 34.39

2 9.6 LELFTPGQTLGFVT iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
8 cleaved T-P@C-term -0.0005 1666.8934 556.6384 1666.8940 556.6386 3 47.08

2 9.6 MTGAGIAAFSLFTQK

iTRAQ4plex@N-t
Oxidation(F)@12
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
; 
14; 
15

cleaved F-M@N-term 0.0382 1847.0125 616.6781 1846.9743 616.6654 3 33.45

10 10.3 PVITGGPYEYR iTRAQ4plex@N-t
iTRAQ4plex(Y)@

erm; 
10 cleaved T-P@N-term -0.0630 1538.7708 770.3926 1538.8337 770.4241 2 39.91

10 10.3 STATASHTD
K

NYLNHE Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
16 cleaved M-S@N-term 0.0070 1974.9222 659.3147 1974.9153 659.3124 3 37.16

2 9.6 TAGDNPWGGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0013 1289.6595 645.8370 1289.6608 645.8377 2 27.89

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0185 2303.1492 768.7237 2303.1677 768.7299 3 32.59

2 9.6 TPVITGGPYEYR iTRAQ4plex@N-term -0.0654 1495.7139 748.8642 1495.7793 748.8969 2 29.78
LIC10162

4 6.7 DLLH iTRAQ4plex@N-term cleaved M-D@N-term; cleaved H-D@C-term -0.0038 640.3628 641.3701 640.3666 641.3739 1 56.98

4 6.7 DMRSLTFSEIR iTRAQ4plex@N-t
Oxidation(F)@7

erm; missed R-S@3 0.0472 1513.8153 505.6124 1513.7681 505.5966 3 33.26

4 6.7 GELVDALEQ
ESK

FFEEFD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0240 2419.1914 807.4044 2419.1675 807.3964 3 43.32

4 6.7 ISAEMESPGRK

iTRAQ4plex@N-t
iTRAQ4plex(S)@
Deamidated(R)@Deamidated(R)@10;
iTRAQ4plex(K)@

erm; 
7; 
10; missed R-K@10 
11

-0.0309 1636.8511 819.4328 1636.8820 819.4483 2 26.31

4 6.7 LAAIEVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0087 1143.7557 572.8851 1143.7471 572.8808 2 46.66

4 6.7 MATAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved T-M@N-term 0.0346 808.5067 405.2606 808.4720 405.2433 2 29.09

4 6.7 NYMDLLHDMGLMVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.9914 2081.0679 694.6965 2080.0763 694.3660 3 43.21

4 6.7 VMIAVGEARYIK
iTRAQ4plex@N-t
iTRAQ4plex(Y)@
iTRAQ4plex(K)@

erm; 
10; 
12

missed R-Y@9 -0.0385 1781.0212 594.6810 1781.0599 594.6939 3 36.70

4 6.7 VYVINNTPQAK
iTRAQ4plex@N-term; 
Oxidation(Y)@2; 
iTRAQ4plex(K)@11

-0.0479 1549.8229 775.9187 1549.8708 775.9427 2 47.44

LIC10094

5.13 4.8 AKPSFMAFAPR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 0.0249 1509.8618 504.2946 1509.8370 504.2863 3 50.76

5.13 4.8 AYLT iTRAQ4plex@N-term cleaved L-A@N-term; cleaved T-L@C-term 0.0099 610.3547 611.3619 610.3448 611.3521 1 54.11

5.13 4.8 ENRNIMKSLVIGIR

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(R)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
2; 
3; 
4; 
7

cleaved Y-E@N-term
missed K-S@7

; missed R-N@3; -0.0283 1933.0627 967.5386 1933.0910 967.5528 2 52.00

2.82 1.6 GIVFVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0107 949.6311 475.8228 949.6204 475.8175 2 41.57

5.13 4.8 GTDVTESE
EAK

LEYILNHS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 0.0026 2422.2134 808.4117 2422.2107 808.4109 3 36.01

5.13 4.8 IDEIIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0100 1017.6414 509.8280 1017.6314 509.8230 2 38.04

5.13 4.8 IVFIENDK

iTRAQ4plex@N-term; 
Oxidation(F)@3; 
Deamidated(N)@6; 
iTRAQ4plex(K)@8

0.0418 1281.7478 641.8812 1281.7060 641.8603 2 40.29

5.13 4.8 KPFEVGDELTNLLK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@14

-0.0163 2034.1564 679.0594 2034.1727 679.0648 3 36.89

2.82 1.6 KSLVIGIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 cleaved M-K@N-term; missed K-S@1 -0.0586 1172.7263 587.3704 1172.7849 587.3997 2 57.66

2.82 1.6 LAYFFSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0046 1162.6584 582.3365 1162.6630 582.3388 2 46.96



2 IFI  7 4 2

5.13 4.8 LEWILTDYA
NVPR

VQFSGAA iTRAQ4plex@N-term; 
Deamidated(Q)@11 -0.0054 2394.2288 799.0836 2394.2341 799.0853 3 49.38

2.82 1.6 PPIR iTRAQ4plex@N-term cleaved T-P@N-term 0.0201 625.4235 626.4307 625.4033 626.4106 1 58.78

5.13 4.8 SGIQ iTRAQ4plex@N-term cleaved S-S@N-term; cleaved Q-T@C-term -0.0049 547.3039 548.3112 547.3088 548.3160 1 41.87

5.13 4.8 SPFIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved E-S@N-term 0.0493 878.5962 440.3054 878.5469 440.2807 2 45.22

5.13 4.8 YGDRPVFWSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0199 1541.8434 514.9551 1541.8234 514.9484 3 32.25

LIC10009

6 13.9 GMYCLEQEVIQEFSK
iTRAQ4plex@N-term; 
Methylthio(C)@4; 
iTRAQ4plex(K)@15

0.0286 2137.0425 713.3547 2137.0138 713.3452 3 38.79

6 13.9 KQEAQILGNR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-Q@1 -0.0388 1443.8013 482.2744 1443.8401 482.2873 3 29.30

6 13.9 LLIII iTRAQ4plex@N-term cleaved L-L@N-term; cleaved I-G@C-term 0.0124 727.5453 728.5526 727.5329 728.5402 1 55.80

6 13.9 QDEFNTDINTLAGK

Gln->pyro-Glu@N-term; 
Oxidation(D)@7; 
Deamidated(N)@9; 
iTRAQ4plex(K)@14

0.0147 1708.8060 855.4103 1708.7914 855.4030 2 28.08

6 13.9 QEFSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-Q@N-term -0.0500 925.4613 463.7379 925.5113 463.7629 2 30.30

6 13.9
VPGSDKKE
GMEEVTGL
TTK

DQVSLVY
ENVEAEV

iTRAQ4plex@N-t
iTRAQ4plex(S)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(Q)@
Trioxidation(Y)@
iTRAQ4plex(K)@

erm; 
4; 
6; 
7; 
10; 

15; 
33

missed K-K@6 -0.2439 4348.9854 870.8043 4349.2293 870.8531 5 52.61

6 13.9 YANFDQWIYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0571 1634.7766 545.9328 1634.8337 545.9518 3 35.33

6 13.9 YNSVSDEEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0140 1357.6465 679.8305 1357.6605 679.8375 2 26.58

LIC20172

2 2 42.4 IFIKK iTRAQ4plex@N-tiTRAQ4plex@N
iTRAQ4plex(K)@

erm; cleaved D I@N termterm;
4 cleaved D-I@N-term 0 01870.0187 80780 5649 404.5649 789704.7897 807 5462807.5462 404 7804 2 43 69404.7804 43.69

2 2.4 ILILL iTRAQ4plex@N-term cleaved L-I@C-term 0.0124 727.5453 728.5526 727.5329 728.5402 1 55.80

2 2.4 NAILIAILLIG
LKR

AGAAVAYI iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
21 missed K-R@21 -0.1789 2524.4287 632.1144 2524.6076 632.1592 4 39.95

2 2.4 QTGY Gln->pyro-Glu@N-term cleaved A-Q@N-term; cleaved Y-K@C-term 0.0103 450.1854 451.1926 450.1751 451.1823 1 51.63

2 2.4 VFPVPDED
LR

SELMGFL iTRAQ4plex@N-term 0.0150 2107.0930 1054.5540 2107.0782 1054.5464 2 41.13

LIC12452

2 7.0 EILDELILDYSEK
iTRAQ4plex@N-term; 
Oxidation(D)@4; 
iTRAQ4plex(K)@13

0.0664 1883.0684 628.6967 1883.0019 628.6746 3 37.03

2 7.0 EVPGRPALYGTTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0001 1675.9501 559.6573 1675.9501 559.6573 3 29.01

2 7.0 IAGAY iTRAQ4plex@N-term cleaved E-I@N-term; cleaved Y-Q@C-term 0.0330 637.3887 638.3960 637.3557 638.3630 1 55.89

2 7.0 SSLDTLAIIA
EIDEIRGVS

YKQPITLP
SR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@

erm; 
12; 
13

missed K-Q@12; missed R-G@24 -0.0275 3473.8950 869.4810 3473.9225 869.4879 4 55.31

LIC11267

2.23 3.0 AYLK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0048 637.3873 638.3946 637.3921 638.3994 1 56.42

2.23 3.0 DKYEVVIPSLSILAE iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 cleaved E-P@C-term; missed K-Y@2 0.0000 1963.1122 655.3780 1963.1121 655.3780 3 37.23

2.23 3.0 FNNDTNKVQDFIK

No iTRAQ4plex@
Oxidation(N)@3; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 

7; 
13

missed K-V@7 0.0592 1886.0370 629.6863 1885.9778 629.6665 3 40.14

2.23 3.0 NIKDWDDLVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@10

-0.0228 1676.9235 559.9818 1676.9463 559.9894 3 35.26

2.23 3.0 WNYLAAWAFAQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0268 1755.9609 586.3276 1755.9340 586.3186 3 37.35

LIC12250

2.3 2.0 ADFTLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0100 981.5839 491.7992 981.5739 491.7942 2 38.48

4.19 4.1 ALILDLR iTRAQ4plex@N-term 0.0118 956.6259 479.3202 956.6141 479.3143 2 45.46

4.19 4.1 DFDNVVSHVSR Carbamyl@N-term; 
iTRAQ4plex(S)@7 0.0048 1460.7178 487.9132 1460.7130 487.9116 3 42.60



2.3 2.0 DFDNVVSHVSRYYIDK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
4; 
11; 
16

missed R-Y@11 -0.0726 2246.0374 749.6864 2246.1099 749.7106 3 41.34

2.3 2.0 EAAIYALLS
PESYFKER

LPHSIYLY iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@17; 
iTRAQ4plex(K)@23

-0.1931 3404.6455 852.1686 3404.8386 852.2169 4 42.14

2.3 2.0 GVPGTLHIEVVR iTRAQ4plex@N-term 0.0084 1419.8403 474.2874 1419.8320 474.2846 3 31.67

2.3 2.0 IDKNIDKNR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
7

cleaved Y-I@N-term; 
missed K-N@7

missed K-N@3; -0.0236 1546.8922 516.6380 1546.9157 516.6458 3 44.35

2.3 2.0 IQDGSFEGI
GNK

GAILSGG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 0.0457 2107.1611 703.3943 2107.1153 703.3790 3 35.16

2.3 2.0 SEEGPSVDREIIEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 missed R-E@9 0.0030 1874.9858 626.0026 1874.9829 626.0016 3 29.68

4.19 4.1 SGDVILAVDGKSIK

No iTRAQ4plex@
Oxidation(D)@9; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 

11; 
14

missed K-S@11 -0.0196 1704.9669 569.3296 1704.9865 569.3361 3 45.47

4.19 4.1 SLDYIEALLSTQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0283 1768.0145 590.3455 1767.9862 590.3360 3 50.19

2.3 2.0 VSDEEVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0114 1092.6021 547.3083 1092.5906 547.3026 2 29.68

LIC12303
2 2.6 GLISSLGDPHSR Carbamyl@N-term -0.0080 1280.6394 641.3270 1280.6473 641.3309 2 43.01

2 2.6 LDLELDPQLR iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
8 cleaved I-L@N-term 0.0910 1355.8329 452.9516 1355.7418 452.9212 3 43.99

LIC13471

2 18.3 GIAIPPELYDEIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0038 1744.9817 873.4981 1744.9855 873.5000 2 34.70

LIC10578

2 2.1 ASILGLAAF
FK

QINEDLKL

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(N)@
Oxidation(D)@14
iTRAQ4plex(K)@Q p ( )@
iTRAQ4plex(K)@

erm; 
10; 
12; 
; 
16; 

missed K-L@16

;
19

-0.0769 2540.3696 847.7972 2540.4467 847.8228 3 36.59

2 2.1 IAIEALGIHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0015 1351.8417 451.6212 1351.8431 451.6216 3 32.62

5.4 6.8 IALTHPIPR Carbamyl@N-term 0.0879 1059.7068 530.8607 1059.6189 530.8167 2 41.11
2 2.1 IALTHPIPRVR iTRAQ4plex@N-term missed R-V@9 0.0026 1415.8872 472.9697 1415.8847 472.9688 3 30.07

2 2.1 IALTHPIPRV
IGR

RAAAVLA iTRAQ4plex@N-t
Oxidation(P)@8

erm; missed R-V@9; missed R-A@11 0.1350 2254.5222 752.5146 2254.3872 752.4697 3 56.25

5.4 6.8 ILEQTLETKPQYVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9; 
iTRAQ4plex(K)@14

-0.0299 2121.2112 708.0777 2121.2411 708.0876 3 45.16

2 2.1 TDATEDDAENSDPK
iTRAQ4plex@N-term; 
Oxidation(D)@7; 
iTRAQ4plex(K)@14

0.1250 1810.9199 906.4672 1810.7948 906.4047 2 38.66

2 2.1 VRAAAVLAIGRMGK

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
2; 
11; 
14

missed R-A@2; missed R-M@11 0.0088 1702.0255 568.3491 1702.0167 568.3462 3 37.55

LIC11977

5.79 5.3 EFYGDAYIIR
Y

SGKVNV Glu->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
13

cleaved Y-Q@C-term
missed K-V@13

; missed R-S@10; 0.1150 2119.2009 707.4076 2119.0860 707.3693 3 42.51

5.79 5.3 ESLMGPDNINLK Glu->pyro-Glu@N-term; 
iTRAQ4plex(K)@12 0.0816 1455.8329 486.2849 1455.7513 486.2577 3 49.81

5.79 5.3 FEGLNQDE
R

TGQGPIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
15 missed K-R@15 0.0040 2076.0884 693.0367 2076.0844 693.0354 3 29.74

5.79 5.3 GLDDVVDFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0178 1294.7191 648.3668 1294.7013 648.3579 2 32.22

5.79 5.3 ITIHATETVMDSFLR
iTRAQ4plex@N-term; 
iTRAQ4plex(S)@12; 
Deamidated(R)@15

0.0845 2022.1545 675.0588 2022.0699 675.0306 3 35.02

5.79 5.3 KIEVPGEVGFNIK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
13

missed K-I@1 -0.0079 1861.0961 621.3726 1861.1039 621.3752 3 34.59

5.79 5.3 KSPLVFILPNK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
11

missed K-S@1 0.0019 1687.0781 563.3666 1687.0762 563.3660 3 37.46

5.79 5.3 LQNGDFLIQDGERKI
iTRAQ4plex@N-t
Oxidation(R)@13
iTRAQ4plex(K)@

erm; 
; 
14

cleaved I-E@C-term; 
missed K-I@14

missed R-K@13; 0.0040 2049.1138 684.0452 2049.1098 684.0439 3 34.55

5.79 5.3 LVFILPNKFF iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8

cleaved P-L@N-term;
missed K-F@8

 cleaved F-H@C-term; -0.0240 1524.9071 509.3097 1524.9312 509.3177 3 47.13

5.79 5.3 VLDLPR iTRAQ4plex@N-term cleaved L-V@N-term -0.0157 855.5143 428.7644 855.5300 428.7723 2 29.42



4  3

5.79 5.3 YKRGDQIIR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(D)@5

erm; 
2; missed K-R@2; missed R-G@3 0.0546 1451.8999 484.9739 1451.8452 484.9557 3 34.37

LIC10411

17.3 66.2 AVALGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved S-A@N-term 0.0107 845.5685 423.7915 845.5578 423.7862 2 30.74

17.3 66.2 EAFEYADK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0052 1259.6226 630.8185 1259.6278 630.8212 2 28.79

17.3 66.2 IAEPGDSTIALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0737 1501.7859 751.9002 1501.8595 751.9370 2 29.48

17.3 66.2 IATAAAISLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -1.0115 1301.7999 651.9072 1302.8115 652.4130 2 58.35

17.3 66.2 IISSENGDIV
LNITTK

YASLASL iTRAQ4plex@N-term; 
Deamidated(N)@6; 
iTRAQ4plex(K)@23

-0.0250 2710.4634 904.4951 2710.4884 904.5034 3 49.37

10.01 33.8 LFAEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved A-L@N-term 0.0307 894.5726 448.2935 894.5418 448.2782 2 39.98

17.3 66.2 RSDEFVADLLDLIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 missed R-S@1 0.0018 1921.0782 641.3667 1921.0764 641.3661 3 54.82

17.3 66.2 RSDEFVADLLDLIKK

iTRAQ4plex@N-t
Oxidation(D)@11
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
; 
14; 
15

missed R-S@1; missed K-K@14 -0.0291 2209.2393 553.3171 2209.2684 553.3244 4 41.82

17.3 66.2 SAIPELIQLLNR No iTRAQ4plex@N-term -0.0093 1365.7887 683.9016 1365.7980 683.9063 2 38.81

17.3 66.2 SAIPELIQLLNRNNEPK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
13; 
17

missed R-N@12 0.0032 2237.2656 746.7625 2237.2623 746.7614 3 36.84

17.3 66.2 SDEFVADLLDLIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.9268 1764.0486 883.0316 1764.9753 883.4949 2 46.04

17.3 66.2 SLSSGSDS
ALGK

EKYESAV iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
10; 
19

missed K-Y@10 -0.0240 2346.2039 783.0753 2346.2280 783.0833 3 30.32

LIC10069

4 25.0 FVLDVDDFT
ENK

EAIAELE iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
19 cleaved S-F@N-term 0.0150 2484.2666 829.0961 2484.2515 829.0911 3 41.12

4 25 025.0 FYSDIFDFESLDEKFYSDIFDFE iTRAQ4plex@N-term; SLDEK iTRAQ4plex@N term;
iTRAQ4plex(K)@14 0 01370.0137 2041204 9901 6811.9901 6 670781.6707 2041 97642041.9764 681 6661 3 37 05681.6661 37.05

4 25.0 LGENK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-L@N-term 0.0044 847.5051 424.7598 847.5007 424.7576 2 23.51

LIC20272

2 3.3 GSKNNSIVV
LGSQFNLSH

SVPRIAF
FR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(N)@4; 
Deamidated(N)@
Deamidated(Q)@
Deamidated(N)@

erm; 
3; 

5; 
20; 
22

missed K-N@3; missed R-I@13 -0.1170 3280.6279 821.1642 3280.7448 821.1935 4 40.66

2 3.3 LARIHLRRMDLEK

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(R)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
3; 
7; 
8; 
13

cleaved F-L@N-term;
R-R@7; missed R-M@

 missed R-I@3; missed
8 0.0021 1941.1095 648.0438 1941.1073 648.0431 3 41.77

2 3.3 LGSQ iTRAQ4plex@N-term cleaved F-L@N-term; cleaved Q-F@C-term 0.0244 547.3333 548.3405 547.3088 548.3160 1 42.24

2 3.3 TPETSTEPDKGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
10; 
12

missed K-G@10 -0.0253 1720.8956 574.6392 1720.9209 574.6476 3 26.02

LIC20264

2 3.5 GDLGVEVP
R

IEELPILQ iTRAQ4plex@N-term 0.0117 2020.1445 1011.0800 2020.1326 1011.0736 2 38.71

2 3.5 IDFSKDPEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@9

0.0020 1509.8424 755.9285 1509.8404 755.9275 2 48.13

2 3.5 LGSRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 missed R-K@4 -0.0430 847.5053 424.7599 847.5483 424.7814 2 23.57

2 3.5 TGDLQVDHLDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -2.9659 1637.9319 546.9846 1640.8977 547.9732 3 31.24

2 3.5 VEVP iTRAQ4plex@N-term cleaved G-V@N-term; cleaved P-I@C-term 0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86

LIC2_SPN3857

2 13.5 LGMGEFLQSFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0039 1656.9192 829.4669 1656.9153 829.4649 2 53.62

LIC20254

6 18.9 AGIKPNVGASGEIIR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0197 1769.0205 590.6808 1769.0403 590.6874 3 30.01

6 18.9 GALKIDPVRRR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(P)@7

erm; 
4; missed K-I@4; misse

R@10
d R-R@9; missed R- -0.0300 1583.9528 528.9915 1583.9827 529.0015 3 38.57



11.12 13.8 0.0078 2 50.92

6 18.9 IDPVRRRVTLK

iTRAQ4plex@N-t
Oxidation(R)@5; 
Deamidated(R)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 

6; 
7; 
11

missed R-R@5; miss
V@7

ed R-R@6; missed R- -0.0036 1658.0046 553.6755 1658.0083 553.6767 3 36.68

6 18.9 KEFDILQLMAASPGK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@15

-0.0159 2079.1606 694.0608 2079.1764 694.0661 3 42.02

6 18.9 PNVGASGEIIR iTRAQ4plex@N-t
Oxidation(P)@1

erm; cleaved K-P@N-term -0.0158 1271.6797 424.9005 1271.6955 424.9058 3 30.62

6 18.9 QLMA Gln->pyro-Glu@N-term cleaved L-Q@N-term; cleaved A-A@C-term 0.0360 444.2403 445.2475 444.2043 445.2115 1 16.49

6 18.9 RVTLKDNIVNISRK

iTRAQ4plex@N-t
Oxidation(R)@1; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

5; 
14

missed R-V@1; missed R-K@13 -0.0294 2103.2559 702.0926 2103.2853 702.1024 3 39.64

6 18.9 TILVIEDDPDIGNLIR iTRAQ4plex@N-term -0.0093 1939.0656 970.5400 1939.0748 970.5447 2 38.39
2.05 6.2 VDVFFR iTRAQ4plex@N-term 0.0082 925.5226 463.7686 925.5143 463.7644 2 44.57

LIC20250

8.19 12.5 AGNGISK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved I-A@N-term 0.0166 933.5654 467.7899 933.5487 467.7816 2 37.43

11.12 13.8 DRFEIIPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 missed R-F@2 -0.0056 1304.7640 435.9286 1304.7696 435.9305 3 32.78

11.12 13.8 ENSNFSSATSHSK
iTRAQ4plex@N-term; 
Deamidated(N)@2; 
iTRAQ4plex(K)@13

0.0002 1683.7947 562.2722 1683.7944 562.2721 3 25.90

11.12 13.8 EQVVKTNSEIVSNSK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
5; 
15

cleaved L-E@N-term; missed K-T@5 0.1101 2094.2634 699.0951 2094.1534 699.0584 3 44.23

8.19 12.5 GASVPIGDNSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0011 1331.7278 666.8712 1331.7289 666.8717 2 35.28

11.12 13.8 GASVPIGDNSKEEGK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11; 
iTRAQ4plex(K)@15

-0.0148 1919.0178 640.6799 1919.0325 640.6848 3 27.73

11.12 13.8 HTIEYIRHTIEYIR iTRAQ4plex@N-termiTRAQ4plex@N term 0.0078 1071074.60224.6022 5538.308338.3083 1074.59441074.5944 538.3045 2 50.92538.3045

11.12 13.8 IAGNGISKDR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved Y-I@N-term -0.0824 1317.6785 440.2334 1317.7608 440.2609 3 26.60

8.19 12.5 IIPK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved E-I@N-term 0.0246 613.4531 614.4604 613.4285 614.4358 1 53.24

11.12 13.8 IIPT No iTRAQ4plex@N-term cleaved T-L@C-term -0.0050 442.2741 443.2814 442.2791 443.2864 1 56.93

8.19 12.5 ISINDAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0036 1047.6133 524.8139 1047.6168 524.8157 2 37.85

11.12 13.8 KLIQLAEEFTSGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
13

missed K-L@1 0.0007 1895.1101 632.7106 1895.1093 632.7104 3 42.34

11.12 13.8 LIQLAEEFTSGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0079 1622.9203 812.4674 1622.9123 812.4634 2 45.19

8.19 12.5 LIQLAEEFTSGKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 missed K-R@12 0.0000 1779.0135 594.0118 1779.0134 594.0117 3 53.67

8.19 12.5 LVDDS iTRAQ4plex@N-term cleaved I-L@N-term; cleaved S-E@C-term 0.0281 691.3791 692.3864 691.3510 692.3583 1 43.96

11.12 13.8 NALTILKPQTGK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@12

-0.0050 1715.0621 572.6946 1715.0671 572.6963 3 31.27

11.12 13.8 NYIAGNGISKDR
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@10

0.0249 1595.8760 798.9453 1595.8511 798.9328 2 42.89

11.12 13.8 QSDVSIEK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@8 -0.0042 1031.5215 516.7680 1031.5257 516.7701 2 35.92

11.12 13.8 VIGHTSLEG
K

SEDANQ iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0544 1971.9562 658.3260 1972.0105 658.3441 3 27.82

LIC20249
16.64 13.2 AEYTVTPGSEMIR iTRAQ4plex@N-term -0.0024 1596.7915 799.4030 1596.7939 799.4042 2 29.72

16.64 13.2 ARIHETNLK

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
2; 
7; 
9

cleaved F-A@N-term; missed R-I@2 0.0293 1370.8055 457.9424 1370.7761 457.9327 3 31.67

16.64 13.2 EVYANPSQY iTRAQ4plex@N-term cleaved Y-F@C-term 0.0703 1213.6440 405.5553 1213.5737 405.5318 3 26.69

16.64 13.2 GATTSVFGYDR iTRAQ4plex@N-t
Oxidation(Y)@9

erm; cleaved I-G@N-term 0.1026 1332.7458 445.2559 1332.6432 445.2217 3 27.83

16.64 13.2 IGVLVTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -2.0342 1014.6495 508.3320 1016.6838 509.3492 2 29.37

16.64 13.2 ILYSHLWEGEPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0028 1758.9521 587.3246 1758.9548 587.3256 3 33.10

16.64 13.2 LDFNPITDSLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0063 1549.8533 775.9339 1549.8595 775.9370 2 34.42



@8 IYA No  7 1

16.64 13.2 LQLLSPFIPWEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0041 1758.0283 880.0214 1758.0324 880.0235 2 38.10

6.43 3.7 LSGWASAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0043 1106.6285 554.3215 1106.6328 554.3237 2 40.81

16.64 13.2 NQLSGAYEPVPQTAR iTRAQ4plex@N-term -0.0078 1773.9054 887.9600 1773.9131 887.9638 2 28.72

16.64 13.2 NSIITSFNR No iTRAQ4plex@N-term 0.0117 1050.5575 526.2860 1050.5458 526.2802 2 30.08

16.64 13.2 NVVGRPLTLTEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0082 1613.9626 538.9948 1613.9708 538.9976 3 30.67

16.64 13.2 PLTLTEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved R-P@N-term -0.0009 1088.6676 545.3411 1088.6685 545.3415 2 29.67

16.64 13.2 SGWASAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved L-S@N-term 0.0024 993.5511 497.7828 993.5487 497.7816 2 26.55

16.64 13.2 SYVDFAPDR iTRAQ4plex@N-term 0.0027 1212.5924 607.3035 1212.5897 607.3021 2 29.63

16.64 13.2 TANTVNK

iTRAQ4plex@N-term; 
Dehydrated(T)@4; 
Deamidated(N)@6; 
iTRAQ4plex(K)@7

0.0113 1017.5812 509.7979 1017.5698 509.7922 2 29.90

16.64 13.2 TPGS iTRAQ4plex@N-term cleaved V-T@N-term; cleaved S-E@C-term 0.0336 504.3002 505.3075 504.2666 505.2738 1 56.17

16.64 13.2 VAGILTVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0049 1087.7258 544.8702 1087.7209 544.8677 2 39.19

16.64 13.2 VAMQDATAQMAL iTRAQ4plex@N-term cleaved L-L@C-term 0.1203 1392.8066 697.4106 1392.6863 697.3504 2 48.36

6.43 3.7 VAMQDATA
MSAGR

QMALLQF iTRAQ4plex@N-term; 
Oxidation(M)@3 -0.0693 2299.0552 575.7711 2299.1245 575.7884 4 53.48

16.64 13.2 VAVPSTVHCDHLIQAK
iTRAQ4plex@N-term; 
Methylthio(C)@9; 
iTRAQ4plex(K)@16

-0.0142 2051.0759 684.6992 2051.0900 684.7039 3 36.72

6.43 3.7 VTVAVDPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0077 1115.6871 558.8508 1115.6794 558.8470 2 37.47

LIC20216

8 29.9 FSQFSAEH
LSELQEGK

YEVGHEA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 0.0049 2909.4126 728.3604 2909.4075 728.3592 4 34.28

8 29.9 IELENHLPILNTL iTRAQ4plex@N-term cleaved L-G@C-term 0.1028 1662.0503 555.0240 1661.9474 554.9897 3 33.92
4 13.2 ILIFR iTRAQ4plex@N-term 0.0158 804.5502 403.2823 804.5343 403.2744 2 45.36

8 29 929.9 IYAKK No iTRAQ4plex iTRAQ4plex@N
iTRAQ4plex(K)@

N-term; cleaved N I@N termterm;
4 cleaved N-I@N-term 0 0048-0.0048 63763 3873 638.3873 6 394638.3946 637 3921637.3921 638 3994 1 56 42638.3994 56.42

8 29.9 NTEAILPVLTSEIR iTRAQ4plex@N-term -0.0023 1698.9615 850.4880 1698.9638 850.4892 2 34.69

8 29.9 SIASENHGNIYAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0048 1690.8834 564.6351 1690.8882 564.6367 3 27.96

8 29.9 VIQANLEILSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0240 1514.9036 758.4590 1514.9276 758.4711 2 47.65

LIC20205

14.85 26.6 AAAPKQSATTVTAK
Formyl@N-term; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

5; 
14

missed K-Q@5 0.0251 1659.9650 554.3289 1659.9399 554.3206 3 26.09

14.85 26.6 AEEVDDHIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved L-A@N-term -0.0076 1342.6897 448.5705 1342.6972 448.5730 3 27.87

14.85 26.6 DAHEALELAIR iTRAQ4plex@N-term 0.0131 1380.7614 691.3879 1380.7483 691.3814 2 47.03

14.85 26.6 EAENAVSFYEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0033 1573.7836 787.8990 1573.7868 787.9007 2 29.43

14.85 26.6 ETTFLEAVAAAIQHEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0073 2045.0966 682.7061 2045.1037 682.7085 3 38.59

7.8 12.8 FHDSTLQK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0126 1118.5968 560.3057 1118.5842 560.2994 2 36.53

14.85 26.6 FITELYEQA
LK

EGSELPN iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0041 2368.2366 790.4194 2368.2406 790.4208 3 36.08

14.85 26.6 KPSSATTSTPK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@11

-0.0496 1535.8389 512.9536 1535.8884 512.9701 3 26.29

14.85 26.6 LAEEVDDHIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0347 1455.8160 486.2793 1455.7813 486.2677 3 46.68

14.85 26.6 LANKFEDVNIK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
11

missed K-F@4 -0.0296 1721.9745 574.9988 1722.0041 575.0087 3 45.49

14.85 26.6 LPPGDTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0043 1014.5997 508.3071 1014.5953 508.3049 2 25.34

7.8 12.8 QLAAIHK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@7 -0.0051 906.5358 454.2752 906.5409 454.2777 2 38.67

14.85 26.6 QSATTVTAKK
Gln->pyro-Glu@N
Methyl(T)@7; iTR
iTRAQ4plex(K)@

-term; 
AQ4plex(K)@9; 
10

missed K-K@9 -0.0040 1318.7660 660.3903 1318.7700 660.3923 2 26.36

LIC20204

2 5.5 GVVIGFIPM
LENLK

ASTPDQF iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 0.0151 2563.4116 855.4778 2563.3964 855.4727 3 39.13



 i d K i d K i d R

2 5.5 SGADR iTRAQ4plex@N-term; 
Oxidation(R)@5 0.0825 664.4087 665.4160 664.3262 665.3335 1 58.04

LIC20198

2 2.2 AVIQ No iTRAQ4plex@N-term cleaved D-A@N-term; cleaved Q-P@C-term -0.0389 429.2198 430.2271 429.2587 430.2660 1 22.77

2 2.2 DIPHDQDLNR iTRAQ4plex@N-term -0.0037 1365.6721 456.2313 1365.6759 456.2326 3 26.82

2 2.2 EISIKSGSMNFDFGIAR

No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(M)@9; 
Deamidated(N)@

N-term; 
5; 

10

missed K-S@5 0.0458 2032.0515 678.3578 2032.0057 678.3425 3 35.67

LIC20197

2.2 1.6 ETNPYGISHR Glu->pyro-Glu@N-term; 
Oxidation(H)@9 -0.0045 1170.5374 586.2759 1170.5418 586.2782 2 28.51

2.2 1.6 IILLL iTRAQ4plex@N-term cleaved I-I@N-term; cleaved L-N@C-term 0.0124 727.5453 728.5526 727.5329 728.5402 1 55.80

2.2 1.6 LLLNFQTSIFAQP No iTRAQ4plex@N-term cleaved I-L@N-term; cleaved P-S@C-term 0.0139 1490.8273 746.4209 1490.8133 746.4139 2 42.58

2.2 1.6 TEELKPPPK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@9

-0.0195 1469.8624 490.9614 1469.8819 490.9679 3 27.93

2.2 1.6 TGEPSDAA
K

SGFTSQP
iTRAQ4plex@N-term; 
Phospho(S)@9; 
Deamidated(Q)@14; 
iTRAQ4plex(K)@16

0.0450 1947.9156 650.3125 1947.8707 650.2975 3 21.80

2.2 1.6 TRPSQAAIEAASK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0285 1616.8804 539.9674 1616.9090 539.9769 3 28.27

2.2 1.6 VKTTDMNEVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
10

missed K-T@2 -0.1122 1595.7797 798.8971 1595.8918 798.9532 2 56.90

LIC20196
2 6.4 AIENEIVEVVR iTRAQ4plex@N-term -0.0021 1413.7928 707.9037 1413.7949 707.9047 2 32.84

LIC20191

2.01 1.7 FHIFIESDPSK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0544 1462.8121 488.6113 1462.7578 488.5932 3 38.67

2.01 1.7 GILDYGITVYPSKKSLSGILDYGITVY
REQDRTK

iTRAQ4plex@N-t
iTRAQ4plex(Y)@PSKKSLS iTRAQ4plex(Y)@5;
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
5; i d K K@13 i13; 
14; 
24

m sse  -K@13; m ss
E@18; missed R-T@

d K S@14 i d Re  -S@14; m sse  -
22 -0.1418 3473.8398 869.4672 3473.9815 869.5027 4 62.86

2.01 1.7 IDPHQDVWSR iTRAQ4plex@N-term cleaved F-I@N-term 0.0530 1395.7548 698.8846 1395.7017 698.8581 2 59.59

2.01 1.7 IDSVLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved Y-I@N-term 0.0256 961.6308 481.8227 961.6052 481.8099 2 37.03

2.01 1.7 TVYPSKKSLSR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
6; 
7

cleaved I-T@N-term; 
missed K-S@7

missed K-K@6; -0.2109 1696.8092 566.6104 1697.0201 566.6807 3 33.57

2.01 1.7 YLPWFGVHVFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0114 1679.9546 560.9921 1679.9432 560.9883 3 38.79

LIC2_SPN3853

6.29 54.8 ATLVPVLQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0653 1255.7455 628.8800 1255.8107 628.9126 2 30.36

6.29 54.8 FDLTCLK
iTRAQ4plex@N-term; 
Methylthio(C)@5; 
iTRAQ4plex(K)@7

0.0026 1172.6204 587.3174 1172.6177 587.3161 2 41.09

6.29 54.8
HSAEECAP
LTAGQKPE
K

IVDEMLTN
DAANIATM

iTRAQ4plex@N-term; 
Methylthio(C)@6; 
iTRAQ4plex(K)@22; 
iTRAQ4plex(K)@33

-0.0165 3975.9250 994.9885 3975.9416 994.9927 4 48.25

4.56 19.4 PAIQACK
No iTRAQ4plex@
Methylthio(C)@6; 
iTRAQ4plex(K)@

N-term; 

7
cleaved I-P@N-term -0.0073 919.4669 460.7407 919.4741 460.7443 2 45.14

6.29 54.8 SIPAIQACK
iTRAQ4plex@N-term; 
Methylthio(C)@8; 
iTRAQ4plex(K)@9

-0.0695 1263.6228 632.8187 1263.6923 632.8534 2 30.84

LIC20185

12.95 32.6 AIVSQEILNGDVILTGP iTRAQ4plex@N-term cleaved P-K@C-term -0.0437 1882.0096 628.3438 1882.0533 628.3584 3 36.84

12.95 32.6 AIVSQEILNG
K

DVILTGP iTRAQ4plex@N-term; 
Deamidated(N)@9; 
iTRAQ4plex(K)@18

-0.0324 2155.2021 719.4080 2155.2344 719.4187 3 59.05

12.95 32.6 GSSWILTNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0003 1292.7329 647.3737 1292.7332 647.3739 2 30.97

12.95 32.6 IAFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0209 878.6042 440.3094 878.5833 440.2989 2 38.35

12.95 32.6 KINDADYLSVAK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
12

missed K-I@1 -0.0344 1767.9752 590.3323 1768.0096 590.3438 3 32.32



12.95 32.6 KLESIE iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-L@1 0.0024 1005.5974 503.8060 1005.5950 503.8048 2 28.55

12.95 32.6 MKRISILFVL
HCKENKSD

VGLIVLSF
QTKGR

iTRAQ4plex@N-t
Oxidation(M)@1; 
iTRAQ4plex(K)@
Methylthio(C)@2
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 

2; 
0; 
21; 
23; 
24; 
27; 
29

missed K-R@2; misse
S@24; missed K-G@

d R-I@3; missed K-
29 0.1945 4343.6450 869.7363 4343.4504 869.6974 5 57.60

12.95 32.6 MNLHTPTTTAGVR iTRAQ4plex@N-term 0.0004 1541.8110 514.9443 1541.8106 514.9441 3 29.39

12.95 32.6 MTPEQFQIIYELAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0049 1998.0789 667.0336 1998.0740 667.0319 3 36.59

12.95 32.6 NLHTPTTTAGVR iTRAQ4plex@N-term cleaved M-N@N-term -0.0028 1410.7672 471.2630 1410.7701 471.2640 3 27.01

12.95 32.6 TIYITPSDLQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0013 1565.8896 783.9521 1565.8908 783.9527 2 30.73

LIC20175

2 8.0 KIPIARLK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(P)@3; 
iTRAQ4plex(K)@

erm; 
1; 

8

missed K-I@1; missed R-L@6 -0.0753 1385.8695 462.9638 1385.9448 462.9889 3 32.67

2 8.0 VLQEISELLHEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0018 1724.9934 576.0051 1724.9916 576.0045 3 39.99

LIC20165

2 2.8 IAFIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved Y-I@N-term 0.0221 878.6055 440.3100 878.5833 440.2989 2 43.53

2 2.8 IIAN No iTRAQ4plex@N-term cleaved C-I@N-term; cleaved N-H@C-term 0.0770 429.3357 430.3430 429.2587 430.2660 1 58.43

2 2.8 LAILK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved D-L@N-term 0.0125 844.6115 423.3130 844.5990 423.3068 2 42.63

2 2.8 LILSPS No iTRAQ4plex@N-term cleaved D-L@N-term; cleaved S-K@C-term 0.0244 628.4039 629.4112 628.3796 629.3869 1 54.81

2 2.8 TNPANGQPIPK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@11Q p e ( )@

-0.0068 1424.7800 713.3973 1424.7867 713.4006 2 34.59

LIC20143

2 2.4 DARVDFVEIVDNK
iTRAQ4plex@N-t
Oxidation(D)@11
iTRAQ4plex(K)@

erm; 
; 
13

missed R-V@3 0.0724 1823.0392 608.6870 1822.9669 608.6629 3 45.53

2 2.4 FLDIQVPLILNR iTRAQ4plex@N-term -0.0012 1583.9509 792.9827 1583.9521 792.9833 2 37.41

2 2.4 IWNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0115 847.5045 424.7595 847.5160 424.7653 2 23.41

2 2.4 VGELK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved P-V@N-term 0.0235 832.5497 417.2821 832.5262 417.2704 2 36.00

2 2.4 VYSQAVNP
AVRAGSGT

FTPWTTD
GFLIGNK

iTRAQ4plex@N-t
Oxidation(R)@18
Oxidation(N)@29
iTRAQ4plex(K)@

erm; 
; 
; 
30

missed R-A@18 0.1107 3473.8931 869.4805 3473.7823 869.4529 4 60.41

LIC20118

3 9.7 AFPDAK
iTRAQ4plex@N-term; 
Oxidation(P)@3; 
iTRAQ4plex(K)@6

0.0078 951.5348 476.7747 951.5269 476.7707 2 24.42

3 9.7 DLLEIHPDSSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0064 1540.8278 514.6165 1540.8341 514.6186 3 30.68

3 9.7 KLDNFIVVEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
10

missed K-L@1 -0.0489 1635.9435 546.3218 1635.9925 546.3381 3 35.13

3 9.7 LMSWFKMGEILK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
6; 
12

cleaved I-L@N-term; missed K-M@6 0.0981 1914.1818 639.0679 1914.0837 639.0352 3 41.57

3 9.7 NGGN iTRAQ4plex@N-term cleaved N-S@C-term 0.0588 504.3002 505.3075 504.2414 505.2487 1 56.17
LIC20113

4 15.8 GFEDHNGVER iTRAQ4plex@N-term; 
Deamidated(N)@6 -0.0015 1303.5900 435.5373 1303.5915 435.5378 3 25.73

4 15.8 GILFLSCLFL
YSHK

GMTTIFTII
No iTRAQ4plex@N-term; 
Methylthio(C)@7; 
Oxidation(M)@12; 
iTRAQ4plex(K)@23

0.0366 2823.5266 706.8889 2823.4899 706.8798 4 37.55

4 15.8 KGDEFQEL
ETR

ADLLNQVI iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-G@1 -0.0167 2505.3152 836.1123 2505.3319 836.1179 3 57.45

4 15.8 KLAAGEEPAR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(P)@8

erm; 
1; missed K-L@1 -0.0170 1344.7435 673.3790 1344.7605 673.3875 2 48.69

4 15.8 MAGPIYNIK
iTRAQ4plex@N-term; 
HexNAc(N)@7; 
iTRAQ4plex(K)@9

0.0040 1496.8192 499.9470 1496.8152 499.9457 3 58.92



 2

4 15.8 YNIK
No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
2; 
4

cleaved I-Y@N-term 0.0320 681.4139 682.4212 681.3819 682.3892 1 55.75

LIC20100
2.08 6.0 ELIHVTR iTRAQ4plex@N-term -0.0076 1010.5919 506.3032 1010.5995 506.3070 2 38.81

2.08 6.0 VGSDLAFTG
K

GLLHNIG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0088 1986.1055 663.0424 1986.1142 663.0453 3 52.26

LIC20097

2 6.3 DLAIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved M-D@N-term -0.0106 846.5313 847.5385 846.5418 847.5491 1 57.49

2 6.3 EAATRMVAAR Glu->pyro-Glu@N
Deamidated(R)@

-term; 
5 missed R-M@5 -0.0020 1057.5319 529.7732 1057.5339 529.7742 2 28.28

3.05 4.1 FAAPWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0393 1006.6237 504.3191 1006.5844 504.2995 2 43.15

2 6.3 IGNFFPATAFILGPILR iTRAQ4plex@N-term -0.0377 1990.1149 996.0647 1990.1526 996.0836 2 41.51

3.05 4.1 IILGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0086 830.5919 416.3032 830.5833 416.2989 2 39.82

3.05 4.1 KPLEVLIPSSR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 0.0047 1525.9482 509.6567 1525.9435 509.6551 3 46.79

2 6.3 LDVTSPSDWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 1.0226 1435.7825 718.8985 1434.7598 718.3872 2 31.44

2 6.3 NIAS No iTRAQ4plex@N-term cleaved V-N@N-term; cleaved S-L@C-term -0.0105 403.1963 404.2035 403.2067 404.2140 1 46.96

LIC20096
10.2 15.1 DLPHPVDR iTRAQ4plex@N-term 0.0014 1091.5859 546.8002 1091.5845 546.7995 2 36.39
7.97 21.1 DLPHPVDRLEDVR iTRAQ4plex@N-term missed R-L@8 -0.0298 1703.8779 426.9767 1703.9077 426.9842 4 32.61
7.97 21.1 DLVRVPYPTR iTRAQ4plex@N-term cleaved Y-D@N-term; missed R-V@4 -0.0690 1358.7103 453.9107 1358.7792 453.9337 3 29.26

7.97 21.1 GLEQYISMVQEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved I-G@N-term 0.0087 1711.9146 571.6454 1711.9058 571.6426 3 31.90

7.97 21.1 GYFPNAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0042 1083.5999 542.8072 1083.5957 542.8051 2 28.76

7.97 21.1 KRLAGSFGPFQSIGK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
1; 
2; 
15

cleaved F-K@N-term
missed R-L@2

; missed K-R@1; -0.1301 2025.0436 676.0218 2025.1737 676.0652 3 26.68

10 210.2 15 115.1 LAGSFGPFQSIGKLAGSFGPFQ iTRAQ4plex@N-term; SIGK iTRAQ4plex@N term;
iTRAQ4plex(K)@13 0 0078-0.0078 1595159 8838 7985.8838 7 949298.9492 1595 89151595.8915 798 9530 2 45 87798.9530 45.87

10.2 15.1 LEDVRKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 missed R-K@5; missed K-R@6 0.1650 1202.8989 602.4567 1202.7339 602.3742 2 53.37

7.97 21.1 LFIVQYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0197 1197.7168 599.8657 1197.7365 599.8755 2 52.26

10.2 15.1 MLSGPQVVFYR iTRAQ4plex@N-term -0.0053 1439.7665 720.8905 1439.7717 720.8931 2 44.63

7.97 21.1 NPDFYNVM
YWLFPGTA

PSSEMTS
PTFSFGR iTRAQ4plex@N-term 0.0073 3589.6519 1197.5580 3589.6444 1197.5554 3 41.34

10.2 15.1 RSYDLVR No iTRAQ4plex@
Deamidated(R)@

N-term; 
7 cleaved Y-R@N-term; missed R-S@1 0.0486 908.5202 455.2674 908.4716 455.2431 2 34.90

7.97 21.1 SISDFLGSR iTRAQ4plex@N-term 0.0132 1124.6080 563.3113 1124.5948 563.3047 2 31.61
10.2 15.1 SLPTPYMHILNR iTRAQ4plex@N-term cleaved Y-S@N-term 0.0068 1584.8636 529.2952 1584.8568 529.2929 3 47.83

7.97 21.1 TLLFSPSDID
FFK

ANAETP iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0098 2400.2358 801.0859 2400.2457 801.0892 3 36.60

7.97 21.1 TLLFSPSDID
FFKR

ANAETP iTRAQ4plex@N-t
Oxidation(P)@6; 
iTRAQ4plex(K)@

erm; 

19
missed K-R@19 -0.0079 2572.3340 858.4519 2572.3417 858.4545 3 34.73

7.97 21.1 VDYISYDHLHTQDIR iTRAQ4plex@N-term -0.0025 2017.9955 673.6724 2017.9979 673.6733 3 32.99
LIC20093

4 19.6 EALGV Glu->pyro-Glu@N-term cleaved S-E@N-term; cleaved V-Y@C-term 0.0518 469.3055 470.3128 469.2536 470.2609 1 59.46

4 21.5 IQGS iTRAQ4plex@N-term cleaved D-I@N-term; cleaved S-W@C-term 0.0244 547.3333 548.3405 547.3088 548.3160 1 42.24

4 21.5 KVDPTTTVQ
K

DTLQEIS iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
17

missed K-V@1 -0.0086 2334.2922 779.1047 2334.3008 779.1075 3 34.59

4 19.6 VDPTTTVQDTL iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
8 cleaved L-Q@C-term 0.0284 1333.7019 667.8582 1333.6735 667.8440 2 31.14

4 21.5 VYGISLDAL
QK

DSHGQFI iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0119 2278.2080 760.4100 2278.2201 760.4140 3 34.14

4 19.6 YSLNFPLLSDPDHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0448 1933.0636 645.3618 1933.0189 645.3469 3 51.51

LIC20089

2 4.0 EKLNLIYRD
LNSLPNIPK

MQIASQIQ

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
Deamidated(R)@
Deamidated(Q)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
2; 
4; 
8; 
15; 
17; 
26

missed K-L@2; missed R-D@8 0.0265 3474.9275 869.7391 3474.9009 869.7325 4 14.28



2 4.0 GIAGMVLET
DAANDPR

LEPVIVN iTRAQ4plex@N-term 0.0089 2537.3369 846.7863 2537.3281 846.7833 3 42.28

2 4.0 LENLIK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
6

cleaved G-L@N-term 0.0108 1017.6422 509.8284 1017.6314 509.8230 2 34.58

2 4.0 NRRLIRDLK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(R)@
Oxidation(R)@6; 
iTRAQ4plex(K)@

erm; 
1; 
3; 

9

missed R-R@2; miss
D@6

ed R-L@3; missed R- -0.0466 1488.8514 497.2911 1488.8980 497.3066 3 39.84

LIC20064

2 4.3 TAMVAAIPLKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed K-R@10 -0.0029 1457.8967 486.9728 1457.8996 486.9738 3 43.13

LIC20058

10.18 9.1 ADIPVVFGG
TLTK

IIPPSDFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 -0.0012 2503.3806 835.4675 2503.3818 835.4679 3 37.87

10.18 9.1 AFTEMWDEITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0028 1657.8237 829.9191 1657.8265 829.9205 2 36.41

4 4.2 GVDVSLLQ
K

GTTQNDII iTRAQ4plex@N-term; No 
iTRAQ4plex(K)@17 -0.0263 1944.0386 649.0201 1944.0650 649.0289 3 50.63

10.18 9.1 GVPINTLEDFR iTRAQ4plex@N-term cleaved V-G@N-term -4.9973 1398.7559 700.3852 1403.7531 702.8838 2 42.68
10.18 9.1 ILIEALGVTMSR iTRAQ4plex@N-term -0.0495 1445.7903 723.9024 1445.8398 723.9272 2 53.71

10.18 9.1 LDAIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-L@N-term 0.0189 846.5607 424.2876 846.5418 424.2782 2 39.47

10.18 9.1 LLSLYVALAQER iTRAQ4plex@N-t
Oxidation(Y)@5

erm; cleaved Y-L@N-term 0.0243 1534.9084 768.4615 1534.8841 768.4493 2 35.10

4 4.2 LQLP iTRAQ4plex@N-term cleaved A-L@N-term; cleaved P-A@C-term -0.0002 613.3919 614.3992 613.3921 614.3994 1 50.66

10.18 9.1 PATGVEGQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved R-P@N-term -0.0039 1173.6558 587.8351 1173.6597 587.8371 2 24.60

10.18 9.1 SVFGEYRP
K

ATGVEGQ iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0145 2012.0427 671.6882 2012.0571 671.6930 3 30.84

10.18 9.1 TDAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved E-T@N-term 0.0381 577.3574 578.3647 577.3193 578.3266 1 56.92

10.18 9.1 VGISTGEWADVLR Delta:H(2)C(2)@N-term; 
Methyl(I)@3Methyl(I)@3 0.0049 1441.7615 721.8880 1441.7565 721.8855 2 37.19

10.18 9.1 VGVPINTLEDFR Methylthio@N-term; 
Deamidated(N)@6 0.0060 1405.6971 703.8558 1405.6912 703.8529 2 27.89

10.18 9.1 WTEGIASPL
GVFK

MTDQDG No iTRAQ4plex@N-term; 
Oxidation(P)@8; 
iTRAQ4plex(K)@19

0.0675 2211.1313 1106.5730 2211.0640 1106.5393 2 31.67

LIC20044

16.09 16.6 AEPLKAETV
EHLR

PAVVLLP iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 missed K-A@5 -0.0078 2469.4485 618.3694 2469.4563 618.3713 4 36.06

8.15 7.9 AETVPAVVLLPEHLR Carbamyl@N-term 0.0058 1685.9523 843.9834 1685.9465 843.9805 2 47.69

8.15 7.9 DAITK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved S-D@N-term 0.0106 690.4139 691.4212 690.4034 691.4107 1 57.98

16.09 16.6 DLIFFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0032 1069.6448 535.8297 1069.6416 535.8281 2 44.70

16.09 16.6
DVNQSGIKL
SDDANDLV
GTIDIPDLPL

YCNHVFV
PKFLTVLK
NVSR

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
Methylthio(C)@1
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
8; 
1; 
26; 
32

cleaved L-D@N-term
missed K-F@26; miss

; missed K-L@8; 
ed K-G@32 -0.0155 5705.0181 951.8436 5705.0336 951.8462 6 45.14

16.09 16.6 EDYWNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-E@N-term 0.0075 1141.5723 571.7934 1141.5648 571.7897 2 28.78

16.09 16.6 ELVSNASDAITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0156 1534.8290 768.4218 1534.8446 768.4296 2 28.44

16.09 16.6 GLSSAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0180 849.5344 425.7745 849.5164 425.7655 2 44.17

16.09 16.6 GTIDIPDLPLNVSR iTRAQ4plex@N-term -0.0190 1652.9030 827.4587 1652.9219 827.4682 2 34.12

16.09 16.6 IDLDFDQEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0018 1409.7300 705.8723 1409.7282 705.8714 2 31.80

8.15 7.9 IDLDFDQEKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 missed K-R@9 0.0134 1565.8427 522.9548 1565.8293 522.9504 3 44.96

16.09 16.6 IDSHFIQFLESK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0030 1750.9468 584.6562 1750.9498 584.6572 3 36.06

16.09 16.6 ISVETENIFPIIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0107 1790.0540 896.0342 1790.0433 896.0289 2 35.12

8.15 7.9 IVDSD iTRAQ4plex@N-term cleaved P-I@N-term; cleaved D-N@C-term 0.0281 691.3791 692.3864 691.3510 692.3583 1 43.96

16.09 16.6 IVDSDNKTEADRIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7

cleaved P-I@N-term; 
missed R-I@12

missed K-T@7; -0.0132 1919.0183 640.6801 1919.0316 640.6845 3 47.28



)@9

16.09 16.6
LEDYWNKN
KVFYASETS
KSQGLEAIL

KEKNNG
SVYMDLL
VDSR

No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(Q)@

N-term; 
6; 
7; 
9; 
11; 
15; 
31; 
33

missed K-N@7; misse
V@15; missed K-S@

d K-N@11; missed K-
31 -0.0959 5703.8633 951.6511 5703.9591 951.6671 6 45.86

8.15 7.9 LIFFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved D-L@N-term 0.0128 954.6275 478.3210 954.6146 478.3146 2 47.80

16.09 16.6 LNEEFKKNEEEFR

No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(N)@
Deamidated(R)@

N-term; 
6; 
7; 
8; 
13

missed K-K@6; missed K-N@7 -0.1029 2000.8906 1001.4530 2000.9935 1001.5040 2 29.45

16.09 16.6 LQGILYFPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0048 1365.8217 683.9181 1365.8264 683.9205 2 34.80

16.09 16.6 SQGLEAILVDSR iTRAQ4plex@N-term -0.0078 1430.7773 716.3959 1430.7851 716.3998 2 32.57
LIC20035

6 8.6 ASYKPDIPFTYYK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@13

-0.0048 2024.0936 675.7051 2024.0984 675.7068 3 33.46

6 8.6 DLEVQILP iTRAQ4plex@N-term cleaved P-P@C-term 0.0278 1069.6420 535.8282 1069.6141 535.8143 2 41.45
6 8.6 DLEVQILPPNIR iTRAQ4plex@N-term -0.0750 1549.8199 775.9172 1549.8950 775.9548 2 58.61

3.83 5.0 DTPYVGGVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0045 1222.6846 612.3495 1222.6801 612.3473 2 37.37

6 8.6 EYQEKEDSATK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@11

-0.0276 1758.8727 587.2982 1758.9001 587.3073 3 26.85

6 8.6 GKDLEVQILPPNIR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0002 1879.1133 627.3784 1879.1135 627.3784 3 32.81

6 8.6 QFEIVSDSK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@9 0.0046 1178.5988 590.3066 1178.5941 590.3043 2 41.10

3.83 5.0 QGQETSFHK
Gln->pyro-Glu@N-term; 
iTRAQ4plex(S)@6; 
iTRAQ4plex(K)@9Q p e (

0.0084 1331.6797 444.9005 1331.6713 444.8977 3 35.68

3.83 5.0 SGYWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0009 927.5067 464.7606 927.5058 464.7602 2 38.12

LIC20026

3.7 8.8 GLPGSASYSSSK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0074 1283.6554 642.8350 1283.6479 642.8312 2 35.58

3.7 8.8 GLPGSASY
SVYMEALR

SSSKAGL iTRAQ4plex@N-t
Oxidation(P)@3; 
iTRAQ4plex(K)@

erm; 

12
missed K-A@12 -0.0230 2634.3337 879.1185 2634.3567 879.1262 3 56.54

3.7 8.8 SRPFVISVER Carbamyl@N-term -0.0082 1231.6591 616.8368 1231.6673 616.8409 2 41.75
LIC20022

1.7 4.5 IAIIAGPHR iTRAQ4plex@N-term -0.0090 1090.6643 546.3394 1090.6733 546.3439 2 41.34
LIC20021

2 6.4 EKFLKELSSLKK

No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
2; 
5; 
11; 
12

missed K-F@2; missed K-K@11 -0.1061 2025.1624 676.0614 2025.2685 676.0968 3 37.36

2 6.4 LEIQLSDI No iTRAQ4plex@N-term cleaved I-V@C-term -0.0044 929.5026 465.7586 929.5070 465.7608 2 27.22

2 6.4 VFGKEEVSDLVESMK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@15

-0.0017 2128.1436 710.3884 2128.1451 710.3890 3 35.95

LIC20016

2 3.7 ILVF iTRAQ4plex@N-term cleaved L-I@N-term; cleaved F-G@C-term -0.0219 634.3957 635.4030 634.4176 635.4249 1 54.64

2 3.7 NKPAPPPPPPPK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@12

-0.0075 1668.0015 557.0078 1668.0088 557.0102 3 26.36

2 3.7 PPPPPPK
No iTRAQ4plex@
Oxidation(P)@3; 
iTRAQ4plex(K)@

N-term; 

7
cleaved P-P@N-term -0.0440 888.4751 445.2448 888.5191 445.2668 2 60.94

LIC20011

2.82 2.5 AGLATLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0333 960.5879 481.3012 960.6212 481.3179 2 38.25

4 10.4 DLLDLVAPS
GTLSANPFG

GPVYQA
MR iTRAQ4plex@N-term -0.0313 2832.4290 945.1503 2832.4602 945.1607 3 39.76

4 10.4 DPEVEEVVR iTRAQ4plex@N-term -0.0126 1214.6139 608.3142 1214.6265 608.3205 2 30.41

4 10.4 ETTEIAWSF
LELAELISSR

GAAEPYS iTRAQ4plex@N-term -0.0785 3013.4255 1005.4820 3013.5042 1005.5087 3 51.21



LIC20001

4 10.4

GAAEPYSLE
RVPWAEKV
EAVMSALR
REK

LAELISS
RFVNSGT
VARAATG

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
23; 
49

cleaved F-G@N-term
missed K-V@23; miss
V@39; missed R-A@

; missed R-V@17; 
ed R-F@25; missed R-

42; missed R-E@47
-0.3552 5704.7290 951.7954 5705.0841 951.8546 6 59.31

4 10.4 GGGFPVGCYAGK
iTRAQ4plex@N-t
Methylthio(C)@8; 
iTRAQ4plex(K)@

erm; 

12
cleaved I-G@N-term 0.0830 1445.7870 723.9008 1445.7039 723.8592 2 58.51

4 10.4 ISDFWK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-I@N-term 0.0001 1082.6006 542.3076 1082.6004 542.3075 2 43.52

2.82 2.5 LISDFWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0114 1195.6959 598.8552 1195.6845 598.8495 2 48.67

4 10.4 NIAALIIEPLP
QR

ANYGLLI iTRAQ4plex@N-term -0.0207 2335.3542 779.4587 2335.3749 779.4656 3 40.39

4 10.4 SGLAG iTRAQ4plex@N-term cleaved G-S@N-term; cleaved G-E@C-term -0.0049 547.3039 548.3112 547.3088 548.3160 1 41.87

2.82 2.5 VFHTFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0154 1178.6902 590.3524 1178.7055 590.3601 2 50.64

4 10.4 VNSGTEAV
RAATGR

MSALRVA iTRAQ4plex@N-t
Deamidated(N)@

erm; 
2

cleaved F-V@N-term
missed R-A@16

; missed R-V@13; 0.0398 2261.2429 754.7549 2261.2032 754.7417 3 49.87

4 10.4 VRFVNSGT
RVARAATG

EAVMSAL
REKILK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; No 
26; 
29

missed R-F@2; misse
A@19; missed R-E@

d R-V@16; missed R-
24; missed K-I@26 -0.0750 3417.8848 855.4785 3417.9598 855.4972 4 41.75

2.82 2.5 VSPGGVHSPVR Carbamyl@N-term; 
iTRAQ4plex(S)@2 -0.0013 1277.6949 426.9056 1277.6962 426.9060 3 36.26

LIC20010

4.01 12.0 DKEEGADF
TSIDLIGPIR

LMVKPGM iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@12

-0.0149 3163.6838 791.9282 3163.6987 791.9319 4 44.93

4.01 12.0 IVEGLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved F-I@N-term 0.0324 945.6427 473.8286 945.6103 473.8124 2 33.01

4.01 12.0 KLIQPIFIVEGLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
13

missed K-L@1 0.0000 1929.2393 644.0870 1929.2392 644.0870 3 37.36

4.01 12.0 YGPFRAAA
DR

DSAPAQG No iTRAQ4plex@
Deamidated(R)@

N-term; 
5 cleaved F-Y@N-term; missed R-A@5 0.0082 1749.8153 584.2791 1749.8071 584.2763 3 24.13

LIC20001

6 6.4 AERVVQGNDDRLR

iTRAQ4plex@N-t
Oxidation(R)@3; 
Deamidated(N)@
Oxidation(D)@9

erm; 

8; missed R-V@3; missed R-L@11 0.0517 1703.9189 852.9667 1703.8673 852.9409 2 34.27

6 6.4 ALVAEGESE
STGK

FLGTVRI No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
20 missed R-I@15 -0.0457 2207.1462 552.7938 2207.1919 552.8053 4 37.54

6 6.4 AVTADDPRL iTRAQ4plex@N-term cleaved L-R@C-term; missed R-L@8 0.0221 1100.6169 551.3157 1100.5948 551.3047 2 29.98

4.06 3.0 EGVVVQGNDKR
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
8; 
10

missed K-R@10 -0.0097 1488.8042 497.2754 1488.8140 497.2786 3 35.43

6 6.4 ENLIDQRPDYGWSSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0013 2095.0593 699.3604 2095.0578 699.3599 3 31.32

6 6.4 FFPVNPSDV
MGEDGR

ISEGDILV iTRAQ4plex@N-term -0.0143 2636.2771 879.7663 2636.2914 879.7711 3 40.46

6 6.4 IDLGSISR iTRAQ4plex@N-term cleaved L-I@N-term 0.0068 1003.5853 502.7999 1003.5784 502.7965 2 29.21

6 6.4 IGYGEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-I@N-term 0.0079 953.5505 477.7825 953.5426 477.7786 2 28.62

4.06 3.0 ISAESLRPGSLFGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0049 1748.9979 584.0066 1749.0029 584.0082 3 46.09

6 6.4 ISLGQLEVGISGIVK
iTRAQ4plex@N-term; 
Deamidated(Q)@5; 
iTRAQ4plex(K)@15

-0.0441 1801.0364 601.3527 1801.0804 601.3674 3 46.46

4.06 3.0 LASNGENR
NDDR

AERVVQG No iTRAQ4plex@
Deamidated(N)@
Deamidated(N)@

N-term; 
7; 
16

missed R-A@8; missed R-V@11 -0.0020 2100.9766 701.3328 2100.9784 701.3334 3 29.63

6 6.4 NGEESSEA
R

AVQGNDK iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
15

missed K-R@15 -0.0134 1978.9303 660.6507 1978.9436 660.6551 3 25.22

4.06 3.0 RSGLVR iTRAQ4plex@N-term cleaved L-R@N-term; missed R-S@1 0.0189 830.5397 416.2771 830.5208 416.2677 2 37.68

4.06 3.0 SGVALLASGK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0270 1045.6523 523.8334 1045.6253 523.8199 2 39.01

4.06 3.0 SLFGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved G-S@N-term 0.0053 838.5209 420.2677 838.5156 420.2651 2 38.66

6 6.4 TGQWNFSLVQAK
iTRAQ4plex@N-term; 
Oxidation(W)@4; 
iTRAQ4plex(K)@12

-0.1457 1681.7574 561.5931 1681.9031 561.6417 3 23.80

6 6.4 VVQGNDDRLR iTRAQ4plex@N-term missed R-L@8 -0.0155 1314.6971 658.3558 1314.7126 658.3636 2 29.39

6 6.4 YGLAILSEPGAAEPGK
No iTRAQ4plex@N-term; 
Oxidation(P)@9; 
iTRAQ4plex(K)@16

0.0682 1731.9847 578.3355 1731.9165 578.3128 3 42.09

LIC13488



1.7 4.1 ISEGHAR iTRAQ4plex@N-term cleaved R-P@C-term 0.0259 912.5159 457.2652 912.4899 457.2522 2 37.10
2 4.1 ISEIRPNPGQPR iTRAQ4plex@N-term -0.0088 1506.8301 503.2840 1506.8389 503.2869 3 28.05

2 4.1 LAYQ iTRAQ4plex@N-term cleaved Q-L@N-term; cleaved Q-I@C-term 0.0330 637.3887 638.3960 637.3557 638.3630 1 55.89

1.7 4.1 QLDS Gln->pyro-Glu@N-term cleaved S-G@C-term 0.1552 444.3409 445.3481 444.1856 445.1929 1 1.85

2 4.1 QPRK Gln->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
4 cleaved G-Q@N-term; missed R-K@3 0.0027 654.3962 655.4035 654.3935 655.4008 1 57.10

LIC13470

8.17 13.4 EDNIEFIIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0195 1407.8049 704.9097 1407.7853 704.8999 2 47.60

8.17 13.4 EPQINLFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0035 1275.7395 638.8770 1275.7431 638.8788 2 31.61

8.17 13.4 FIIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved E-F@N-term 0.0527 807.5989 404.8067 807.5462 404.7804 2 49.28

8.17 13.4 GGVIP No iTRAQ4plex@N-term cleaved S-G@N-term; cleaved P-P@C-term 0.0000 441.2587 442.2660 441.2587 442.2660 1 60.44

8.17 13.4 GLADVGYTVR iTRAQ4plex@N-term -0.0063 1193.6464 597.8304 1193.6526 597.8336 2 29.20

8.17 13.4 IGMSEELLEHK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved F-I@N-term -0.0004 1572.8423 525.2880 1572.8425 525.2881 3 31.78

8.17 13.4 ISGNTGTYEEFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0097 1632.8142 817.4144 1632.8239 817.4192 2 29.20

8.17 13.4 KEGEALVHR
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(H)@8

0.0178 1469.8857 490.9692 1469.8680 490.9633 3 34.90

3.22 3.2 VREQAEAVK Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
9 missed R-E@2 0.0161 1215.6854 608.8500 1215.6693 608.8419 2 34.96

LIC13416

3.52 6.0 MNGGGAINWK
iTRAQ4plex@N-term; 
Deamidated(N)@2; 
iTRAQ4plex(K)@10

-0.0104 1335.6744 668.8445 1335.6849 668.8497 2 41.23

LIC13410

2 10.4 LNTQ iTRAQ4plex@N-t
Oxidation(N)@2

erm; cleaved E-L@N-term; cleaved Q-D@C-term 0.0549 634.3957 635.4030 634.3408 635.3481 1 54.64

2 10.4 TLAERPATVTEDTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0122 1819.0052 607.3423 1818.9931 607.3383 3 28.17

LIC13395LIC13395

2 12.8 VTFEGDKIP
LHEK

DLDTLVD iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
7; 
20

missed K-I@7 -0.0341 2715.4355 679.8661 2715.4696 679.8747 4 44.06

LIC13394

2 2.1 ESAETTAGHVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0028 1416.7424 473.2548 1416.7452 473.2557 3 25.32

2 2.1 ESAETTAGH
LI

VKEQDT iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@

erm; 
11; 
13

cleaved I-Q@C-term -0.1110 2116.9624 706.6614 2117.0732 706.6983 3 22.34

2 2.1 INSEFFSTLDRLR iTRAQ4plex@N-t
Oxidation(F)@6

erm; missed R-L@11 0.0569 1756.9800 879.4973 1756.9230 879.4688 2 56.25

2 2.1 SVGEVNRIM
TNLLSLNAS

SEVADR
IEAAR

iTRAQ4plex@N-t
Oxidation(M)@9

erm; missed R-I@7; missed R-T@15 0.2877 3274.9939 819.7557 3274.7061 819.6838 4 8.41

2.03 2.1 TGSISHTLSK
iTRAQ4plex@N-term; 
Methyl(S)@9; 
iTRAQ4plex(K)@10

0.0162 1331.7815 444.9344 1331.7652 444.9290 3 44.69

LIC13363
2 5.0 MAGAVEDTTTHNR iTRAQ4plex@N-term 0.0000 1545.7328 516.2515 1545.7327 516.2515 3 26.78

2 5.0 RDNVSIIRIEAPK

iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(P)@12
iTRAQ4plex(K)@

erm; 
8; 
; 
13

missed R-D@1; missed R-I@8 0.0934 1815.1393 606.0537 1815.0458 606.0225 3 37.99

LIC13353

2 2.5 INSTQQQELDR iTRAQ4plex@N-term; 
Deamidated(N)@2 0.0021 1475.7358 738.8752 1475.7338 738.8742 2 35.60

2 2.5 IRYSRIYK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
8 missed R-Y@2; missed R-I@5 -0.0196 1241.7170 621.8658 1241.7366 621.8756 2 36.10

2 2.5 ISLLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-I@N-term; cleaved K-P@C-term 0.0197 860.6136 431.3141 860.5939 431.3042 2 41.65

2 2.5 LYAS iTRAQ4plex@N-term cleaved G-L@N-term; cleaved S-Y@C-term 0.0027 596.3318 597.3391 596.3292 597.3364 1 59.75

2 2.5 TFLMLREAPWTR iTRAQ4plex@N-t
Oxidation(W)@10

erm; missed R-E@6 0.1121 1680.0060 561.0093 1679.8939 560.9719 3 48.25

LIC13348

2 2.3 ELNPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved F-E@N-term -0.0047 887.5273 444.7709 887.5320 444.7733 2 24.69

2 2.3 IGQNK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
3; 
5

cleaved V-I@N-term 0.0044 847.5051 424.7598 847.5007 424.7576 2 23.51

2 2.3 QDHVAGQN
R

GVGISLV Gln->pyro-Glu@N-term; 
Deamidated(N)@8 0.0012 1632.8232 817.4189 1632.8220 817.4183 2 39.63



2 2.3 SQDKSYLINDLNEDIR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@

erm; 
4; 
12

missed K-S@4 0.0052 2211.1313 1106.5730 2211.1263 1106.5704 2 31.67

LIC13347

2.07 2.4 ARYQGLVK
iTRAQ4plex@N-t
Oxidation(R)@2; 
iTRAQ4plex(K)@

erm; 

8
cleaved L-A@N-term; missed R-Y@2 -0.0147 1237.7240 619.8693 1237.7386 619.8766 2 40.45

8.13 11.9 CEEAIVEAK
GLVKEDK

TTLARYQ

iTRAQ4plex@N-t
Methylthio(C)@1; 
iTRAQ4plex(K)@
Deamidated(R)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

9; 
14; 
20; 
23

missed K-T@9; missed R-Y@14 0.0310 3216.7532 805.1956 3216.7221 805.1878 4 37.72

8.13 11.9 EKVISLLDDILER No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
2 missed K-V@2 -0.0171 1685.9515 843.9830 1685.9685 843.9915 2 43.12

8.13 11.9 ELEELQNK
No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
7; 
8

cleaved I-E@N-term 0.0504 1146.6394 574.3270 1146.5890 574.3018 2 26.43

2.07 2.4 FIPGHR iTRAQ4plex@N-term cleaved C-F@N-term 0.0031 869.5025 435.7585 869.4994 435.7570 2 38.76

2.07 2.4 IDGLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved E-I@N-term; cleaved K-P@C-term 0.0170 832.5432 417.2789 832.5262 417.2704 2 41.58

8.13 11.9 KLTEFMIIELEEL iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 cleaved L-Q@C-term; missed K-L@1 0.0420 1895.0989 632.7069 1895.0569 632.6929 3 44.19

2.07 2.4 LADIVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0208 945.6311 473.8228 945.6103 473.8124 2 40.44

8.13 11.9 LTEFMIIELEELQNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0867 2137.0718 713.3645 2137.1584 713.3934 3 38.73

8.13 11.9 NFKPEEIIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@9

-0.0074 1548.9167 517.3129 1548.9241 517.3153 3 32.47

8.13 11.9 NYDETEDEPIHFVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0101 2080.0095 694.3438 2079.9993 694.3404 3 31.28

8.13 11.9 QINYLK

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(N)@
iTRAQ4plex(K)@Q p ( )@

erm; 
1; 
3; 
6

cleaved S-Q@N-term -0.0234 1067.5873 534.8009 1067.6106 534.8126 2 25.97

2.07 2.4 RILWAMWNSDAR No iTRAQ4plex@
iTRAQ4plex(S)@

N-term; 
9 missed R-I@1 -0.0334 1661.8247 554.9489 1661.8582 554.9600 3 51.52

8.13 11.9 RPFEDQVNDDQR iTRAQ4plex@N-term -0.0111 1661.7770 554.9329 1661.7879 554.9366 3 27.19

8.13 11.9 VAGLAMGYHPHGDK
iTRAQ4plex@N-term; 
Oxidation(D)@13; 
iTRAQ4plex(K)@14

-0.0123 1755.8848 878.9496 1755.8970 878.9558 2 37.72

8.13 11.9 VISLLDDILER iTRAQ4plex@N-term 0.0093 1428.8403 715.4274 1428.8310 715.4228 2 0.32

8.13 11.9 VPIVLLNNIQGIATGFR iTRAQ4plex@N-term 0.0125 1968.1768 985.0956 1968.1642 985.0894 2 38.68

LIC13332
2 15.0 QPATPEEEIAAR iTRAQ4plex@N-term 0.0017 1454.7505 728.3825 1454.7487 728.3816 2 27.84

LIC13328

11.4 16.4 APITTPQGGGYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0049 1476.8230 739.4188 1476.8180 739.4163 2 27.40

8 10.5 AYGRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 missed R-K@4 0.0412 881.5739 441.7942 881.5327 441.7736 2 39.53

11.4 16.4 EFSDAVIGNLGHLPGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.9276 1940.1288 647.7169 1941.0563 648.0261 3 33.57

11.4 16.4 ENEEDLYTGIEHR iTRAQ4plex@N-term 0.0041 1747.8175 583.6131 1747.8135 583.6118 3 30.03
8 10.5 IVIIR No iTRAQ4plex@N-term cleaved D-I@N-term 0.0122 612.4445 613.4517 612.4323 613.4396 1 54.24

11.4 16.4 LDLAGFDTIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0028 1379.7932 690.9039 1379.7904 690.9025 2 38.57

8 10.5 LFANVR iTRAQ4plex@N-term cleaved G-L@N-term; cleaved R-P@C-term -0.0055 862.5092 432.2619 862.5147 432.2646 2 40.64

11.4 16.4 LGNK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
4

cleaved E-L@N-term -0.0255 719.4166 720.4239 719.4421 720.4494 1 55.36

11.4 16.4 NALIK
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@5

-0.0106 846.5313 847.5385 846.5418 847.5491 1 57.49

8 10.5 PIEIEIGEK
iTRAQ4plex@N-t
Oxidation(P)@1; 
iTRAQ4plex(K)@

erm; 

9
cleaved E-P@N-term 0.0234 1330.7822 666.3984 1330.7588 666.3867 2 55.71

11.4 16.4 QEDPSYHPISHK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@12 0.0103 1563.7542 522.2587 1563.7440 522.2553 3 26.93

11.4 16.4 QTDGLFHDIFK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@11 0.0013 1446.7278 724.3712 1446.7265 724.3705 2 35.49

11.4 16.4 VYPDGQPE
R

TFLIDHW iTRAQ4plex@N-term -0.0027 2116.0474 706.3564 2116.0500 706.3573 3 34.83

LIC13318



 

6.11 7.8 AIAEEVPKLDK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
11

missed K-L@8 -0.0202 1643.9620 548.9946 1643.9823 549.0014 3 43.93

6.11 7.8 EMLIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0439 920.6048 461.3097 920.5609 461.2877 2 39.50

6.11 7.8 IYAVSSPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0042 1151.6752 576.8448 1151.6794 576.8470 2 37.74

6.11 7.8 LFLQFGGQGSPFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -3.0713 1822.9622 912.4883 1826.0334 914.0240 2 49.73

LIC13316

6 13.9 DGHTILLSSHILPEVYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0055 2209.2405 553.3174 2209.2350 553.3160 4 38.61

1.71 2.6 FLFLHQGR iTRAQ4plex@N-term -0.0048 1160.6528 581.3337 1160.6576 581.3361 2 49.74

6 13.9 IVILDEPVSGLDPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0053 1782.0436 892.0291 1782.0382 892.0264 2 33.70

1.71 2.6 NLIHSLK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0021 967.5916 484.8030 967.5936 484.8041 2 41.63

6 13.9 QEVTLEQIFMNQV

iTRAQ4plex@N-term; 
Deamidated(Q)@1; 
Deamidated(Q)@7; 
Deamidated(N)@11

0.0942 1724.9242 575.9820 1724.8301 575.9506 3 37.10

6 13.9 VGIAQALLGNPR Delta:H(2)C(2)@N-term; 
Methyl(I)@3 -0.0102 1247.7249 624.8697 1247.7350 624.8748 2 35.71

6 13.9 VSGLEVTLS
GK

ETDVAS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0239 1979.0905 660.7041 1979.0666 660.6962 3 40.56

LIC13314

12.73 8.9 DISQNTNVDSKEEGR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0173 1978.9626 660.6615 1978.9799 660.6673 3 25.19

12.73 8.9 EKNDLEDLER iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-N@2 0.0014 1547.8048 516.9422 1547.8035 516.9418 3 30.88

12.73 8.9 ESAAVNPK
Glu->pyro-Glu@N-term; 
Deamidated(N)@6; 
iTRAQ4plex(K)@8

0.0716 941.5657 471.7901 941.4940 471.7543 2 40.69

12.73 8.9 FINADVELD
VSNGVILLR

ELAEFGQ iTRAQ4plex@N-term -0.0306 2904.5049 969.1756 2904.5355 969.1858 3 52.62

12.73 8.9 GLIAFVSAA
iTRAQ4plex@N-t

MLIQK
iTRAQ4plex@N
Deamidated(Q)@
iTRAQ4plex(K)@

erm; term;
13; 
14

cleaved P-G@N-term -0.0173 1750.0133 584.3450 1750.0306 584.3508 3 38.50

12.73 8.9 GPISQVQG
K

QAGMVLA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0317 1871.0226 624.6815 1871.0542 624.6920 3 44.51

12.73 8.9 GQYSFSPAAIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0013 1455.7953 728.9049 1455.7965 728.9056 2 30.11

12.73 8.9 GTENFGWLLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0068 1580.8510 791.4327 1580.8442 791.4294 2 35.15

12.73 8.9 IRPDLEIYLDQLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0193 1903.0829 635.3682 1903.1022 635.3747 3 36.01

12.73 8.9 ISVMR No iTRAQ4plex@N-term cleaved Y-I@N-term 0.0196 604.3563 605.3635 604.3367 605.3439 1 56.30

12.73 8.9 MESGGDAI
K

LDKNNNG iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
11; 
16

cleaved L-M@N-term; missed K-N@11 0.0598 2094.1340 699.0519 2094.0741 699.0320 3 32.72

12.73 8.9 NNNGKLDAGEER
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
5

missed K-L@5 0.0158 1604.8156 535.9458 1604.7998 535.9405 3 26.21

12.73 8.9 NVILGMVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -1.0067 1272.7969 637.4057 1273.8035 637.9091 2 55.93

12.73 8.9 PLENSPSSEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved R-P@N-term 0.0041 1374.7277 688.3711 1374.7234 688.3690 2 25.64

7.32 4.1 ANSFSLR iTRAQ4plex@N-term -0.0030 937.5074 469.7610 937.5103 469.7624 2 40.53

7.32 4.1 DISQNTNVDSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0126 1507.7848 754.8997 1507.7722 754.8934 2 33.06

7.32 4.1 HPIEEALTR Carbamyl@N-term -0.0042 1107.5631 554.7888 1107.5673 554.7909 2 39.55

7.32 4.1 IFITIDPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0004 1233.7581 617.8863 1233.7576 617.8861 2 45.40

7.32 4.1 ILTLLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-I@N-term 0.0245 987.7181 494.8663 987.6936 494.8541 2 47.35

7.32 4.1 SLSPQFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0007 1093.6368 547.8257 1093.6375 547.8260 2 38.46

7.32 4.1 VILLR No iTRAQ4plex@N-term cleaved G-V@N-term 0.0072 612.4395 613.4467 612.4323 613.4396 1 49.59

7.32 4.1 VSAAMLIQKRR

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
Deamidated(R)@
Deamidated(R)@

erm; 
8; 
9; 
10; 
11

cleaved F-V@N-term
missed R-R@10

; missed K-R@9; 0.0077 1562.9136 782.4641 1562.9058 782.4602 2 53.19

LIC13313

6 9.3 IYLKSSGK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
4; 
8

missed K-S@4 0.0469 1182.7686 592.3915 1182.7216 592.3681 2 29.53



6 9.3 KEPVNQNDQNGLPK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
Deamidated(N)@10; 
iTRAQ4plex(K)@14

-0.0334 2013.0524 672.0247 2013.0856 672.0358 3 28.31

6 9.3 LKEVVGNLEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@10

-0.0297 1559.9315 520.9844 1559.9612 520.9943 3 33.75

6 9.3 PNGAGYAIAK
No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
2; 
10

cleaved D-P@N-term 0.0087 1105.5977 553.8061 1105.5890 553.8018 2 28.66
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3.71 3.6 ANAR iTRAQ4plex@N-term cleaved H-A@N-term -0.0063 574.3246 575.3318 574.3309 575.3382 1 37.85

3.71 3.6 DYDVAIVLGIEIMK
No iTRAQ4plex@N-term; 
Oxidation(D)@3; 
iTRAQ4plex(K)@14

0.0372 1737.9717 869.9931 1737.9345 869.9745 2 57.46

3.71 3.6 FILPWTR iTRAQ4plex@N-term 0.0087 1075.6388 538.8267 1075.6300 538.8223 2 34.97
5.72 2.4 FMGALAEISR iTRAQ4plex@N-term -0.0020 1237.6592 619.8369 1237.6611 619.8378 2 45.68

3.71 3.6 GKKINTIPR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(P)@8

erm; 
2; 
3; missed K-K@2; missed K-I@3 0.1744 1474.1101 492.3773 1473.9357 492.3192 3 55.05

3.71 3.6 GKKINTIPRLK

No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(N)@5; 
iTRAQ4plex(K)@

N-term; 
2; 
3; 

11

missed K-K@2; misse
L@9

d K-I@3; missed R- -0.0510 1715.0637 572.6952 1715.1147 572.7122 3 31.35

3.71 3.6 GVQFPFPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0071 1206.7076 604.3611 1206.7005 604.3575 2 32.63

3.71 3.6 INYDNAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0082 1124.6152 563.3149 1124.6070 563.3108 2 27.10

3.71 3.6 IYVLGGEQTDFQR iTRAQ4plex@N-term 0.0051 1668.8645 835.4395 1668.8593 835.4369 2 57.80
5.72 2.4 LADVILER iTRAQ4plex@N-term -0.0059 1071.6351 536.8248 1071.6410 536.8278 2 44.00

3.71 3.6 MMLDLYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.1243 1200.7733 601.3939 1200.6490 601.3318 2 35.77

3.71 3.6 QVTGTAGDYQVEGAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15iTRAQ4plex(K)@15 0.0005 1810.9310 604.6509 1810.9305 604.6508 3 27.09

3.71 3.6 SWFMNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0199 1099.5928 550.8036 1099.5728 550.7937 2 37.26

3.71 3.6 TFEAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-T@N-term -0.0540 882.4515 442.2330 882.5055 442.2600 2 28.99

5.72 2.4 TFMSLMR iTRAQ4plex@N-term 0.0181 1028.5450 515.2798 1028.5269 515.2707 2 45.25

3.71 3.6 YKLPEQR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-L@2 -0.0127 1220.6993 407.9071 1220.7121 407.9113 3 28.97

LIC13300

13.72 18.3 AIVDNLYEMTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0094 1583.8567 792.9356 1583.8473 792.9309 2 33.69

13.72 18.3 AKLPVPEVLAK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
11

missed K-L@2 -0.0022 1596.0319 533.0179 1596.0340 533.0186 3 32.87

13.72 18.3 AMAPLDTA
HK

DFVGLDV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0142 2087.1106 696.7108 2087.0965 696.7061 3 34.49

6.93 8.5 AVVYTNDTPAFAGNR
No iTRAQ4plex@N-term; 
Deamidated(N)@6; 
Oxidation(P)@9

0.0056 1611.7585 806.8865 1611.7529 806.8837 2 47.80

13.72 18.3 AVVYTNDTPAFAGNRI iTRAQ4plex@N-t
Deamidated(N)@

erm; 
6 cleaved I-G@C-term; missed R-I@15 0.0567 1853.0009 927.5077 1852.9441 927.4793 2 38.14

13.72 18.3 DAIQLIEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0098 1216.7369 609.3757 1216.7271 609.3708 2 30.68

13.72 18.3 FEIDFIR iTRAQ4plex@N-term 0.0164 1082.6047 542.3096 1082.5882 542.3014 2 34.34

13.72 18.3 GGIALMDAIMSGYTGR iTRAQ4plex@N-term 0.0078 1755.8848 878.9496 1755.8770 878.9458 2 37.72

13.72 18.3 IGFQLINEVAQI iTRAQ4plex@N-term cleaved I-A@C-term -0.0780 1487.7689 744.8917 1487.8470 744.9308 2 31.55

13.72 18.3 IGFQLINEVAQIAEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0062 1960.1174 654.3798 1960.1237 654.3818 3 39.25

13.72 18.3 LDARSLFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 missed R-S@4 0.0072 1236.7506 619.3826 1236.7434 619.3790 2 56.04

6.93 8.5 LIDKGDLGR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 missed K-G@4 0.0093 1273.7690 425.5970 1273.7598 425.5939 3 41.70

13.72 18.3 LPVPEVLAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0027 1252.8026 627.4086 1252.7998 627.4072 2 32.13

13.72 18.3 LVYNIGADLYEPVPK
No iTRAQ4plex@N-term; 
Oxidation(N)@4; 
iTRAQ4plex(K)@15

0.0152 1850.0099 617.6772 1849.9948 617.6722 3 45.66

13.72 18.3 MILCELVSHK
iTRAQ4plex@N-term; 
Methylthio(C)@4; 
iTRAQ4plex(K)@10

0.0055 1505.8066 502.9428 1505.8012 502.9410 3 36.43



)@5

13.72 18.3 MPDYFQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0133 1215.6335 608.8240 1215.6202 608.8174 2 31.24

13.72 18.3 PFYELKEKLDAR
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
6; 
8

cleaved K-P@N-term; missed K-L@8 0.0146 1796.0222 899.0184 1796.0076 899.0111 2 54.10

6.93 8.5 PGTIVSTVS
SK

SGLSIERL iTRAQ4plex@N-t
Oxidation(R)@16
iTRAQ4plex(K)@

erm; 
; 
19

cleaved R-P@N-term; missed R-L@16 0.0272 2234.2998 745.7739 2234.2725 745.7648 3 52.83

13.72 18.3 TVTVLGANG
AAIVASFGK

TMGAGS iTRAQ4plex@N-term; 
Deamidated(N)@8; 
iTRAQ4plex(K)@24

-0.0471 2468.2717 823.7645 2468.3188 823.7802 3 53.49

6.93 8.5 VHMLAR iTRAQ4plex@N-term -0.0003 869.5025 435.7585 869.5027 435.7586 2 38.76
LIC13293

2 2.3 DILDQVIANSEPDVK

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
5; 
9; 
15

cleaved L-D@N-term 0.0383 1945.0519 649.3579 1945.0135 649.3451 3 44.51

2 2.3 IGGVGPGDKLEDLLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
15

missed K-L@9 -0.0034 1942.1431 648.3883 1942.1464 648.3894 3 35.05

2 2.3 LEDLLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0108 1017.6422 509.8284 1017.6314 509.8230 2 34.58

2 2.3 LWGQPDKIQIDK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
7; 
12

missed K-I@7 0.0038 1873.0713 625.3644 1873.0675 625.3631 3 33.13

2 2.3 NNTIDFDAE
QSSYQYGT

LYAQIVR
ILK

iTRAQ4plex@N-t
Oxidation(F)@6; 
Deamidated(Q)@
Deamidated(R)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 

13; 
16; 
17; 
27

missed R-Q@16 0.0915 3456.8096 865.2097 3456.7180 865.1868 4 54.85

2 2.3 QIVR Gln->pyro-Glu@N-term cleaved A-Q@N-term 0.0034 497.2996 498.3068 497.2962 498.3035 1 56.15

2 2.3 QNVFK
iTRAQ4plex@N-term; 
Deamidated(Q)@1; 
iTRAQ4plex(K)@5Q p e (

0.0301 923.5621 462.7883 923.5320 462.7733 2 35.96

LIC13268

4 17.6 ADNFYFLISHLESIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0002 2084.1184 695.7134 2084.1186 695.7135 3 39.93

4 17.6 DTTSKPTMSAK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
5; 
11

cleaved A-D@N-term -0.0355 1597.8356 533.6191 1597.8711 533.6310 3 26.48

4 17.6 IFPFLQK

iTRAQ4plex@N-term; 
Oxidation(F)@4; 
Deamidated(Q)@6; 
iTRAQ4plex(K)@7

0.0156 1196.7205 599.3675 1196.7049 599.3597 2 46.97

LIC13244

18 26.9 AFGH iTRAQ4plex@N-term cleaved V-A@N-term; cleaved H-K@C-term 0.0260 574.3246 575.3318 574.2985 575.3058 1 37.85

18 26.9 AGIEYSYYL
MK

IDDAVAQL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0063 2450.2583 817.7601 2450.2647 817.7622 3 41.47

18 26.9 AIFDELAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0059 1193.6959 597.8552 1193.6900 597.8523 2 36.81

18 26.9 ALDTFQFMEAIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -1.0497 1827.9139 914.9642 1828.9637 915.4891 2 42.40

18 26.9 ALIHDFEGA
NLDK

GVIMGQH iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -0.0205 2452.2571 818.4263 2452.2776 818.4332 3 40.09

18 26.9 AVIDTIESGEMTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0033 1680.8815 841.4480 1680.8848 841.4497 2 30.84

18 26.9 DLTLLCTDS
FQFMEAIQK

NAKALDT
R

iTRAQ4plex@N-t
Methylthio(C)@6; 
Oxidation(N)@10
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(R)@26

erm; 

; 
12; 
25; 

missed K-A@12; missed K-R@25 0.0391 3481.8013 871.4576 3481.7621 871.4478 4 36.46

18 26.9 DTELYIPEAGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0146 1522.7977 762.4061 1522.8123 762.4134 2 29.80

18 26.9 EYEAAHGTVTR iTRAQ4plex@N-term cleaved F-E@N-term -0.0049 1376.6758 459.8992 1376.6806 459.9008 3 25.89
9.98 12.1 FEYEAAHGTVTR Carbamyl@N-term 0.0517 1422.7045 712.3595 1422.6528 712.3337 2 39.60

18 26.9 IDLWFATK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0027 1280.7346 641.3746 1280.7372 641.3759 2 49.69

18 26.9 KPITVGR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 -0.0216 1057.6636 529.8391 1057.6851 529.8499 2 28.18

18 26.9 NIPPAVR iTRAQ4plex@N-term 0.0078 909.5596 455.7870 909.5518 455.7832 2 24.79

9.98 12.1 RGELDGTP
K

DVVAFGH Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
16 missed R-G@1 -0.0093 1883.9518 628.9912 1883.9612 628.9943 3 43.53

18 26.9 SILDGTVFR iTRAQ4plex@N-term 0.0006 1150.6475 576.3310 1150.6468 576.3307 2 32.72



VINDI  88 2

18 26.9 VELVYTGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0039 1195.7018 598.8582 1195.7056 598.8601 2 29.31

18 26.9 VTVDSAHAIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0265 1455.8024 486.2747 1455.8289 486.2836 3 27.78

LIC13214

1.73 4.1 FLQEVVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0110 1262.7733 632.3939 1262.7842 632.3994 2 44.98

1.73 4.1 LQDFIER iTRAQ4plex@N-term 0.0098 1063.5883 532.8014 1063.5784 532.7965 2 42.99
LIC13196

2 9.3 KHKRGRNMQQDK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(N)@7; 
iTRAQ4plex(K)@

erm; 
1; 
3; 

12

cleaved S-K@N-term
missed K-R@3; misse
N@6

; missed K-H@1; 
d R-G@4; missed R- 0.0223 2117.2312 706.7510 2117.2087 706.7435 3 34.70

2 9.3 KPEGVIFGS
QTHFLSR

TGLYDLG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 0.0425 2809.5432 703.3931 2809.5006 703.3824 4 40.62

2 9.3 LSNIAGQFK
iTRAQ4plex@N-term; 
Deamidated(Q)@7; 
iTRAQ4plex(K)@9

-0.0350 1265.6874 633.8510 1265.7223 633.8684 2 29.31

LIC13183

4.13 20.5 IENYNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved I-I@N-term 0.0009 1067.5864 534.8005 1067.5855 534.8000 2 26.07

4.13 20.5 IIENYNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0058 1180.6638 591.3392 1180.6696 591.3421 2 27.99

4.13 20.5 IPEGQIEAVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -1.0489 1369.7524 685.8835 1370.8013 686.4079 2 29.01

4.13 20.5 NKIPEGQIEAVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
12

missed K-I@2 -0.0031 1757.0381 586.6866 1757.0413 586.6877 3 30.32

4.13 20.5 NYEETRAK

iTRAQ4plex@N-t
Oxidation(Y)@2; 
iTRAQ4plex(T)@
iTRAQ4plex(K)@

erm; 

5; 
8

missed R-A@6 0.0442 1457.8282 729.9214 1457.7840 729.8993 2 61.66

4.13 20.5 QILDVLNAGLGLIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0123 1754.1031 585.7083 1754.0909 585.7043 3 38.95

4 134.13 20 520.5 VINDIKK iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(K)@6 0 00220.0022 9889 6183 495.6183 4 316495.3164 988 6161988.6161 495 3153 2 28 45495.3153 28.45

LIC13176

2.54 5.4 EGVSLLPYS
SGK

PIAGGVL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0180 2131.1953 711.4057 2131.2132 711.4117 3 35.34

2.54 5.4 FAPP iTRAQ4plex@N-term cleaved W-F@N-term; cleaved P-V@C-term 0.0009 574.3246 575.3318 574.3237 575.3310 1 37.85

2.54 5.4 LTELIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved V-L@N-term 0.0099 1003.6620 502.8383 1003.6521 502.8333 2 36.29

2.54 5.4 RFEDALSDICK
iTRAQ4plex@N-t
Methylthio(C)@1
iTRAQ4plex(K)@

erm; 
0; 
11

missed R-F@1 0.0089 1629.8188 544.2802 1629.8098 544.2772 3 38.67

2.54 5.4 VASTIIGANT
LKAKNVILS

VEQLEES
EDVL

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
13; 
19; 
21

cleaved Y-V@N-term
missed K-A@19; miss

; cleaved L-K@C-term; 
ed K-N@21 -0.0501 3616.9529 905.2455 3617.0028 905.2580 4 44.13

LIC13168

2.49 4.4 FYRPTEVDILIGDPAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0053 2121.1768 708.0662 2121.1714 708.0644 3 34.64

2.49 4.4 VQAIPQTETTPFYPR iTRAQ4plex@N-term 0.0046 1891.0009 946.5077 1890.9961 946.5054 2 31.65
LIC13166

19.51 33.7 AFANNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0018 951.5400 476.7773 951.5381 476.7764 2 24.21

19.51 33.7 AINHLDEIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0033 1339.7670 447.5963 1339.7703 447.5974 3 30.78

21.61 36.6 AINHLDEIKNPDLR Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
9 missed K-N@9 -0.0163 1833.9657 612.3292 1833.9819 612.3346 3 45.62

19.51 33.7 AIQEQEALWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0402 1502.7936 752.4041 1502.8337 752.4241 2 30.61

21.61 36.6 DEVISVRP iTRAQ4plex@N-term -0.0053 1057.5837 529.7991 1057.5890 529.8018 2 38.89

19.51 33.7 DSPEYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0165 1025.5107 513.7626 1025.5273 513.7709 2 26.02

19.51 33.7 EAIEQYR iTRAQ4plex@N-term 0.0111 1051.5531 526.7838 1051.5420 526.7783 2 26.05

19.51 33.7 FQELHQLSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved N-F@N-term -0.0020 1416.7948 473.2722 1416.7969 473.2729 3 30.42

19.51 33.7 FRLALSNYQ
K

SGVNTIL
No iTRAQ4plex@
Deamidated(R)@
Oxidation(Y)@8; 
iTRAQ4plex(K)@

N-term; 
2; 

17

missed R-L@2 -0.0203 2084.1184 695.7134 2084.1388 695.7202 3 39.93



19.51 33.7 GELVPEDD
QK

DKNLTEE iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
10; 
17

missed K-N@10 -0.0150 2390.2029 797.7416 2390.2178 797.7466 3 29.34

19.51 33.7 GKDSPEYK
DEVISVRP

HIVNLVNK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
8; 
16

cleaved Y-G@N-term; missed K-H@8 -0.0619 3311.8069 663.3687 3311.8689 663.3811 5 39.94

21.61 36.6 GYDKNFQELHQLSK
Carbamyl@N-ter
iTRAQ4plex(K)@
iTRAQ4plex(K)@

m; 
4; 
14

missed K-N@4 0.0099 2037.0623 680.0280 2037.0523 680.0247 3 45.46

21.61 36.6 HIVNLVNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0015 1223.7609 612.8877 1223.7594 612.8870 2 42.95

19.51 33.7 HIVNLVNKDEVISVRP iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0347 2119.2009 707.4076 2119.2357 707.4192 3 42.51

19.51 33.7 IDELLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0100 1017.6414 509.8280 1017.6314 509.8230 2 38.04

19.51 33.7 KNVHLLRATELK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
2; 
12

missed K-N@1; missed R-A@7 -0.0356 1854.1060 619.0426 1854.1416 619.0545 3 38.16

19.51 33.7 LALSNYQSGVNTILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0051 1908.0975 955.0560 1908.0924 955.0535 2 32.76

21.61 36.6 LLSDTYR iTRAQ4plex@N-term -0.0006 1010.5513 506.2829 1010.5518 506.2832 2 41.14

19.51 33.7 NFQELHQLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0159 1530.8557 511.2925 1530.8398 511.2872 3 42.29

19.51 33.7 NPDLRERPEFK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(R)@
Deamidated(R)@
Oxidation(P)@8; 
iTRAQ4plex(K)@

erm; 
1; 
5; 
7; 

11

missed R-E@5 0.0772 1706.9491 854.4818 1706.8719 854.4432 2 41.14

19.51 33.7 NVHLLR iTRAQ4plex@N-term 0.0010 894.5532 448.2838 894.5521 448.2833 2 26.98

19.51 33.7 QALNYFTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved Q-Q@N-term -0.0029 1271.7089 636.8617 1271.7118 636.8632 2 30.76

19.51 33.7 QELHQLSK iTRAQ4plex@N-t
iTRAQ4plex(K)@8iTRAQ4plex(K)@8

erm; cleaved F-Q@N-term -0.0100 1269.7185 424.2468 1269.7285 424.2501 3 28.03

19.51 33.7 QEQEALWK Gln->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
8 cleaved I-Q@N-term -0.0080 1157.5759 579.7952 1157.5839 579.7992 2 40.16

19.51 33.7 QQALNYFTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0280 1399.7423 700.8784 1399.7703 700.8924 2 29.99

19.51 33.7 QQNNQGGN
VEK

QQANES Gln->pyro-Glu@N
Deamidated(N)@
iTRAQ4plex(K)@

-term; 
4; 
17

cleaved A-Q@N-term 0.0002 1999.8955 1000.9550 1999.8953 1000.9549 2 27.74

21.61 36.6 RLLSDTYR Carbamyl@N-term missed R-L@1 -0.0030 1065.5537 533.7841 1065.5567 533.7856 2 39.86

21.61 36.6 YGKDSPEYK
Carbamyl@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@9

-0.0060 1416.7069 709.3607 1416.7129 709.3637 2 36.36

19.51 33.7 YLASCYAFEENMIK
iTRAQ4plex@N-term; 
Methylthio(C)@5; 
iTRAQ4plex(K)@14

-0.9330 2014.0117 1008.0130 2014.9446 1008.4796 2 57.41

19.51 33.7 YWQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved W-Y@N-term -0.0019 911.5090 456.7618 911.5109 456.7627 2 28.91

LIC13128

5.4 22.5 EKEFLDDLAK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@10

-0.0294 1638.8900 547.3040 1638.9194 547.3137 3 34.92

5.4 22.5 ELEISSMDKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
10

missed K-K@9 -0.0345 1610.8569 537.9596 1610.8915 537.9711 3 31.40

5.4 22.5 ENLSSLASK
iTRAQ4plex@N-t
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 
5; 
9

cleaved M-E@N-term -0.0057 1379.7928 690.9037 1379.7986 690.9066 2 45.08

5.4 22.5 TSIIGELSEV
K

FENPLPV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0312 2259.2295 754.0837 2259.2606 754.0941 3 1.74

5.4 22.5 VLPGHEFYEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0012 1505.8110 502.9443 1505.8122 502.9447 3 37.05

LIC13123

16.4 32.3 AAILNAIVNIMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0073 1557.9447 779.9796 1557.9520 779.9833 2 38.72

8.92 14.4 AYFEQIR iTRAQ4plex@N-term 0.0037 1069.5715 535.7930 1069.5678 535.7912 2 40.86

16.4 32.3 DLASVLGFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0084 1236.7406 619.3776 1236.7322 619.3734 2 42.88

16.4 32.3 EDYTMVIAAGEILR iTRAQ4plex@N-term 0.0098 1723.9036 862.9590 1723.8937 862.9541 2 56.12
16.4 32.3 FTVAQALAVIDH iTRAQ4plex@N-term cleaved H-V@C-term 0.0510 1427.8405 714.9275 1427.7894 714.9020 2 49.92

16.4 32.3 FTVAQALAV
PTIEEYK

IDHVDAIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17; 
iTRAQ4plex(K)@24

-1.0505 3101.6826 776.4279 3102.7331 776.6905 4 42.37



8.92 14.4 INALR iTRAQ4plex@N-term cleaved L-I@N-term -0.0494 729.4125 730.4197 729.4619 730.4692 1 56.27

16.4 32.3 INALRGNP No iTRAQ4plex@N-term cleaved L-I@N-term; 
missed R-G@5

cleaved P-K@C-term; 0.0583 853.5353 427.7749 853.4770 427.7458 2 31.49

16.4 32.3 KDLASVLGFK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@10

-0.0497 1508.8795 503.9671 1508.9292 503.9837 3 39.42

16.4 32.3 KETVNFLVSTLEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@13

0.0024 1939.1379 647.3866 1939.1355 647.3858 3 38.19

16.4 32.3 LAVRPLINALR iTRAQ4plex@N-term -0.0053 1378.8842 460.6353 1378.8894 460.6371 3 33.74

8.92 14.4 PTIEEYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved K-P@N-term 0.0383 1166.6809 584.3477 1166.6427 584.3286 2 57.79

8.92 14.4 PYLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved H-P@N-term 0.0470 807.5569 404.7857 807.5098 404.7622 2 41.44

16.4 32.3 RASAADGLKYMNR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9

cleaved I-R@N-term;
missed K-Y@9

 missed R-A@1; 0.0346 1739.9690 580.9969 1739.9345 580.9854 3 48.94

16.4 32.3 SFYSLCDMLK
iTRAQ4plex@N-term; 
Methylthio(C)@6; 
iTRAQ4plex(K)@10

0.0093 1539.7473 770.8809 1539.7379 770.8762 2 38.61

16.4 32.3 SLENHPYLK
iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@9

0.0321 1388.7865 463.9361 1388.7543 463.9254 3 45.56

16.4 32.3 TSMALGEVDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 1.0043 1451.7988 726.9067 1450.7945 726.4045 2 30.63

16.4 32.3 VDAADYLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0162 1181.6698 591.8422 1181.6536 591.8341 2 32.64

LIC13092

2 3.8 DSTPEEDEMIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0009 1708.8060 855.4103 1708.8069 855.4107 2 28.08

2 3.8 GILIEINSPG
EVYNELMR

GTVGASQ iTRAQ4plex@N-term -0.0157 2790.4187 931.1469 2790.4344 931.1521 3 43.03

2 3.8 QKLRDIEQNPNIK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
2; 
13

cleaved L-Q@N-term
missed R-D@4

; missed K-L@2; -0.0552 2028.1140 677.0453 2028.1693 677.0637 3 44.15

LIC13088LIC13088
2 9.9 LDLH iTRAQ4plex@N-term cleaved H-K@C-term -0.0038 640.3628 641.3701 640.3666 641.3739 1 56.98
2 4.5 LNPDLVI iTRAQ4plex@N-term cleaved I-T@C-term -0.0406 926.5153 464.2649 926.5559 464.2852 2 42.95

2 9.9 LNPDLVITD
GIDLVK

ISMPGLS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@22 -0.0212 2597.4382 866.8200 2597.4594 866.8271 3 38.81

2 4.5 VADLVMYAIR iTRAQ4plex@N-term 0.0075 1293.7312 647.8729 1293.7237 647.8691 2 48.58
LIC13071

3.41 9.4 EAQILAK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
3; 
7

cleaved G-E@N-term 0.0059 1060.6431 531.3288 1060.6372 531.3259 2 38.38

3.41 9.4 IGEAQILAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0083 1229.7504 615.8824 1229.7587 615.8866 2 41.02

3.41 9.4 LIAN No iTRAQ4plex@N-term cleaved N-E@C-term 0.0770 429.3357 430.3430 429.2587 430.2660 1 58.43

3.41 9.4 SPELTSVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0002 1147.6691 574.8418 1147.6692 574.8419 2 36.81

LIC10431
2 7.0 PLGR No iTRAQ4plex@N-term cleaved L-P@N-term -0.0113 441.2587 442.2660 441.2700 442.2772 1 60.44

2 7.0 SISLGDIDDVIEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0032 1690.9200 846.4673 1690.9233 846.4689 2 34.11

2 7.0 SLIQIINDAEAAIR iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
4 cleaved L-S@N-term 0.0212 1670.9537 836.4841 1670.9325 836.4735 2 46.03

LIC10432
11.56 12.4 ADVLDPALLRPGR iTRAQ4plex@N-term -0.0039 1535.8866 512.9695 1535.8906 512.9708 3 44.30

4.12 4.3 AFSFGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0051 943.5320 472.7733 943.5371 472.7758 2 41.79

11.56 12.4 DISYSDFLN
K

MLEPVEG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0035 2244.1194 749.0471 2244.1228 749.0482 3 38.01

11.56 12.4 DLFDQGKK
EIDAVGRLR

NSPCIIFID

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Methylthio(C)@1
Oxidation(D)@17
Deamidated(R)@

erm; 
7; 
8; 
2; 
; 
24

missed K-K@7; misse
L@24

d K-N@8; missed R- 0.0559 3456.8669 865.2240 3456.8111 865.2100 4 51.11

11.56 12.4 EIIEFLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved V-E@N-term 0.0070 1178.7224 590.3685 1178.7154 590.3650 2 44.28

11.56 12.4 EQTLNQML
K

VEMDGFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0462 2199.1257 734.0492 2199.0795 734.0338 3 36.00

11.56 12.4 EQTLNQML
KNEGVIVMA

VEMDGFE
ATNR

iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
16 missed K-N@16 0.0404 3454.7542 864.6958 3454.7138 864.6857 4 48.08

11.56 12.4 GAGLGGGHDER iTRAQ4plex@N-term -0.0187 1168.5520 585.2833 1168.5707 585.2926 2 30.00

11.56 12.4 GTPGFTGA
GALLAAR

DLANLINE iTRAQ4plex@N-term 0.0111 2385.2886 796.1035 2385.2774 796.0997 3 40.92



missed

11.56 12.4 INEGALLAARK
iTRAQ4plex@N-t
Oxidation(N)@2; 
iTRAQ4plex(K)@

erm; 

11
cleaved L-I@N-term; missed R-K@10 0.0216 1458.8978 730.4562 1458.8762 730.4454 2 53.27

11.56 12.4 IPTGVLLVG
LLAR

PPGTGKT No iTRAQ4plex@
Oxidation(P)@11
iTRAQ4plex(K)@

N-term; 
; 
15

missed K-T@15 -0.1226 2119.1626 707.3948 2119.2851 707.4356 3 40.14

11.56 12.4 LDPALLR iTRAQ4plex@N-term cleaved V-L@N-term; cleaved R-P@C-term -0.0016 940.5812 471.2979 940.5828 471.2987 2 54.11

11.56 12.4 LGTVNYSG
GR

DQANVFI iTRAQ4plex@N-term; 
Oxidation(N)@5; Oxidation(D)@9 0.0473 1986.0402 994.0273 1985.9929 994.0037 2 54.81

4.12 4.3 PTGVLLVGPP No iTRAQ4plex@N-term cleaved I-P@N-term; cleaved P-G@C-term 0.0262 948.5906 475.3026 948.5644 475.2895 2 45.32

11.56 12.4 PVKFRTTVAPLDK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
13

cleaved K-P@N-term
missed R-T@5

; missed K-F@3; -0.0725 1903.0895 635.3704 1903.1620 635.3946 3 46.03

11.56 12.4 QIQSTGNK

iTRAQ4plex@N-term; 
Deamidated(Q)@1; 
Deamidated(Q)@3; 
iTRAQ4plex(K)@8

0.0330 1164.6560 583.3353 1164.6230 583.3188 2 27.00

11.56 12.4 RVTQEELEEAR iTRAQ4plex@N-term missed R-V@1 -0.0037 1502.7773 501.9331 1502.7811 501.9343 3 28.07

11.56 12.4 SFFISEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0034 1144.6338 573.3242 1144.6372 573.3259 2 35.67

4.12 4.3 SPCIIFIDEIDAVGR
iTRAQ4plex@N-t
Dehydrated(S)@
Methylthio(C)@3

erm; 
1; cleaved N-S@N-term -0.0290 1818.8840 910.4493 1818.9130 910.4638 2 57.02

11.56 12.4 TNPAYNAGME iTRAQ4plex@N-term 0.0064 1210.5475 606.2810 1210.5410 606.2778 2 35.76

11.56 12.4 TTVAPLDKDLISSLR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0121 1916.1307 639.7175 1916.1186 639.7135 3 34.18

11.56 12.4 VTQEELEEAR iTRAQ4plex@N-term -0.0169 1346.6631 674.3388 1346.6800 674.3473 2 27.97
LIC10440

2 9.6 IFITPLEDVIR iTRAQ4plex@N-term -0.0028 1458.8540 730.4343 1458.8568 730.4357 2 36.53

2.08 9.6 LIVAIIQPHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0682 1418.8535 710.4340 1418.9217 710.4681 2 50.01

2.08 9.6 RLTVS No iTRAQ4plex@N-term cleaved Y-R@N-term
missed R-L@1 R L@1

; cleaved S-D@C-term; 0.1572 574.5010 575.5083 574.3439 575.3511 1 59.56

LIC10441

2 3.0 EITGLDSEIHGEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0033 1714.8948 572.6389 1714.8981 572.6400 3 30.05

2 3.0 LLLLL iTRAQ4plex@N-term cleaved L-T@C-term 0.0124 727.5453 728.5526 727.5329 728.5402 1 55.80
LIC10452

2.21 0.0 AIYCILR iTRAQ4plex@N-term; 
Methylthio(C)@4 0.0220 1040.5853 521.2999 1040.5633 521.2889 2 47.35

2 3.9 DLLQTPAFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0031 1319.7662 660.8904 1319.7693 660.8919 2 31.04

2.21 0.0 FGFEPEITAK Carbamyl@N-term; 
iTRAQ4plex(K)@10 0.0058 1324.6843 663.3494 1324.6785 663.3465 2 46.72

2.21 0.0 ITAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved E-I@N-term 0.0116 719.4901 720.4974 719.4785 720.4858 1 58.63

2 3.9 SIVIPCYNEKNTIR
iTRAQ4plex@N-t
Methylthio(C)@6; 
iTRAQ4plex(K)@

erm; 

10
cleaved V-S@N-term; missed K-N@10 -0.0741 1982.9784 992.4965 1983.0525 992.5335 2 59.03

2 3.9 VIVQ No iTRAQ4plex@N-term cleaved I-V@N-term; cleaved Q-D@C-term -0.0344 457.2557 458.2630 457.2900 458.2973 1 0.29

2.21 0.0 VVYYWHR iTRAQ4plex@N-term 0.0003 1165.6158 583.8152 1165.6154 583.8150 2 44.13
LIC10483

4.01 7.6 ALDVFGPGTHTLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0041 1642.9329 548.6516 1642.9286 548.6502 3 32.14

5.55 10.3 ALIDVIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved M-A@N-term 0.0026 1058.6969 530.3557 1058.6943 530.3544 2 44.46

4.01 7.6 DVFGPGTHTLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved L-D@N-term 0.0207 1458.8281 487.2833 1458.8074 487.2764 3 37.75

5.55 10.3 LLKPMVVTR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 -0.0078 1343.8488 448.9569 1343.8566 448.9595 3 44.28

4.01 7.6 QPGE No iTRAQ4plex@N-term cleaved G-Q@N-term; cleaved E-I@C-term 0.0265 429.2125 430.2198 429.1860 430.1932 1 4.73

4.01 7.6 SFVNTVVGTQHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0148 1603.8777 535.6332 1603.8926 535.6381 3 29.97

LIC10484

4 6.7 AGIPAIIFLPAGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0005 1554.9736 778.4941 1554.9741 778.4943 2 48.83

4 6.7 EWVLPHIEDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0189 1552.8682 518.6300 1552.8493 518.6237 3 47.84

4 6.7 GLIR iTRAQ4plex@N-term cleaved V-G@N-term 0.0481 601.4515 602.4587 601.4033 602.4106 1 53.83

4 6.7 LDALK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved D-L@N-term 0.0156 846.5574 424.2860 846.5418 424.2782 2 42.94



2 4.8 3 24.02

4 6.7 NIVTSGEGL
R

THLFTSD Carbamyl@N-term 0.0351 1888.9630 945.4888 1888.9279 945.4712 2 48.36

LIC10486

3.15 4.5 GPSGVLLQ
R

AFEERPV Carbamyl@N-term 0.0275 1796.9808 899.4977 1796.9533 899.4839 2 48.45

3.15 4.5 IDIENRSGAVVALVTK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
6; 
16

missed R-S@6 0.0080 1973.1482 658.7233 1973.1401 658.7206 3 59.50

2.03 5.3 IRIDIENR No iTRAQ4plex@N-term missed R-I@2 0.0034 1027.5809 514.7977 1027.5774 514.7960 2 32.41

3.15 4.5 MEPSNQVNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0054 1333.6958 667.8552 1333.6904 667.8525 2 32.94

2.03 5.3 SEPYDPGLSDSIGR iTRAQ4plex@N-term 0.0241 1635.8103 818.9124 1635.7862 818.9004 2 29.47

2.03 5.3 SGAVVALVTK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0469 1087.7192 544.8669 1087.6723 544.8434 2 32.80

2.03 5.3 TVLAPVGG
EGDR

VDFDELT iTRAQ4plex@N-term 0.0066 2133.0779 712.0332 2133.0712 712.0310 3 36.67

LIC10522

2.3 3.4 IVKDPLLIESR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 -0.0406 1569.9292 524.3170 1569.9698 524.3305 3 45.08

2.3 3.4 YRQESIVEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 missed R-Q@2 0.0073 1438.8097 480.6105 1438.8024 480.6081 3 39.47

LIC10538

6 8.1 DAIYSKPEMSDEDGIR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0011 2113.0254 705.3491 2113.0241 705.3486 3 30.21

6 8.1 DVILAENISK
K

SYDRPIF

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(D)@13
Oxidation(R)@14
iTRAQ4plex(K)@

erm; 
10; 
; 
; 
18

missed K-S@10 -0.0882 2571.3394 858.1204 2571.4274 858.1497 3 14.55

6 8.1 EGILEDADTLVDWLYR iTRAQ4plex@N-term 0.0010 2051.0342 1026.5240 2051.0333 1026.5239 2 40.78

6 8.1 IISGDNLLAL
DLETI

DEPTNHL iTRAQ4plex@N-t
Deamidated(N)@

erm; 
6 cleaved M-I@N-term; cleaved I-E@C-term -0.0399 2550.2788 638.5770 2550.3187 638.5869 4 42.09

6 8.1 YADPGTEMEEIR iTRAQ4plex@N-term 0.0163 1553.7317 777.8731 1553.7154 777.8650 2 30.03
LIC10548

2 4.8 DRPPEEEEDRPPEEEETRTR iTRAQ4plex@N-termiTRAQ4plex@N term -0.00890.0089 1401400.65650.6565 4467.892867.8928 1400.66541400.6654 467.8957 3 24.02467.8957

2 4.8 NGGENSPLKR
iTRAQ4plex@N-t
Oxidation(P)@7; 
iTRAQ4plex(K)@

erm; 

9
missed K-R@9 -0.0257 1374.7202 688.3674 1374.7459 688.3802 2 25.41

LIC10551

5.93 11.9 DIKPGAEFVFPGEEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@15

-0.0024 2094.1340 699.0519 2094.1363 699.0527 3 32.72

5.93 11.9 FGIFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0157 898.5677 450.2911 898.5520 450.2833 2 42.38

5.93 11.9 IEIPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0018 886.5713 444.2929 886.5731 444.2938 2 29.66

5.93 11.9 IPDVLEIR iTRAQ4plex@N-term 0.0042 1097.6608 549.8376 1097.6566 549.8356 2 33.30

5.93 11.9 KIPDVLEIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-I@1 0.0041 1369.8578 457.6266 1369.8537 457.6252 3 33.71

5.93 11.9 KPMSYFLG
K

GMPWNW iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@15

-0.0050 2273.1807 758.7341 2273.1855 758.7358 3 46.34

5.93 11.9 LGNETSAVK
KKLEVPKNP

YSAIPCEI
ADDYLR

iTRAQ4plex@N-t
Oxidation(N)@3; 
iTRAQ4plex(K)@
Methylthio(C)@1
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

9; 
5; 
18; 
19; 
24

missed K-Y@9; misse
L@19; missed K-N@

d K-K@18; missed K-
24 0.3328 4343.6807 869.7434 4343.3478 869.6768 5 11.10

5.93 11.9 TTEETLSLLISSLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0050 1822.0592 608.3604 1822.0543 608.3587 3 38.58

4.8 6.5 ESISIR Glu->pyro-Glu@N-term cleaved Q-E@N-term 0.0189 685.3948 686.4020 685.3759 686.3832 1 59.06

4.8 6.5 LGNETSAVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0083 1205.6943 603.8544 1205.6859 603.8502 2 35.03

4.8 6.5 LLGVDGPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0093 1085.6781 543.8463 1085.6688 543.8417 2 40.26

4.8 6.5 YWSTTPYR iTRAQ4plex@N-term 0.0050 1216.6049 609.3097 1216.5999 609.3072 2 40.85
LIC10557

2 4.4 LVQEIAFFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0391 1494.8663 748.4404 1494.9054 748.4600 2 39.04

2 4.4 MPKLSGLD
NR

LLERIPDM No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(P)@14

N-term; 
3; missed K-L@3; missed R-I@12 -0.0138 2257.1907 753.4042 2257.2044 753.4088 3 51.09

1.7 4.0 AFFL iTRAQ4plex@N-term cleaved I-A@N-term; cleaved L-K@C-term 0.0104 640.3810 641.3883 640.3706 641.3779 1 58.72



FPYVL  2

1.7 4.0 VNPEFFYFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0098 1477.7948 739.9047 1477.7849 739.8997 2 49.71

LIC10558
1.52 6.3 IPAEVLTEFR iTRAQ4plex@N-term 0.0067 1317.7482 659.8813 1317.7414 659.8780 2 34.20

LIC10582

2.07 2.7 AALPAGTVSGAPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0008 1426.8380 714.4263 1426.8387 714.4267 2 27.55

2.07 2.7 AMEIIDELETTR iTRAQ4plex@N-term; 
Oxidation(M)@2; Oxidation(D)@6 -0.0373 1595.7461 798.8803 1595.7834 798.8990 2 51.54

2.07 2.7 ELDDEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved G-E@N-term 0.0276 1035.5604 518.7875 1035.5328 518.7737 2 26.00

2.07 2.7 FKPDVPPFQVYR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 0.0481 1780.0397 594.3538 1779.9916 594.3378 3 32.70

2.07 2.7 LGRNSFLGKTPSR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 missed R-N@3; missed K-T@9 0.0180 1720.0167 574.3462 1719.9988 574.3402 3 32.03

2.07 2.7 PYMYYLK
iTRAQ4plex@N-t
Oxidation(Y)@5; 
iTRAQ4plex(K)@

erm; 

7
cleaved S-P@N-term 0.0284 1280.7003 641.3574 1280.6719 641.3432 2 51.02

2.07 2.7 TVYDLIRAA
GAPK

LPAGTVS No iTRAQ4plex@
Deamidated(R)@
iTRAQ4plex(K)@

N-term; 
7; 
20

missed R-A@7 -0.0414 2144.1550 715.7256 2144.1963 715.7394 3 45.41

LIC10583
5.15 5.0 AAMEHSIQYANTR Carbamyl@N-term 0.0469 1533.7463 767.8804 1533.6994 767.8570 2 38.60

5.15 5.0 GITGFIVDSK Carbamyl@N-term; 
iTRAQ4plex(K)@10 -0.0102 1222.6577 612.3361 1222.6679 612.3412 2 47.35

5.15 5.0 ILHTELCPK
iTRAQ4plex@N-term; 
Methylthio(C)@7; 
iTRAQ4plex(K)@9

-0.0337 1386.7271 694.3708 1386.7607 694.3876 2 41.56

5.15 5.0 VPAWQMIGR iTRAQ4plex@N-term 0.0067 1200.6627 601.3386 1200.6559 601.3352 2 44.26
LIC10592

4.04 5.9 ALSVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0166 917.6320 459.8232 917.6153 459.8149 2 40.23

4.04 5.9 ASVLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved I-A@N-term 0.0074 660.4366 661.4439 660.4292 661.4365 1 59.58

4 044.04 5 95.9 FPYVLKK iTRAQ4plex@N-tiTRAQ4plex@N
iTRAQ4plex(K)@

erm; cleaved H F@N termterm;
6 cleaved H-F@N-term 0 0249-0.0249 1053105 6217 5273.6217 5 818127.8181 1053 64661053.6466 527 8306 2 43 84527.8306 43.84

4.04 5.9 GIPQ iTRAQ4plex@N-term cleaved L-G@N-term; cleaved Q-Y@C-term 0.1662 557.4957 558.5029 557.3295 558.3368 1 58.78

4.04 5.9 IASVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0166 917.6320 459.8232 917.6153 459.8149 2 40.23

4.04 5.9 ISGHTDNSGGEEYNR Carbamyl@N-term 0.0442 1677.7421 839.8783 1677.6979 839.8562 2 33.35

4.04 5.9 RSLP No iTRAQ4plex@N-term cleaved L-R@N-term
missed R-S@1

; cleaved P-S@C-term; -0.0164 471.2641 472.2714 471.2805 472.2878 1 41.08

LIC10600

2.19 8.0 EFGVTFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0308 1114.6575 558.3360 1114.6266 558.3206 2 42.70

2.19 8.0 TEVITHANLVR iTRAQ4plex@N-term -0.0167 1395.7789 466.2669 1395.7956 466.2725 3 59.82
LIC10601

4 14.0 LDHYEFDVER Carbamyl@N-term -0.0097 1364.5901 683.3023 1364.5997 683.3071 2 43.38

4 14.0 YTYLKPIYPGR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0073 1657.9509 553.6576 1657.9435 553.6551 3 44.96

LIC10606

5.99 25.9 ALGFYAPSSSHQLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -1.0251 1848.9679 617.3299 1849.9930 617.6716 3 43.59

5.99 25.9 EAINSGLQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0015 1246.7111 624.3628 1246.7125 624.3635 2 35.89

4.02 24.1 EIDIGISEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0141 1290.7416 646.3781 1290.7275 646.3710 2 39.98

5.99 25.9 LEVH iTRAQ4plex@N-term cleaved H-E@C-term -0.0089 640.3578 641.3651 640.3666 641.3739 1 59.26

5.99 25.9 LLADTYILYFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 1.9730 1648.9258 825.4702 1646.9527 824.4836 2 53.77

4.02 24.1 LTSIHEEGG
MIR

VPHADD iTRAQ4plex@N-term -0.0137 2120.0305 707.6841 2120.0442 707.6887 3 31.46

4.02 24.1 NELWLSIDLIAER iTRAQ4plex@N-t
Deamidated(N)@

erm; 
1 cleaved Y-N@N-term 0.0392 1715.9608 572.9942 1715.9216 572.9811 3 39.30

4.02 24.1 SGLQ iTRAQ4plex@N-term cleaved N-S@N-term; cleaved Q-K@C-term -0.0049 547.3039 548.3112 547.3088 548.3160 1 41.87

4.02 24.1 SLLPAADEG
DLLTQR

GDEVTL iTRAQ4plex@N-term 0.0062 2356.2307 786.4175 2356.2244 786.4154 3 37.83

5.99 25.9 TAWMLR iTRAQ4plex@N-term 0.0540 920.5565 461.2855 920.5024 461.2585 2 42.47
LIC10607

2 3.5 IHPPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved V-I@N-term 0.0451 878.6032 440.3089 878.5582 440.2864 2 38.50

2 3.5 RFEPGLLEEWIEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 missed R-F@1 0.0065 1933.0618 645.3612 1933.0553 645.3590 3 37.57

LIC10608



2 1.4 DSILPPELFLIP iTRAQ4plex@N-term cleaved L-D@N-term; cleaved P-I@C-term 0.1194 1496.9806 749.4976 1496.8612 749.4379 2 37.43

2 1.4 SGIE No iTRAQ4plex@N-term cleaved L-S@N-term; cleaved E-E@C-term -0.0004 404.1903 405.1976 404.1907 405.1980 1 28.83

2 1.4 SIAEAMGRKFF No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
9

cleaved F-R@C-term
missed K-F@9

; missed R-K@8; 0.0213 1399.7617 700.8881 1399.7404 700.8775 2 30.09

2 1.4 VKSGFGMT
EVLAIGGLR

GELTLTG No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
2 missed K-S@2 -0.0748 2549.3262 638.3388 2549.4009 638.3575 4 44.61

2 1.4 VNLPDNAVNILVNTIR

iTRAQ4plex@N-term; 
Deamidated(N)@2; 
Oxidation(P)@4; 
Deamidated(N)@13

0.0227 1926.0770 643.0330 1926.0544 643.0254 3 45.87

2 1.4 VSYPEEEPGAPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0051 1589.8231 795.9188 1589.8181 795.9163 2 27.87

LIC10620

2.03 4.8 GGELVLDSLLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0308 1430.8896 716.4521 1430.8588 716.4367 2 38.62

2.03 4.8 LVLIGGGQEFK

No iTRAQ4plex@N-term; 
Deamidated(Q)@8; 
Oxidation(F)@10; 
iTRAQ4plex(K)@11

0.0596 1320.8007 441.2742 1320.7411 441.2543 3 31.53

2.03 4.8 NVNRFTEEK
iTRAQ4plex@N-t
Oxidation(R)@4; 
iTRAQ4plex(K)@

erm; 
Oxidation(F)@5; 
9

missed R-F@4 0.0612 1455.8174 486.2797 1455.7561 486.2593 3 30.15

2.03 4.8 TGVFFPEQ
AIDR

TVESLQA iTRAQ4plex@N-term -0.0099 2251.1509 751.3909 2251.1606 751.3942 3 39.40

2.03 4.8 VFFP iTRAQ4plex@N-term cleaved G-V@N-term; cleaved P-E@C-term -0.0181 652.3525 653.3598 652.3706 653.3779 1 58.47

LIC10624

5.4 18.4
AERNAQMR
RKSKDELIN
R

DLINLIVG
IEDQLDL

iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(D)@28
Oxidation(R)@33( )@

erm; 
3; 
18; 
20; 
; 

cleaved L-A@N-term;
missed R-D@8; miss
S@18

 missed R-N@3; 
ed R-K@17; missed K- 0.3065 4343.6660 869.7405 4343.3597 869.6792 5 55.68

1.96 5.2 AFGIAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-A@N-term -0.0078 893.5500 447.7823 893.5578 447.7862 2 39.52

5.4 18.4 AQVNHILTEGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0006 1496.8549 499.9589 1496.8555 499.9591 3 29.52

5.4 18.4 DLINLIVGR iTRAQ4plex@N-term 0.0008 1155.7106 578.8625 1155.7097 578.8621 2 35.83

1.96 5.2 DLINLIVGRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed R-K@9 -0.0613 1427.8455 714.9300 1427.9068 714.9607 2 54.41

5.4 18.4 EDQTLSAELAER iTRAQ4plex@N-term -0.0016 1504.7476 753.3810 1504.7491 753.3818 2 29.24

1.96 5.2 LAFGIAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0059 1006.6478 504.3311 1006.6419 504.3282 2 43.24
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7.28 17.3 AASLNPKPR No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
7 cleaved A-A@N-term 0.0042 1096.6517 549.3331 1096.6475 549.3310 2 27.10

7.28 17.3 APASQWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0008 1074.6074 538.3110 1074.6066 538.3106 2 27.87

7.28 17.3 ASLNPKPR No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
6 cleaved A-A@N-term 0.0058 1025.6162 513.8154 1025.6104 513.8125 2 26.89

7.28 17.3 DGAAA iTRAQ4plex@N-term cleaved G-D@N-term; cleaved A-A@C-term 0.0315 547.3039 548.3112 547.2724 548.2797 1 41.87

7.28 17.3 FLGDENLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0018 1222.6783 612.3464 1222.6801 612.3473 2 29.93

7.28 17.3 GAGDGAAAASLNPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 cleaved K-P@C-term -0.0010 1486.7974 744.4059 1486.7983 744.4064 2 26.79

7.28 17.3 GAGDGAAA
R

ASLNPKP Carbamyl@N-term; 
iTRAQ4plex(K)@14 -0.0015 1638.8545 820.4345 1638.8560 820.4353 2 27.24

7.28 17.3 LGDENLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved F-L@N-term 0.0035 1075.6152 538.8149 1075.6117 538.8131 2 27.73

7.28 17.3 SLNPKPR No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved A-S@N-term 0.0047 954.5780 478.2963 954.5732 478.2939 2 27.30

7.28 17.3 YVVHLSQN iTRAQ4plex@N-term 0.0007 1102.5901 552.3023 1102.5893 552.3019 2 29.55
LIC10662

3.4 17.6 IFTFVNDYH
PWEK

NWPSWS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 0.0213 2740.3530 914.4583 2740.3318 914.4512 3 41.39

3.4 17.6 MEIIESNSPSNIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0087 1748.9309 583.9843 1748.9222 583.9813 3 29.63
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8.34 20.1 DLEATINER iTRAQ4plex@N-term 0.0062 1203.6279 602.8212 1203.6217 602.8181 2 28.41

8.34 20.1 EKGQADLSR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-G@2 -0.0497 1290.6639 431.2286 1290.7135 431.2451 3 26.50



8.34 20.1 IKEVELASEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@10

-0.0227 1576.9175 526.6464 1576.9401 526.6540 3 31.61

8.34 20.1 IKEVELASEKKR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
10; No 
11

missed K-K@10; missed K-R@11 -0.0402 1861.0961 621.3726 1861.1362 621.3860 3 34.59

2 6.1 LERFDKIEN
ENQIKALR

TKVADISL

iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
6; 
9; 
11; 
19; 
22

missed R-F@3; misse
V@11; missed K-A@

d K-I@6; missed K-
22 -0.0164 3521.9629 881.4980 3521.9792 881.5021 4 57.19

8.34 20.1 LIFTPPDVLASQVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0091 1815.0658 908.5402 1815.0750 908.5448 2 35.13

8.34 20.1 LNVEEFMK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved I-L@N-term 0.0887 1296.7878 433.2699 1296.6991 433.2403 3 29.54

2 6.1 LVILR No iTRAQ4plex@N-term cleaved L-L@N-term; cleaved R-P@C-term 0.0122 612.4445 613.4517 612.4323 613.4396 1 54.24

8.34 20.1 SDVFSEQGSSYTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0092 1721.8259 861.9202 1721.8352 861.9249 2 28.27

LIC10680
2 12.2 IDAPSEEVAR iTRAQ4plex@N-term -0.0020 1229.6354 615.8250 1229.6374 615.8260 2 27.30

LIC10700

10.09 16.6 AGVIALTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0010 1059.6907 530.8526 1059.6896 530.8521 2 40.29

10.09 16.6 AIANTIAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0026 1088.6824 545.3484 1088.6797 545.3471 2 36.41

10.09 16.6 EQIEQAAADVAK

Glu->pyro-Glu@N-term; 
Deamidated(Q)@2; 
Deamidated(Q)@5; 
Oxidation(D)@9; 
iTRAQ4plex(K)@12

-0.0160 1415.6742 708.8444 1415.6902 708.8524 2 36.58

8 13.5 KLTDPAFIPLR iTRAQ4plex@N-t
iTRAQ4plex(K)@iTRAQ4plex(K)@1

erm; 
1 missed K-L@1 -0.0045 1557.9441 520.3220 1557.9486 520.3235 3 32.97

8 13.5 LDFLVNNAGVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0823 1589.8562 795.9354 1589.9385 795.9765 2 37.94

8 13.5 LTDPAFIPLR iTRAQ4plex@N-term 0.0072 1285.7589 643.8867 1285.7516 643.8831 2 33.16

8 13.5 LVNNAGVLKDNLFIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved F-L@N-term -0.0152 1973.1515 658.7244 1973.1666 658.7295 3 35.75

8 13.5 PAFIPLRRP
NAVK

GTQQEIA

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(R)@
Oxidation(N)@17
iTRAQ4plex(K)@

erm; 
7; 
8; 
; 
20

cleaved D-P@N-term; missed R-R@7 -0.0108 2511.3945 838.1388 2511.4053 838.1424 3 54.13

8 13.5 QFEGKVAL
RGLGRAIAN

VTGAASP
TIAK

No iTRAQ4plex@
Oxidation(F)@2; 
iTRAQ4plex(K)@
Deamidated(R)@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 

5; 
16; 
24; 
28

missed K-V@5; misse
A@20

d R-G@16; missed R- -0.0852 3101.6589 776.4220 3101.7441 776.4433 4 42.47

8 13.5 RPGTQQEIANAVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0114 1698.9734 567.3317 1698.9621 567.3280 3 29.33

8 13.5 VALVTGAASPR iTRAQ4plex@N-term -0.0041 1184.6958 593.3552 1184.6999 593.3572 2 28.27

10.09 16.6 VIAGVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved S-V@N-term -0.0011 873.5881 437.8013 873.5891 437.8018 2 39.56
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4 19.9 FLIQSLPSVSTFVGSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -1.0305 1996.1136 666.3785 1997.1441 666.7220 3 36.33

4 19.9 IIDGPFANFT
PDK

GLVDEIF iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -0.0095 2495.3096 832.7772 2495.3192 832.7803 3 41.58

LIC10760

7.05 14.4 ALSALDSLNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0003 1318.7704 660.3925 1318.7700 660.3923 2 31.13

7.05 14.4 ALSALDSLN
HK

KVCMDL

No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@
Methylthio(C)@1
iTRAQ4plex(K)@

N-term; 
9; 
10; 
2; 
17

missed K-V@10 -0.0541 2192.0706 731.6974 2192.1247 731.7155 3 27.03

7.05 14.4 FTIDPNTVN
DAK

SGNNDR
iTRAQ4plex@N-t
Oxidation(N)@12
Oxidation(D)@14
iTRAQ4plex(K)@

erm; 
; 
; 
18

missed R-D@15 -0.0081 2297.1047 766.7089 2297.1128 766.7115 3 35.36

2.01 3.8 KFTID iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1

cleaved M-K@N-term
term; missed K-F@1

; cleaved D-P@C- -0.0122 910.5245 456.2695 910.5368 456.2757 2 41.06



No  

2.01 3.8 LGDFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-L@N-term 0.0079 866.5185 434.2665 866.5105 434.2625 2 40.44

7.05 14.4 LWPEVELTISTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0181 1702.9568 852.4857 1702.9749 852.4947 2 53.74

2.01 3.8 SAFFYPMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0031 1277.6753 639.8449 1277.6722 639.8434 2 45.15

7.05 14.4 TGVGGSFDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0073 1154.6102 578.3124 1154.6175 578.3160 2 27.10

7.05 14.4 TNLNLGDFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0036 1308.7246 655.3696 1308.7281 655.3713 2 31.34

7.05 14.4 VGTT iTRAQ4plex@N-term cleaved V-V@N-term; cleaved T-T@C-term 0.0149 520.3127 521.3200 520.2979 521.3051 1 50.50
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2 6.7 AKQP No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
2

cleaved I-A@N-term; 
missed K-Q@2

cleaved P-E@C-term; -0.0008 586.3553 587.3625 586.3560 587.3633 1 53.86

2 6.7 GWFVVDAEGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0417 1394.7855 698.4000 1394.7438 698.3792 2 47.10

2 6.7 LASGIAARLR iTRAQ4plex@N-t
Oxidation(R)@8

erm; missed R-L@8 -0.0418 1186.6851 594.3498 1186.7268 594.3707 2 33.59
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2 7.5 IIHPANFGVQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0058 1510.8805 504.6341 1510.8864 504.6361 3 44.16

2 7.5 SFGNAYILK

No iTRAQ4plex@N-term; 
Deamidated(N)@4; 
Oxidation(Y)@6; 
iTRAQ4plex(K)@9

0.0232 1172.6432 587.3289 1172.6199 587.3172 2 48.18

LIC10768

6.03 9.4 EERRMRVENR iTRAQ4plex@N-term cleaved L-E@N-term;
missed R-M@4; miss

 missed R-R@3; 
ed R-V@6 0.0792 1517.8759 506.9659 1517.7967 506.9395 3 32.61

6.03 9.4 FLVGSADET
HLLEHMLFK

PEIAGTA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@25 0.0345 3013.6172 754.4116 3013.5827 754.4029 4 53.56

6.03 9.4 FVSVVHPSTPSK

iTRAQ4plex@N-term; 
Oxidation(P)@7; 
Oxidation(P)@10; 
iTRAQ4plex(K)@12

-0.0036 1603.8777 535.6332 1603.8813 535.6344 3 29.97

6.03 9.4 GSLQPLK
No iTRAQ4plex@N-term;  iTRAQ4plex@N term;
Deamidated(Q)@4; 
iTRAQ4plex(K)@7

0.0467 886.5713 444.2929 886.5246 444.2696 2 29.66

6.03 9.4 GYEELDTVTPEDVQR iTRAQ4plex@N-term -0.0014 1893.9065 947.9605 1893.9078 947.9612 2 30.71

6.03 9.4 LESDR iTRAQ4plex@N-term; 
Deamidated(R)@5 0.0223 763.4057 764.4130 763.3834 764.3907 1 50.24

6.03 9.4 TELITSEELFR iTRAQ4plex@N-term 0.0279 1480.8174 741.4160 1480.7895 741.4020 2 33.05

6.03 9.4 VLIILGIYLCISNVSVY iTRAQ4plex@N-t
Methylthio(C)@10

erm; cleaved Y-A@C-term 0.0052 2071.1636 691.3951 2071.1583 691.3934 3 33.20
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4 4.3 EFPEVK
iTRAQ4plex@N-t
Oxidation(F)@2; 
iTRAQ4plex(K)@

erm; 

6
cleaved F-E@N-term 0.0070 1051.5864 526.8005 1051.5793 526.7969 2 26.61

4 4.3 EGYGAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-E@N-term 0.0158 911.5115 456.7630 911.4956 456.7551 2 29.07

4 4.3 FIETLEGYGAK
iTRAQ4plex@N-term; 
Oxidation(Y)@8; 
iTRAQ4plex(K)@11

0.0272 1530.8445 511.2888 1530.8173 511.2797 3 33.18

4 4.3 GTEVYFLPGEEFPLR iTRAQ4plex@N-term 0.0032 1896.9775 949.4960 1896.9743 949.4945 2 35.52

4 4.3 IDTDVNSEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0049 1307.6764 654.8455 1307.6812 654.8479 2 26.48

4 4.3 IGGGGFSSY
DR

LMQKIRS iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13

cleaved I-I@N-term; m
R-S@15

issed K-I@13; missed 0.0354 2259.2390 1130.6270 2259.2038 1130.6092 2 40.98

4 4.3 QEHGMPNDYLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved F-Q@N-term -0.0010 1618.8007 540.6075 1618.8017 540.6078 3 49.29

4 4.3 SGFLSYKDR No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
7 cleaved F-S@N-term 0.0599 1215.6969 608.8557 1215.6370 608.8258 2 40.91

LIC10772

7.1 15.0 EEAKGNELASAINDPK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
16

missed K-G@4 -0.0544 2117.0786 706.7001 2117.1330 706.7183 3 44.27

7.1 15.0 EYGISILSNLKPEEESK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11; 
iTRAQ4plex(K)@17

-0.0009 2367.2891 790.1036 2367.2899 790.1039 3 34.08

7.1 15.0 LQIAYYQMIQADR iTRAQ4plex@N-term; 
Deamidated(Q)@2 0.0142 1756.9082 879.4614 1756.8940 879.4543 2 58.11

7.1 15.0 NDIHALATVTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0041 1469.8403 490.9541 1469.8446 490.9555 3 29.66

7.1 15.0 SILSNLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved I-S@N-term; cleaved K-P@C-term 0.0108 1061.6797 531.8471 1061.6688 531.8417 2 36.61

7.1 15.0 YQGDYLEEFHYAR iTRAQ4plex@N-term 0.0131 1833.8574 612.2931 1833.8444 612.2887 3 32.87



IFGER  d V N ; R 5 2
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12.48 28.5 DVFDENTV
IEK

PDNGGDQ iTRAQ4plex@N-term; 
Deamidated(N)@11; 
iTRAQ4plex(K)@18

-0.0063 2280.0574 761.0264 2280.0637 761.0285 3 30.47

12.48 28.5 EVFPPHEYVVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved V-E@N-term -0.0083 1630.8879 544.6366 1630.8963 544.6394 3 30.94

8.54 20.5 GFDRVEVF
K

PPHEYVV Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
16 missed R-V@4 0.0196 2104.1060 702.3759 2104.0864 702.3694 3 48.85

12.48 28.5 KLTATIPGFVPQSTR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-L@1 -0.0240 1903.0895 635.3704 1903.1135 635.3784 3 39.20

8.54 20.5 LDYFGWR iTRAQ4plex@N-term 0.0065 1099.5638 550.7892 1099.5573 550.7859 2 47.02
12.48 28.5 LILENFEEAEDWR iTRAQ4plex@N-term -0.0141 1806.8770 904.4457 1806.8910 904.4528 2 35.94

8.54 20.5 NHILGVK
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@7

-0.0008 1068.6527 535.3336 1068.6535 535.3340 2 40.20

12.48 28.5 QLSIWALGR iTRAQ4plex@N-term -0.0095 1186.6851 594.3498 1186.6944 594.3545 2 33.59

12.48 28.5 STTPLGETK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0039 1220.6896 611.3521 1220.6856 611.3501 2 25.22

12.48 28.5 TRFA iTRAQ4plex@N-term cleaved S-T@N-term
missed R-F@2

; cleaved A-L@C-term; 0.0277 637.3947 638.4019 637.3669 638.3742 1 56.31

12.48 28.5 VEVFPPHEYVVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0033 1729.9614 577.6611 1729.9647 577.6622 3 31.51

12.48 28.5 YPGSEIKDN
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@

erm; 
7; 
9

cleaved N-W@C-term 0.0457 1310.7056 656.3600 1310.6598 656.3372 2 33.72

12.48 28.5 YPGSEIKDNW iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0208 1495.7759 748.8952 1495.7551 748.8848 2 31.49
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8.49 16.9 AMSVWVCGR iTRAQ4plex@N-term; 
Methylthio(C)@7 0.0056 1197.5635 599.7890 1197.5579 599.7862 2 46.56

12.47 26.5 FQFTYPGE
R

NAVTIRPP iTRAQ4plex@N-term -0.0161 2136.1077 713.0432 2136.1238 713.0485 3 33.15

12.47 26.5 GIDTATGIDVSGLELR iTRAQ4plex@N-term 0.0197 1759.9635 880.9890 1759.9438 880.9792 2 49.17

12.47 26.5 GNEYNLEGWIEDWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0038 2039.9871 1021.0010 2039.9832 1020.9989 2 37.63

8 498.49 16 916.9 IFGERKK iTRAQ4plex@N-tiTRAQ4plex@N
iTRAQ4plex(K)@

erm; cleaved V I@N term;term;
6 cleave  -I@ -term  missed R K@5missed -K@ 0 01110.0111 1036103 6384 5196.6384 5 326519.3265 1036 62731036.6273 519 3209 2 48 73519.3209 48.73

12.47 26.5 IPEYEILR iTRAQ4plex@N-term -0.0227 1175.6445 588.8295 1175.6672 588.8409 2 31.59

12.47 26.5 IYGVEFPGVSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0032 1482.8358 742.4252 1482.8326 742.4236 2 32.92

12.47 26.5 LISGKPGDIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@10

-0.0489 1458.8646 487.2955 1458.9135 487.3118 3 30.70

12.47 26.5 QGVPQDVNSYPQVK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
12; 
14

cleaved P-Q@N-term 0.0187 1846.9856 616.6691 1846.9669 616.6629 3 27.66

12.47 26.5 SRPDTSGE
LR

TVYLFFDE iTRAQ4plex@N-term 0.0249 2275.1492 759.3903 2275.1243 759.3820 3 43.94

8.49 16.9 TIVFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0025 894.5757 448.2951 894.5782 448.2964 2 39.88

12.47 26.5 VNMRRFMNSF
iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(R)@

erm; 
2; 
4

cleaved F-K@C-term
missed R-F@5

; missed R-R@4; 0.0514 1446.7384 724.3765 1446.6870 724.3508 2 35.39

LIC10789
17.41 9.9 DILH iTRAQ4plex@N-term cleaved H-G@C-term -0.0038 640.3628 641.3701 640.3666 641.3739 1 56.98
17.41 9.9 DILHGNDDEILR iTRAQ4plex@N-term 0.0173 1552.8140 518.6119 1552.7967 518.6062 3 31.72

17.41 9.9 DLLNSFIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved F-D@N-term -0.0039 1236.7283 619.3714 1236.7322 619.3734 2 35.74

17.41 9.9 EAIHAGNSEYIR iTRAQ4plex@N-term; 
Deamidated(N)@7 -0.0034 1503.7406 502.2542 1503.7440 502.2553 3 28.57

17.41 9.9 EISATTESR
LTSLFNEEIY

PANDLDK
VR

Glu->pyro-Glu@N
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(Y)@

-term; 
16; 
22; 
26

cleaved N-E@N-term; missed K-L@16 0.0192 3481.8013 871.4576 3481.7820 871.4528 4 36.46

17.41 9.9 EKAISLSEELSEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; No 
2; 
13

missed K-A@2 0.0512 1750.0116 584.3445 1749.9604 584.3274 3 42.82

17.41 9.9 ETPEVFIWVAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0004 1605.9006 803.9576 1605.9010 803.9578 2 48.44

17.41 9.9 FLPVAEWSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0258 1363.8002 682.9073 1363.7744 682.8945 2 34.21

17.41 9.9 IFDDLIEFYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0023 1589.8562 795.9354 1589.8585 795.9365 2 37.94

17.41 9.9 IPEGAILVTR iTRAQ4plex@N-term 0.0072 1211.7432 606.8788 1211.7360 606.8753 2 31.07

17.41 9.9 LNSFIK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
2; 
6

cleaved L-L@N-term 0.0181 1009.6233 505.8189 1009.6052 505.8099 2 43.12



LIC10791

17.41 9.9 LTSFNNRM
VSGK

LTADIKSE No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
14; 
20

cleaved L-L@N-term;
missed K-S@14

 missed R-M@7; -0.0444 2498.2964 833.7727 2498.3406 833.7875 3 36.36

17.41 9.9 PNIGFDPK Formyl@N-term; 
iTRAQ4plex(K)@

Methyl(D)@6; 
8 cleaved E-P@N-term -0.0067 1072.5609 537.2877 1072.5675 537.2910 2 39.48

17.41 9.9 QAIETFAKTK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
8; 
10

missed K-T@8 -0.0253 1568.8887 523.9702 1568.9139 523.9786 3 34.64

17.41 9.9 QVQLQAAIK
iTRAQ4plex@N-term; 
Deamidated(Q)@5; 
iTRAQ4plex(K)@9

-0.0104 1286.7697 429.9305 1286.7802 429.9340 3 34.96

17.41 9.9 SFIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved N-S@N-term -0.0048 637.3873 638.3946 637.3921 638.3994 1 56.42

17.41 9.9 VIYLLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0135 1035.6802 518.8474 1035.6936 518.8541 2 39.35

17.41 9.9 WAIIEHITDQILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0315 1867.0496 623.3571 1867.0811 623.3676 3 44.29

17.41 9.9 YLLGILSLER iTRAQ4plex@N-term 0.0072 1319.8007 660.9076 1319.7935 660.9040 2 37.20

17.41 9.9 YPMSNEI iTRAQ4plex@N-t
Oxidation(M)@3

erm; cleaved E-Y@N-term; cleaved I-S@C-term 0.0463 1012.5120 507.2633 1012.4657 507.2401 2 25.12

17.41 9.9 YVNHSLLEDFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0030 1764.9624 589.3281 1764.9654 589.3291 3 36.05

17.41 9.9 YYENKDEITELFK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@13

-0.0151 2123.1001 708.7073 2123.1152 708.7123 3 34.63

9.77 5.5 DEITELFKNNIPDFFK

No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
8; 
9; 
10; 
16

missed K-N@8 0.0604 2259.2158 1130.6150 2259.1555 1130.5850 2 56.99

9.77 5.5 IGFDPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved N-I@N-term 0.0248 963.5881 482.8013 963.5633 482.7889 2 37.79

9.77 5.5 IMLGHR iTRAQ4plex@N-term -0.0003 869.5025 435.7585 869.5027 435.7586 2 38.76
LIC10791

2.41 4.8 IATLLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved T-I@N-term 0.0005 945.6471 473.8308 945.6466 473.8306 2 39.82

2.41 4.8 KEDPATLILR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 0.0003 1442.8704 481.9641 1442.8700 481.9640 3 33.59

2.41 4.8 LGVEFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0082 979.6028 490.8087 979.5946 490.8046 2 32.01

2.41 4.8 VTESMIEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0024 1223.6652 612.8398 1223.6675 612.8410 2 28.23

LIC10857

2.01 1.9 FEDIVTNVG
K

LSSGNSL
iTRAQ4plex@N-term; 
Oxidation(D)@3; 
Deamidated(N)@14; 
iTRAQ4plex(K)@17

0.0304 2084.1184 695.7134 2084.0881 695.7033 3 39.93

2.01 1.9 ILSVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved G-I@N-term -0.0092 846.5691 424.2918 846.5782 424.2964 2 36.42

2.01 1.9 NGNIVTIDMGNLK
No iTRAQ4plex@N-term; 
Oxidation(D)@8; 
iTRAQ4plex(K)@13

-0.0527 1547.7572 516.9263 1547.8099 516.9439 3 35.33

2.01 1.9 NVET No iTRAQ4plex@N-term cleaved E-N@N-term; cleaved T-T@C-term -0.0424 461.1698 462.1771 461.2122 462.2195 1 17.32

2.01 1.9 SGILSVK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
7 cleaved F-S@N-term 0.0394 846.5691 424.2918 846.5297 424.2721 2 36.42

2.01 1.9 SHEAENYYQER iTRAQ4plex@N-term -0.0143 1568.6833 523.9017 1568.6977 523.9065 3 26.51

2.01 1.9 SRALSYLND
NGKTISTVG

GDVIQTV
ELQK

iTRAQ4plex@N-t
Phospho(T)@15; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

19; 
29

missed R-A@2; missed K-T@19 0.1021 3618.0051 905.5085 3617.9031 905.4831 4 46.89

LIC10858

1.53 2.1 DDTYQAMR iTRAQ4plex@N-t
Oxidation(R)@8

erm; cleaved L-D@N-term 0.0985 1158.6083 580.3114 1158.5097 580.2621 2 41.17

1.53 2.1 LKDSELIGFPIR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0180 1674.9731 559.3317 1674.9912 559.3377 3 50.97

1.53 2.1 SGLPEFADVALAR iTRAQ4plex@N-term cleaved I-S@N-term -0.0015 1488.8042 497.2754 1488.8058 497.2759 3 35.43
LIC10862

6.17 3.8 AFLF iTRAQ4plex@N-term cleaved L-A@N-term; cleaved F-F@C-term 0.0104 640.3810 641.3883 640.3706 641.3779 1 58.72

6.17 3.8 AGAAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved G-A@N-term 0.0331 704.4756 705.4828 704.4425 705.4497 1 58.88

10.26 7.5 ASGLGFANIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0088 1264.7472 633.3809 1264.7383 633.3764 2 31.49



R

10.26 7.5 DIMNRPNEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0140 1403.7294 468.9171 1403.7435 468.9218 3 27.00

10.26 7.5 DITIFFSDIR iTRAQ4plex@N-term 0.0105 1369.7468 685.8807 1369.7364 685.8755 2 36.29

10.26 7.5 DRVIARELDLIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; No 
12 missed R-V@2; missed R-E@6 0.0190 1583.9670 528.9963 1583.9481 528.9900 3 35.76

10.26 7.5 DVVDELLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.9722 1216.7390 609.3768 1217.7111 609.8628 2 36.62

10.26 7.5 EQLFIFIGLIGFR iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
2 cleaved L-E@N-term -0.1619 1696.8055 566.6091 1696.9674 566.6631 3 33.46

10.26 7.5 ESEEGTIEYTR iTRAQ4plex@N-term -0.0091 1456.6713 729.3429 1456.6804 729.3475 2 26.75

10.26 7.5 EVVIPIDADG
PGGLYSFR

QMQINF iTRAQ4plex@N-term -0.0170 2809.4060 937.4760 2809.4231 937.4816 3 46.78

10.26 7.5 EYGTHIIISE
DRVIAR

YTYEKVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(R)@

erm; 
15; 
17; 
19

missed K-V@15; missed R-V@19 0.0428 3215.7986 536.9737 3215.7556 536.9665 6 59.90

6.17 3.8 FFSDIR iTRAQ4plex@N-term cleaved I-F@N-term 0.0270 927.5206 464.7676 927.4936 464.7541 2 46.90

10.26 7.5 FKLENVEDPGDAGR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-L@2 0.0150 1833.9614 612.3278 1833.9465 612.3228 3 30.64

10.26 7.5 FTLLRAGVNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed R-A@5 -0.0997 1405.7651 469.5957 1405.8649 469.6289 3 44.39

10.26 7.5 IYELLDLVNEEDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0015 1993.0878 665.3699 1993.0863 665.3694 3 37.95

10.26 7.5 KDESGLNR
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
Oxidation(D)@2

0.0420 1221.6978 611.8561 1221.6557 611.8351 2 48.98

10.26 7.5 LATLKEEWK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@9

-0.0226 1548.9016 517.3078 1548.9241 517.3153 3 34.13

10.26 7.5 LENVEDPGDAGR iTRAQ4plex@N-term 0.0608 1414.7418 708.3782 1414.6810 708.3478 2 27.54

6.17 3.8 LKLLRK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
2; 
5; 
6

cleaved D-L@N-term
missed K-L@2; misse

; cleaved K-P@C-term; 
d R-K@5 0.0536 1202.8976 602.4561 1202.8440 602.4293 2 54.38

10.26 7.5 REVVIPIDAD
FPGGLYSFFPGGLYSFR

GQMQIN iTRAQ4plex@N-term missed R-E@1 0.0577 2965.5820 989.5346 2965.5242 989.5153 3 41.55

6.17 3.8 RIEILR iTRAQ4plex@N-term missed R-I@1 0.0089 942.6185 472.3165 942.6096 472.3121 2 44.48

6.17 3.8 SSILNLEKRIEILR

No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@
Deamidated(R)@

N-term; 
5; 
8; 
14

missed K-R@8; missed R-I@9 -0.0514 1829.0231 915.5188 1829.0744 915.5445 2 47.52

6.17 3.8 VIAR iTRAQ4plex@N-term 0.1089 601.5123 602.5195 601.4033 602.4106 1 53.09

10.26 7.5 WPLPWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0086 1113.6665 557.8405 1113.6579 557.8362 2 34.61

6.17 3.8 YYANIIDIFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0120 1546.8519 774.4332 1546.8639 774.4392 2 50.98

LIC10873

2 8.9 LTQSYNDNKPIEWIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9; 
iTRAQ4plex(K)@15

-0.0332 2280.2148 761.0789 2280.2480 761.0899 3 32.96

3.7 17.3 VHDMPDHVQFNHSR Carbamyl@N-term; 
Deamidated(N)@11 0.0065 1761.7706 588.2642 1761.7642 588.2620 3 44.03

LIC10874

55.19 31.6 AAESVPTM
R

TGSNADL No iTRAQ4plex@N-term cleaved I-A@N-term 0.0404 1618.8025 540.6081 1618.7621 540.5946 3 37.47

55.19 31.6 AANNAHLQELPD iTRAQ4plex@N-term cleaved D-P@C-term 0.0007 1435.7185 718.8665 1435.7177 718.8661 2 28.86

55.19 31.6 AANNAHLQ
K

ELPDPVT iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@16

-0.0148 2006.0527 669.6915 2006.0676 669.6965 3 30.50

55.19 31.6 ADETALSSN
FLESWGDA

VLATTTH
EVTK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@28 0.0378 3280.6721 821.1753 3280.6343 821.1659 4 1.01

55.19 31.6 AIRPGDQTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved L-A@N-term -0.0594 1272.6799 425.2339 1272.7394 425.2537 3 26.99

55.19 31.6 ALNGA No iTRAQ4plex@N-term cleaved D-A@N-term; cleaved A-T@C-term 0.0235 444.2567 445.2640 444.2332 445.2405 1 31.56

55.19 31.6 ALWSNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0057 1005.5908 503.8027 1005.5851 503.7998 2 29.61

55.19 31.6 APRYLGLNPEVAVR
iTRAQ4plex@N-t
Oxidation(P)@2; 
Deamidated(N)@

erm; 

8
missed R-Y@3 0.0273 1714.9761 572.6660 1714.9488 572.6569 3 31.05

55.19 31.6 APSEIPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0066 1028.6176 515.3160 1028.6110 515.3128 2 26.77

55.19 31.6 AQNPATIEGGIEVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0086 1713.9591 857.9868 1713.9505 857.9825 2 45.40

55.19 31.6 DAIAIAVGYGR iTRAQ4plex@N-term 0.0139 1248.7087 625.3616 1248.6948 625.3547 2 52.59

55.19 31.6 DALNGATLS
VSEENIR

ALVSELG iTRAQ4plex@N-term; 
Deamidated(N)@4 -0.0165 2502.2771 835.0996 2502.2935 835.1051 3 39.05



 

55.19 31.6 DAVDLQILV
ENDGK

NLLNSVL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 -0.0135 2569.4072 857.4763 2569.4207 857.4808 3 5.15

55.19 31.6 DSPSTQSIIGDFLR iTRAQ4plex@N-term cleaved L-D@N-term 0.0013 1678.8661 840.4403 1678.8648 840.4397 2 35.52

55.19 31.6 EGLADSSGNLK Glu->pyro-Glu@N-term; 
iTRAQ4plex(K)@11 0.0000 1215.6217 608.8181 1215.6217 608.8181 2 37.01

55.19 31.6 EMHWLR iTRAQ4plex@N-term 0.0181 1014.5372 508.2759 1014.5191 508.2668 2 59.56

55.19 31.6 FNWMQHW
K

YNDFGW iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0117 2246.0283 749.6834 2246.0400 749.6873 3 41.20

55.19 31.6 GIFSIQQPAIR iTRAQ4plex@N-term cleaved R-P@C-term -0.0321 1372.7628 687.3887 1372.7949 687.4047 2 31.97

55.19 31.6 GIFSIQQPAIRPLFNSR iTRAQ4plex@N-term 0.0103 2087.1865 696.7361 2087.1762 696.7327 3 34.89

55.19 31.6 GISSNDVLVLK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@11

-0.0084 1432.8297 717.4221 1432.8381 717.4263 2 31.09

55.19 31.6 GLNPEVAVRGR
iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(R)@

erm; 
3; 
9

cleaved L-G@N-term; missed R-G@9 -0.0239 1312.6982 657.3564 1312.7221 657.3683 2 53.57

55.19 31.6 IRPGDQTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved A-I@N-term -0.0531 1201.6490 401.5570 1201.7023 401.5747 3 26.64

55.19 31.6 IVPYVDLNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0023 1347.8030 674.9088 1347.8006 674.9076 2 31.92

55.19 31.6 KDPASGK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@7

0.0171 1133.6942 567.8544 1133.6770 567.8458 2 47.01

55.19 31.6 LAIRPGDQTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0069 1385.8165 462.9461 1385.8234 462.9484 3 27.98

55.19 31.6 LALAIAAALG
K

ELGANT iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0152 1884.1440 629.0553 1884.1288 629.0502 3 2.21

55.19 31.6 LGLNPEVAVR iTRAQ4plex@N-term cleaved Y-L@N-term -0.0084 1210.7073 606.3609 1210.7156 606.3651 2 30.18

55.19 31.6 LGLNPEVAVRGR
iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(R)@

erm; 
4; 
10

cleaved Y-L@N-term; missed R-G@10 0.0368 1425.8430 476.2883 1425.8062 476.2760 3 44.92

55.19 31.6 LIARIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved P-L@N-term; missed R-I@4 -0.0053 1000.6948 501.3546 1000.7001 501.3573 2 42.55

55.19 31.6 LLDSPSTQSIIGDFLR iTRAQ4plex@N-term 0.0005 1905.0334 953.5240 1905.0329 953.5237 2 37.73

55.19 31.6 LMGAGVAM
K

iTRAQ4plex@N-t
TSLNCIR

iTRAQ4plex@N
Oxidation(N)@12
Methylthio(C)@1
iTRAQ4plex(K)@

erm; term;
; 
3; 
16

cleaved K-P@C-term; missed R-K@15 -0.0077 2014.0361 672.3527 2014.0439 672.3553 3 45.16

55.19 31.6 LRPNGSLK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
4; 
8

cleaved N-L@N-term -0.0168 1172.6953 587.3549 1172.7121 587.3633 2 28.04

55.19 31.6 LSLFETIAIGDGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0096 1650.9341 826.4743 1650.9436 826.4791 2 51.49

55.19 31.6 LTWDNCILLSPALAK
iTRAQ4plex@N-term; 
Methylthio(C)@6; 
iTRAQ4plex(K)@15

0.0037 1991.0864 664.7028 1991.0828 664.7015 3 38.48

55.19 31.6 NGSLK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
5

cleaved P-N@N-term 0.1163 806.5905 404.3025 806.4742 404.2444 2 19.05

55.19 31.6 NLLHQAALVVSLSDR iTRAQ4plex@N-term -0.0098 1779.0027 594.0082 1779.0125 594.0114 3 51.18

55.19 31.6 NLRPNGSLK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@9

0.0041 1286.7592 429.9270 1286.7550 429.9256 3 28.55

55.19 31.6 NSWIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0142 934.5623 468.2884 934.5480 468.2813 2 33.49

55.19 31.6 NWEDLLR iTRAQ4plex@N-term -0.0149 1088.5587 545.2866 1088.5736 545.2941 2 33.13

55.19 31.6 QTIELPAQIQPGMHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0071 1978.0844 660.3687 1978.0914 660.3711 3 32.13

55.19 31.6 QVAYLTRVR iTRAQ4plex@N-term cleaved P-Q@N-term; missed R-V@7 -0.0297 1248.7128 417.2449 1248.7424 417.2548 3 43.56

55.19 31.6 SALAANK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0196 961.5997 481.8071 961.5800 481.7973 2 24.61

55.19 31.6 SDWATVDAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.9785 1278.6868 640.3506 1279.6652 640.8399 2 29.34

55.19 31.6 SLVVAGSLAATTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 1.9196 1506.8264 754.4205 1504.9068 753.4607 2 57.13

55.19 31.6 TAAGAVGTGVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0055 1275.7445 638.8795 1275.7390 638.8768 2 25.23

55.19 31.6 TAAGAVGTGVGKNAY
iTRAQ4plex@N-t
iTRAQ4plex(T)@
iTRAQ4plex(K)@

erm; 
1; 
12

cleaved Y-I@C-term; missed K-N@12 -0.0077 1767.9767 590.3328 1767.9845 590.3354 3 32.47

55.19 31.6 TGTTVTASER iTRAQ4plex@N-term 0.0052 1165.6113 583.8129 1165.6061 583.8103 2 18.73

55.19 31.6 VGVLFVND
GEEWK

VNLVYQA
iTRAQ4plex@N-term; 
Deamidated(N)@7; 
Oxidation(W)@19; 
iTRAQ4plex(K)@20

-0.0885 2583.2581 646.8218 2583.3464 646.8439 4 39.20



3.1 3.3 0.0432 3 44.23

55.19 31.6 VLEYLNVGPQVAYLTR iTRAQ4plex@N-term -0.0022 1978.0988 990.0566 1978.1009 990.0577 2 36.01

55.19 31.6 VPYVDLNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved I-V@N-term 0.0028 1234.7194 618.3669 1234.7165 618.3655 2 30.35

55.19 31.6 YLGLNPEVAVR iTRAQ4plex@N-term 0.0124 1373.7913 687.9029 1373.7789 687.8967 2 32.07

55.19 31.6 YLGLNPEVAVRGR No iTRAQ4plex@
Oxidation(R)@11

N-term; missed R-G@11 0.0715 1458.8658 487.2959 1458.7943 487.2720 3 57.25

55.19 31.6 YYIGDPDQP
QPM

ETLQVAH iTRAQ4plex@N-term cleaved M-L@C-term -0.0105 2345.1016 782.7078 2345.1120 782.7113 3 33.82

39.46 20.4 AAAKIAAK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
8

cleaved I-A@N-term; missed K-I@4 -0.1490 1174.6273 588.3209 1174.7763 588.3954 2 35.37

39.46 20.4 AAGAVGTGVGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved T-A@N-term -0.0571 1174.6343 588.3244 1174.6914 588.3530 2 35.72

39.46 20.4 GRTAAGAVGTGVGK
Methylthio@N-ter
>GluSA(R)@2; 
iTRAQ4plex(K)@

m; Arg-

14
cleaved Y-G@N-term; missed R-T@2 0.0740 1347.7678 674.8912 1347.6938 674.8542 2 33.86

39.46 20.4 PSEIPK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
6 cleaved A-P@N-term -0.0078 813.4641 407.7393 813.4718 407.7432 2 36.72

39.46 20.4 RNWEDLLR Carbamyl@N-term missed R-N@1 0.0098 1143.5884 572.8015 1143.5785 572.7965 2 45.85

39.46 20.4 RYLGLNPEVAVR
No iTRAQ4plex@
Oxidation(Y)@2; 
Deamidated(N)@

N-term; 
Methyl(L)@3; 
6

cleaved P-R@N-term; missed R-Y@1 0.0073 1416.7798 709.3972 1416.7725 709.3935 2 43.17

39.46 20.4 SGEFDRK
iTRAQ4plex@N-t
Oxidation(D)@5; 
iTRAQ4plex(K)@

erm; 
Arg->Orn(R)@6;
7

missed R-K@6 -0.0055 1099.5699 550.7922 1099.5753 550.7949 2 43.77

39.46 20.4 SLAAELK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0154 1018.6421 510.3283 1018.6266 510.3206 2 39.85

LIC10875
3.1 3.3 AFLLVLTITVVDL iTRAQ4plex@N-term cleaved L-G@C-term 0.0032 1559.9692 520.9970 1559.9660 520.9959 3 40.14

3.1 3.3 GTFGIFFTLFLLFCRI iTRAQ4plex@N-t
Methylthio(C)@14

erm; cleaved I-G@N-term;
missed R-I@15

 cleaved I-M@C-term; 0.0071 2084.1184 695.7134 2084.1113 695.7110 3 39.93

3.1 3.3 KLYDVLALGKLYDVLALGWVGSNKWVGSNK
iTRAQ4plex@N-t
iTRAQ4plex(K)@iTRAQ4plex(K)@1;
iTRAQ4plex(K)@

erm; 
1; missed K-L@1 
15

missed K L@1 0.0432 2092094.26344.2634 6699.095199.0951 2094.22032094.2203 699.0807 3 44.23699.0807

LIC10876

9.4 30.6 FALWIPSSSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0131 1422.7985 712.4065 1422.8115 712.4130 2 33.86

9.4 30.6 FEETSSGVF
EIISAAAK

GLFDTPA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@24 0.0084 2774.4341 925.8187 2774.4258 925.8159 3 47.68

9.4 30.6 GYKEDEVLNFIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@12

-0.0115 1886.0399 629.6873 1886.0515 629.6911 3 36.16

9.4 30.6 HPDITTDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved L-H@N-term -0.0106 1213.6440 405.5553 1213.6546 405.5588 3 26.69

9.4 30.6 LHPDITTDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved V-L@N-term 0.0049 1326.7437 443.2552 1326.7387 443.2535 3 28.29

9.4 30.6 VLHPDITTDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0014 1425.8057 476.2758 1425.8071 476.2763 3 38.78

6.14 24.0 YVEVVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0029 1023.6179 512.8162 1023.6208 512.8177 2 38.93

LIC10877

16.68 59.1 ADSPAREAQEAD No iTRAQ4plex@N-term cleaved M-A@N-term
term; missed R-E@6

; cleaved D-P@C- 0.0711 1258.6136 630.3141 1258.5426 630.2786 2 39.95

16.68 59.1 DDLANLQRGEAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 missed R-G@8 -0.0024 1616.8701 539.9640 1616.8726 539.9648 3 29.76

15.6 52.8 DMADSPAR
IAHDGAASR

EAQEADP iTRAQ4plex@N-term cleaved P-D@N-term; missed R-E@8 3.4926 2627.6934 876.9050 2624.2007 875.7408 3 35.91

16.68 59.1 EAQEADPIA
R

HDGAAS Glu->pyro-Glu@N-term 0.0012 1618.7347 810.3746 1618.7336 810.3741 2 39.91

15.6 52.8 FPDMADSP
DPIAHDGAA

AREAQEA
SR iTRAQ4plex@N-term cleaved Y-F@N-term; missed R-E@10 -5.4927 2862.8291 573.5731 2868.3219 574.6717 5 35.95

16.68 59.1 GAGNGTIVGP iTRAQ4plex@N-t
Deamidated(N)@

erm; 
4 cleaved P-A@C-term -0.0200 986.4955 494.2550 986.5155 494.2650 2 29.26

16.68 59.1 GAGNGTIVGPAPR iTRAQ4plex@N-term; 
Deamidated(N)@4 -0.0025 1310.7040 656.3593 1310.7064 656.3605 2 26.54

16.68 59.1 GAGNGTIVG
P

PAPRIGF iTRAQ4plex@N-t
Oxidation(P)@12

erm; cleaved P-V@C-term; missed R-I@13 -0.0038 1739.9403 580.9874 1739.9441 580.9886 3 27.03

16.68 59.1 GAVPVGYY
DVSQLPNK

PYEYLGL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 -0.0081 2829.4751 944.1656 2829.4833 944.1684 3 36.15

16.68 59.1 GLGNPFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0085 1019.5923 510.8034 1019.6007 510.8077 2 30.63

16.68 59.1 GLGNPFKDDLANLQR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0028 1945.0598 649.3605 1945.0625 649.3614 3 51.13



 

16.68 59.1 IGFPVPAVISPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0258 1511.9061 756.9603 1511.9319 756.9732 2 33.76

16.68 59.1 IQGYSDGQ
WGR

IYHVVTAG iTRAQ4plex@N-term -0.0051 2250.1252 751.0490 2250.1303 751.0507 3 34.29

15.6 52.8 IVLYVR iTRAQ4plex@N-term 0.0002 905.5822 453.7984 905.5820 453.7983 2 42.48

16.68 59.1 LQEYENRTK

iTRAQ4plex@N-t
Oxidation(Y)@4; 
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
Oxidation(N)@6;
7; 
9

missed R-T@7 0.0787 1500.8451 501.2890 1500.7664 501.2627 3 28.59

16.68 59.1 PDMADSPAR No iTRAQ4plex@N-term cleaved F-P@N-term 0.0164 958.4343 480.2244 958.4178 480.2162 2 33.85
16.68 59.1 PIAHDGAASR No iTRAQ4plex@N-term cleaved D-P@N-term 0.0015 993.5007 497.7576 993.4992 497.7569 2 25.96

16.68 59.1 RGAGNGTIV
FPVPAVISP

GPAPRIG
K

iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
26

cleaved V-R@N-term
missed R-I@14

; missed R-G@1; 0.0667 2815.7095 704.9346 2815.6428 704.9180 4 34.96

15.6 52.8 SYASQVSPEDR iTRAQ4plex@N-term 0.0005 1381.6600 691.8373 1381.6596 691.8371 2 34.40

16.68 59.1 TPPLEYFPD
R

MADSPA iTRAQ4plex@N-term 0.0012 1949.9327 975.9736 1949.9315 975.9730 2 35.83

LIC10878
4.36 4.4 DQALHHHQ No iTRAQ4plex@N-term cleaved L-D@N-term -0.0101 984.4425 493.2285 984.4526 493.2336 2 39.77

7.16 10.1 FVFPFLLLLNRPNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0511 2005.1610 669.3943 2005.2121 669.4113 3 44.36

7.16 10.1 KPLLNVPFFVAR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 0.0056 1688.0438 563.6885 1688.0381 563.6866 3 35.80

4.36 4.4 LDQALHHHQ Carbamyl@N-term -0.0227 1140.5198 571.2672 1140.5425 571.2785 2 39.66

7.16 10.1 QDQDKDVSHTQFNAR Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@5 -0.0055 1914.8888 639.3035 1914.8942 639.3053 3 27.17

7.16 10.1 STLVIMIYFLK
iTRAQ4plex@N-t
Oxidation(M)@6; 
iTRAQ4plex(K)@

erm; 

11
cleaved L-S@N-term -0.0017 1630.9594 544.6604 1630.9612 544.6610 3 44.46

7.16 10.1 VEQNLINFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0111 1391.7906 696.9026 1391.8016 696.9081 2 31.59

LIC10879

3.61 8.2 DKVPLAELAPELK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
13

missed K-V@2 -0.0296 1854.0895 619.0371 1854.1192 619.0470 3 38.31

3.61 8.2 DYASLPK
iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(Y)@2; 
iTRAQ4plex(K)@7

-0.0161 1224.6918 409.2379 1224.7080 409.2433 3 28.91

3.61 8.2 LAQVTNHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0186 1197.6887 400.2368 1197.7073 400.2431 3 27.27

6.13 18.2 LLNAS No iTRAQ4plex@N-term cleaved S-L@N-term; cleaved S-L@C-term 0.0214 516.3121 517.3194 516.2908 517.2980 1 57.98

6.13 18.2 NHQANPKPFVR Carbamyl@N-term; 
iTRAQ4plex(K)@7 -0.0091 1493.7882 498.9367 1493.7973 498.9397 3 36.73

6.13 18.2 NHQANPKPFVRVK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
Oxidation(P)@8; 
Oxidation(R)@11
iTRAQ4plex(K)@

erm; 
1; 
7; 

; 
13

missed R-V@11 -0.2174 1998.9155 1000.4650 1999.1329 1000.5737 2 29.28

3.61 8.2 SVFTWGYR iTRAQ4plex@N-term 0.0057 1158.6001 580.3073 1158.5944 580.3045 2 32.44
6.13 18.2 VEGWMNPR iTRAQ4plex@N-term 0.0017 1131.5635 566.7890 1131.5617 566.7881 2 40.85

LIC10900
1.6 3.0 DDQYYLGSFRR iTRAQ4plex@N-term missed R-R@10 0.0033 1562.7632 782.3889 1562.7599 782.3872 2 36.94

2.01 3.4 HSDS No iTRAQ4plex@N-term cleaved A-H@N-term; cleaved S-K@C-term -0.0319 444.1286 445.1359 444.1605 445.1678 1 4.08

2.01 3.4 ITGN No iTRAQ4plex@N-term cleaved L-I@N-term; cleaved N-S@C-term 0.0052 403.2119 404.2191 403.2067 404.2140 1 46.98

2.01 3.4 LDSFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-L@N-term 0.0062 896.5273 449.2709 896.5211 449.2678 2 29.80

2.01 3.4 LEYTVIGDTVNLASR
iTRAQ4plex@N-term; 
Oxidation(D)@8; 
Deamidated(N)@11

-0.0294 1810.9141 906.4643 1810.9434 906.4790 2 35.46

2.01 3.4 LILQPTDLKDEPIVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9; 
iTRAQ4plex(K)@15

-0.0069 2153.2969 718.7729 2153.3037 718.7752 3 33.34

2.01 3.4 NLLESAISNGQTR No iTRAQ4plex@N-term -0.0253 1401.6959 701.8552 1401.7212 701.8679 2 27.97

2.01 3.4 QFNK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
1; 
4

cleaved I-Q@N-term 0.0022 824.4659 413.2402 824.4636 413.2391 2 25.26

1.6 3.0 SILAALDMR iTRAQ4plex@N-term 0.0538 1132.6935 567.3540 1132.6396 567.3271 2 48.62

2.01 3.4 SLQTIYAVLGHSK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0771 1559.9564 520.9927 1559.8793 520.9671 3 53.10

LIC10913

1.53 3.5 DVMNLEPLKEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9; 
iTRAQ4plex(K)@11

-0.0302 1746.9613 583.3277 1746.9915 583.3378 3 31.81



4.42 5.3 GVSCFYVK  618.8216 2 40.17

1.53 3.5 GSPTIILFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0207 1262.7635 632.3890 1262.7842 632.3994 2 32.86

1.53 3.5 LDNLIAFMDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0070 1466.8116 734.4131 1466.8047 734.4096 2 37.04

1.53 3.5 LNHK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved I-L@N-term; cleaved K-P@C-term 0.0116 654.4051 655.4124 654.3935 655.4008 1 58.25

LIC10918

2 6.6 ATAIHGNETNR iTRAQ4plex@N-term; 
Deamidated(N)@7 -0.0016 1327.6586 443.5602 1327.6602 443.5607 3 23.51

2 6.6 QIYPQLDPK
No iTRAQ4plex@
Oxidation(D)@7; 
iTRAQ4plex(K)@

N-term; 

9
cleaved A-Q@N-term -0.0089 1260.6748 631.3447 1260.6836 631.3491 2 30.01

LIC10958

4 11.3 AFESLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0078 981.5817 491.7981 981.5739 491.7942 2 32.72

2 4.7 GIIVG iTRAQ4plex@N-term cleaved Q-G@N-term; cleaved G-S@C-term 0.0166 601.4087 602.4160 601.3921 602.3994 1 53.30

4 11.3 IKPVVDQVYSFEEVPK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@16

-0.0158 2308.2886 770.4368 2308.3044 770.4421 3 34.19

4 11.3 LPLIPLSDG
GPGVTR

AGEVVQV iTRAQ4plex@N-term -0.0088 2317.3040 773.4419 2317.3127 773.4449 3 37.51

2 4.7 WKIGDKVC
FDGAP

ANFAQTW
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Methylthio(C)@8

N-term; 
2; 
6; 

cleaved P-E@C-term
missed K-V@6

; missed K-I@2; 0.0350 2587.2944 863.4388 2587.2596 863.4271 3 49.83

LIC10970

2.23 2.2 AHASETAMK
Carbamyl@N-term; 
iTRAQ4plex(S)@4; 
iTRAQ4plex(K)@9

-0.0041 1275.6445 426.2221 1275.6485 426.2234 3 35.16

2.23 2.2 DTPGLTVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0062 1174.6740 588.3442 1174.6801 588.3473 2 37.33

4.42 5.3 EYPVEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0070 1051.5864 526.8005 1051.5793 526.7969 2 26.61

4.42 5.3 GVSCFYVK
iTRAQ4plex@N-term; 
Methylthio(C)@4; Methylthio(C)@4;
iTRAQ4plex(K)@8

0.02850.0285 1231235.65715.6571 6618.835818.8358 1235.62861235.6286 618.8216 2 40.17

2.23 2.2 HPEELINRMR No iTRAQ4plex@
Oxidation(P)@2

N-term; missed R-M@8 0.0913 1309.7474 655.8810 1309.6561 655.8353 2 35.26

4.42 5.3 ILCIFEGTTQIQK
iTRAQ4plex@N-term; 
Methylthio(C)@3; 
iTRAQ4plex(K)@13

-0.0109 1826.9769 914.4957 1826.9878 914.5012 2 56.87

4.42 5.3 KVGLEYSLK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(Y)@6; 
iTRAQ4plex(K)@

erm; 
1; 

9

missed K-V@1 0.0222 1483.9198 742.9672 1483.8975 742.9561 2 39.25

4.42 5.3 NEIAAYVIR iTRAQ4plex@N-term -0.0120 1191.6614 596.8380 1191.6734 596.8440 2 30.76

2.23 2.2 PGLTVGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
7 cleaved T-P@N-term -0.0098 814.4937 408.2541 814.5034 408.2590 2 38.02

2.23 2.2 QVTYLAAR Gln->pyro-Glu@N-term; 
iTRAQ4plex(Y)@4 -0.0015 1047.5820 524.7983 1047.5835 524.7990 2 38.44

LIC10974

2 3.5 MSNAYVIDAVRTPR
iTRAQ4plex@N-t
Oxidation(D)@8; 
Oxidation(P)@13

erm; 
missed R-T@11 0.0596 1767.9655 590.3291 1767.9060 590.3093 3 44.71

2 3.5 TEDGTIVDSDENPR iTRAQ4plex@N-term 0.0003 1690.7771 846.3958 1690.7768 846.3957 2 26.23
LIC10984

2 4.3 AIIEVGDIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0079 1244.7664 623.3904 1244.7584 623.3865 2 36.30

2 4.3 GSNVYDADEKPEEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10; 
iTRAQ4plex(K)@14

-0.0183 2011.9882 671.6700 2012.0064 671.6761 3 27.52

LIC10985

4 8.2 ISNFQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0180 1023.6136 512.8141 1023.5957 512.8051 2 28.29

4 8.2 LKETPQETLVPTK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@13

-0.0146 1915.1210 639.3809 1915.1355 639.3858 3 30.46

4 8.2 NSILNLPVSESSLVVR iTRAQ4plex@N-term -0.0061 1870.0585 936.0365 1870.0646 936.0396 2 34.43

4 8.2 QASPFIRKRHK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
1; 
8; 
9; 
11

missed R-K@7; misse
H@9

d K-R@8; missed R- -0.0237 1801.0452 601.3557 1801.0688 601.3635 3 36.91

LIC11003



1.7 25.4 SRIVVDQATELAER iTRAQ4plex@N-t
Phospho(S)@1

erm; cleaved L-S@N-term; missed R-I@2 0.0627 1809.9735 905.9940 1809.9108 905.9627 2 50.63

LIC11009

2 4.8 IEPAALSTDFEIISAQR iTRAQ4plex@N-term; 
Deamidated(Q)@16 0.0358 2005.0848 669.3689 2005.0490 669.3569 3 39.00

2 4.8 IFDSYEGILEFTTYDK
iTRAQ4plex@N-t
Oxidation(D)@3; 
iTRAQ4plex(K)@

erm; 

16
cleaved L-I@N-term 0.0111 2244.1194 749.0471 2244.1082 749.0433 3 38.01

2 4.8 ISTIPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved Q-I@N-term 0.0295 945.6397 473.8271 945.6103 473.8124 2 52.94

2 4.8 SPAGGVYTDLKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
11; 
12

missed K-K@11 -0.0025 1666.9596 556.6605 1666.9619 556.6613 3 30.53

LIC11013
2.24 1.6 AFAHLVDR Carbamyl@N-term 0.0062 970.5047 486.2596 970.4985 486.2565 2 43.57

4 4.6 EASSLWWL
KLNDSILK

DEERSS
No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(D)@18
iTRAQ4plex(K)@

N-term; 
15; 
; 
22

missed R-S@12; missed K-L@15 -0.0988 2909.4026 728.3579 2909.5014 728.3826 4 34.61

4 4.6 FEKPVVLNER iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 0.0003 1517.8812 506.9677 1517.8809 506.9676 3 30.38

4 4.6 GNPDSIPLALR iTRAQ4plex@N-term; 
Deamidated(N)@2 -0.0537 1296.6624 649.3384 1296.7159 649.3653 2 29.04

4 4.6 ILTAEVPYV
TR

LLWNTSA iTRAQ4plex@N-term -0.0157 2190.2014 731.0744 2190.2170 731.0796 3 40.14

4 4.6 KGNPDSIPLALR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@

erm; 
1; 
3

cleaved W-K@N-term; missed K-G@1 -0.0454 1568.8676 523.9631 1568.9130 523.9783 3 37.77

2.24 1.6 LSGFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-L@N-term 0.0008 838.5164 420.2655 838.5156 420.2651 2 38.83

4 4.6 NFDKENFD
SMLSAK

FPIVSGPY
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
Deamidated(N)@6; 
iTRAQ4plex(K)@22

-0.0039 2938.4749 980.4989 2938.4788 980.5002 3 40.24

2.24 1.6 NLSGFK No iTRAQ4plex@
iTRAQ4plex(K)@6iTRAQ4plex(K)@6

N-term; cleaved P-N@N-term 0.0536 808.5101 405.2623 808.4565 405.2355 2 39.39

4 4.6
RRGDYWM
GTDNFDTIL
PIAFQAFKK

RAYPFYK
FKVYNEE

iTRAQ4plex@N-t
Oxidation(R)@2; 
iTRAQ4plex(Y)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

10; 
14; 
25; 
38; 
39

missed R-R@1; miss
A@8; missed K-G@1
missed K-K@38

ed R-G@2; missed R-
4; missed K-V@25; -0.1754 5704.8271 951.8118 5705.0024 951.8410 6 58.63

4 4.6 YADEKGQPNLSGFK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(P)@8; 
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
5; 

9; 
14

missed K-G@5 -0.0081 2002.0292 668.3503 2002.0373 668.3530 3 38.44

4 4.6 YLTPIQER
iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@1; 
Deamidated(Q)@6

-0.0395 1307.6935 436.9051 1307.7329 436.9182 3 28.41

LIC11024
2 3.3 QTGLEYEREER Gln->pyro-Glu@N-term missed R-E@8 0.0069 1391.6385 696.8265 1391.6317 696.8231 2 27.47

LIC11025

4.04 23.9 FIIDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0229 1035.6802 518.8474 1035.6572 518.8359 2 39.35

4.04 23.9 IEEYISK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0102 1168.6686 585.3416 1168.6583 585.3364 2 30.10

2 8.0 IIDLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved F-I@N-term -0.0006 888.5882 445.3014 888.5888 445.3017 2 38.84

4.04 23.9 LASIFEIYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0005 1370.8048 686.4097 1370.8053 686.4099 2 36.26

4.04 23.9 MVFTNLNS
TK

DIENLMEI iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0089 2399.2407 800.7542 2399.2320 800.7513 3 39.48

LIC11059

2 12.2 EKETQPDYTGK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@11

-0.0220 1726.8883 576.6367 1726.9103 576.6440 3 27.16

LIC11065

2.07 2.9 EAFDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0429 896.5276 449.2711 896.4847 449.2496 2 29.90

2.07 2.9 ENMHLVPAIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0269 1438.8479 480.6233 1438.8210 480.6143 3 44.37

2.07 2.9 FLSNLFK
iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@7

0.0065 1156.6802 579.3474 1156.6736 579.3441 2 42.38



8.42 14.5 SSLLALMLR 0.0195 574.3531 2 42.73

2.07 2.9 IFNNCRIIGR
iTRAQ4plex@N-t
Oxidation(N)@3; 
Methylthio(C)@5

erm; 
Oxidation(N)@4;missed R-I@6 0.0562 1426.7858 714.4001 1426.7295 714.3720 2 54.62

2.07 2.9 IGSVEDILSHPDGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0085 1753.9369 585.6529 1753.9454 585.6557 3 32.87

2.07 2.9 LSNLFK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
6

cleaved F-L@N-term 0.0181 1009.6233 505.8189 1009.6052 505.8099 2 43.12

2.07 2.9 REETQSSSESEK

iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 
1; 
6; 
12

missed R-E@1 -0.0332 1828.8684 915.4415 1828.9016 915.4581 2 41.69

LIC11115

8.42 14.5 EMELGPGDKPR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0030 1515.7988 506.2736 1515.7959 506.2726 3 28.54

8.42 14.5 GAYSFPFIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0176 1316.7549 659.3847 1316.7372 659.3759 2 34.11

8.42 14.5 LPGAFLWDWR iTRAQ4plex@N-term -0.0054 1403.7418 702.8782 1403.7472 702.8809 2 38.32

8.42 14.5 LQIFDTRTQEEYEGK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
2; 
15

missed R-T@7 0.0539 2145.1372 716.0530 2145.0833 716.0351 3 50.31

2.9 3.2 MVYLLR iTRAQ4plex@N-term 0.0073 937.5614 469.7880 937.5541 469.7843 2 44.16

8.42 14.5 NGARSSLLALMLR
iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(R)@4

erm; 
1; cleaved Y-N@N-term; missed R-S@4 0.0246 1561.8978 781.9562 1561.8732 781.9439 2 38.78

8.42 14.5 PGAFLWDW
GNLIEK

RILYDGQ

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(Q)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
9; 
15; 
17; 
21

cleaved L-P@N-term; missed R-I@9 0.0707 2781.4966 696.3814 2781.4258 696.3637 4 40.87

8.42 14.5 QAVSVYGQ
APRVGGAD

TGAGGA
R

Gln->pyro-Glu@N
Oxidation(Y)@6

-term; missed R-V@17 0.1486 2143.1892 715.4037 2143.0406 715.3542 3 48.45

8.42 14.5 SASGYQEATLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0021 1441.7678 721.8912 1441.7656 721.8901 2 27.02

8.42 14.5 SSLLALMLR iTRAQ4plex@N-termiTRAQ4plex@N term 0.0195 1141146.71126.7112 5574.362974.3629 1146.69161146.6916 574.3531 2 42.73

8.42 14.5 SSWNFIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved M-S@N-term -0.0055 1168.6429 585.3287 1168.6484 585.3315 2 42.26

8.42 14.5 TGPLEEILK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved M-T@N-term 0.0441 1286.8130 429.9449 1286.7689 429.9303 3 30.88

LIC11140

4.01 4.3 DCLLVR No iTRAQ4plex@
Methylthio(C)@2

N-term; cleaved P-D@N-term 0.0336 763.4057 764.4130 763.3721 764.3793 1 50.24

4.01 4.3 EKLTPGIWLAPFLVR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(R)@

erm; 
2; 
15

missed K-L@2 -0.0875 2028.1140 677.0453 2028.2016 677.0745 3 44.15

4.01 4.3 KLPIQFFQIDDGYQK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
15

missed K-L@1 -0.0098 2271.2529 758.0916 2271.2629 758.0949 3 36.74

4.01 4.3 KTGILK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
6

cleaved V-K@N-term; missed K-T@1 0.0704 1090.8143 546.4144 1090.7439 546.3793 2 55.47

4.01 4.3 LTPGIWLAPFLVR iTRAQ4plex@N-term 0.0351 1626.0131 814.0138 1625.9779 813.9962 2 2.27

4.01 4.3
MTTAQTQL
GMIFISDDL
TFLKRILELG

MASIIAISG
SLIGEERL

AK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
38; 
46

missed R-L@33; miss
I@39

ed K-R@38; missed R--0.0088 5426.9873 905.5051 5426.9960 905.5066 6 49.98

4.01 3.6 ISLTPIGISR iTRAQ4plex@N-term -0.0168 1199.7191 600.8668 1199.7360 600.8753 2 43.69
4.01 3.6 LLAEEIRR Carbamyl@N-term missed R-R@7 0.0099 1041.6030 521.8088 1041.5931 521.8038 2 43.40

4.01 3.6 LSLIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-L@N-term 0.0197 860.6136 431.3141 860.5939 431.3042 2 41.65

4.01 3.6 RILELGAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 missed R-I@1 0.1641 1186.9282 594.4714 1186.7641 594.3893 2 53.83

LIC11141

2 4.7 EFYDEVIDKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
10

missed K-K@9 -0.0052 1716.9248 573.3156 1716.9300 573.3173 3 32.67

2 4.7 IFHFARMDSLFLRYR
iTRAQ4plex@N-t
iTRAQ4plex(H)@
Deamidated(R)@

erm; 
3; 
6

missed R-M@6; missed R-Y@13 -0.0059 2260.2124 754.4114 2260.2183 754.4134 3 58.10

LIC11147

2.28 8.2 EVFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved D-E@N-term -0.0022 809.4869 405.7507 809.4891 405.7518 2 29.36

2.28 8.2 FVDGGDHSIVIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0046 1630.8876 544.6365 1630.8922 544.6380 3 31.09

2.28 8.2 NITSHDPIYDSGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0021 1733.8807 578.9675 1733.8828 578.9682 3 28.61

LIC11182



LQNSELNK  2

4.05 8.7 ETFSDNFQSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved F-E@N-term -0.0210 1489.7083 745.8614 1489.7293 745.8719 2 28.96

4.05 8.7 FDPSGNNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved L-F@N-term 0.0100 1165.6072 583.8109 1165.5971 583.8058 2 25.75

4.05 8.7 LFDPSGNNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0054 1278.6866 640.3506 1278.6812 640.3479 2 29.18

4.05 8.7 SLFLFETFSDNFQSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
15 cleaved M-S@N-term 0.0226 2097.0889 700.0369 2097.0662 700.0294 3 6.06

LIC11194

23.39 39.5 AAQVEEMITYIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0040 1810.9702 906.4924 1810.9743 906.4944 2 59.04

23.39 39.5 AHDDFGFLR iTRAQ4plex@N-term 0.0463 1220.6523 611.3334 1220.6060 611.3103 2 47.54

23.39 39.5 AKLTGISIPEEANK

No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
2; 
13; 
14

missed K-L@2 0.0038 1759.0010 587.3409 1758.9971 587.3396 3 38.82

23.39 39.5 ALANG No iTRAQ4plex@N-term cleaved A-A@N-term; cleaved G-V@C-term 0.0235 444.2567 445.2640 444.2332 445.2405 1 31.56

23.39 39.5 ANLVAAALA
NVTLDLK

NGVIPAH iTRAQ4plex@N-term; 
Deamidated(N)@10; 
iTRAQ4plex(K)@23

-0.0088 2573.4697 858.8305 2573.4785 858.8334 3 35.51

23.39 39.5 EALFEGEKP
HFAGSEK

FPIIPACE
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8; 
Methylthio(C)@16; 
iTRAQ4plex(K)@24

-0.0010 3123.5767 781.9014 3123.5775 781.9016 4 48.96

23.39 39.5 EIPIHVLIET
EK

NGALQEV iTRAQ4plex@N-term; 
Deamidated(N)@11; 
iTRAQ4plex(K)@19

0.0023 2420.3430 807.7883 2420.3406 807.7875 3 34.47

23.39 39.5 FWEILQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved Y-F@N-term -0.0077 1250.7190 626.3668 1250.7267 626.3706 2 35.11

23.39 39.5 GQFEHELLR iTRAQ4plex@N-term cleaved P-G@N-term 0.0053 1271.6797 424.9005 1271.6744 424.8987 3 30.62

23.39 39.5 IAYITIPKPTR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0117 1559.9525 520.9915 1559.9643 520.9954 3 31.97

23.39 39.5 LEQIRIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 missed R-I@5 0.1733 1186.9375 594.4760 1186.7641 594.3893 2 52.26

23 3923.39 39 539.5 LQNSELNK iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(K)@8 0 0024-0.0024 1232123 6945 6172.6945 6 354517.3545 1232 69681232.6968 617 3557 2 26 75617.3557 26.75

23.39 39.5 LTGISIPEEANK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0175 1558.8986 780.4565 1558.8810 780.4478 2 30.57

23.39 39.5 LTGISIPEEANKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 missed K-R@12 -0.0079 1714.9742 572.6653 1714.9821 572.6680 3 30.95

23.39 39.5 NQYQTYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0163 1231.6278 616.8212 1231.6441 616.8293 2 26.54

23.39 39.5 QAQNAEWGPIQY iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
11 cleaved I-Q@N-term; cleaved Y-A@C-term 0.0619 1548.7950 517.2723 1548.7331 517.2516 3 27.45

23.39 39.5 QDVDIIVPGAGEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0098 1627.8927 814.9536 1627.9025 814.9585 2 29.84

23.39 39.5 SPGQFEHELLR iTRAQ4plex@N-term 0.0053 1455.7645 486.2621 1455.7592 486.2603 3 59.68

23.39 39.5 YFWEILQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0354 1413.7546 707.8846 1413.7900 707.9023 2 41.77

18.95 26.0 ALELQNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0060 1102.6650 552.3398 1102.6590 552.3368 2 37.00

18.95 26.0 IAYITIPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved K-P@C-term 0.0008 1205.7635 603.8890 1205.7627 603.8886 2 43.77

18.95 26.0 RAHDDFGFLR Carbamyl@N-term missed R-A@1 -0.0101 1275.6008 638.8077 1275.6109 638.8127 2 48.59
LIC11196

4.21 15.5 AGEGWNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0091 1048.5636 525.2891 1048.5545 525.2845 2 29.74

4.21 15.5 FELSELFDQSPGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0118 1897.0195 633.3471 1897.0077 633.3432 3 36.31

4.21 15.5 KDIDDNK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
7

cleaved L-K@N-term -0.0279 1278.6866 640.3506 1278.7145 640.3645 2 29.18

4.21 15.5 SVRESGAE
PK

NSALFFG
No iTRAQ4plex@
Deamidated(R)@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
3; 
9; 
17

missed R-E@3 0.0335 1940.9938 648.0052 1940.9602 647.9940 3 35.38

4.21 15.5 VIFEPCLK
iTRAQ4plex@N-term; 
Methylthio(C)@6; 
iTRAQ4plex(K)@8

0.0409 1281.7478 641.8812 1281.7069 641.8607 2 40.29

4.21 15.5 YIIRPSVAVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0105 1432.9115 478.6444 1432.9010 478.6409 3 31.05

2.68 9.0 DAELKPHFAR Carbamyl@N-term; 
iTRAQ4plex(K)@5 0.0282 1369.7506 457.5908 1369.7224 457.5814 3 41.19

LIC11209

9.7 40.3 AEIENEIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0163 1289.6908 645.8527 1289.7071 645.8608 2 28.44



9.7 40.3 FLQPAFVNQPLHLR iTRAQ4plex@N-term 0.0046 1823.0374 608.6864 1823.0328 608.6849 3 33.74

9.7 40.3 FQGQPDVIH
DEIMVK

PGIISTIL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 0.0178 2837.5784 710.4019 2837.5605 710.3974 4 41.87

9.7 40.3 GWFVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0098 923.5571 462.7858 923.5473 462.7809 2 39.11

9.7 40.3 INEAMNFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0031 1253.6650 627.8398 1253.6682 627.8414 2 30.31

9.7 40.3 MKASVRAN
DNPDGLQL

LSFGSSP
K

iTRAQ4plex@N-t
Oxidation(M)@1; 
iTRAQ4plex(K)@
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 

2; 
14; 
24

missed K-A@2; missed R-A@6 -0.1049 3123.5786 781.9019 3123.6834 781.9281 4 49.11

9.7 40.3 QPAFVNQPLHLR Gln->pyro-Glu@N-term cleaved L-Q@N-term 0.0102 1401.7620 701.8882 1401.7517 701.8831 2 34.40
LIC11216

2 2.3 ADNRLYPR
EELIQLQLK

IDPVTDKI

iTRAQ4plex@N-t
Oxidation(D)@2; 
Deamidated(R)@
Oxidation(P)@11
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 

4; 
; 
15; 
23; 
25

cleaved F-A@N-term
missed R-I@8; misse

; missed R-L@4; 
d K-I@15 0.0581 3445.9614 575.3342 3445.9034 575.3245 6 53.41

2 2.3 ESSNQIVAT
KKDKIR

MALQQE

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(D)@18
iTRAQ4plex(K)@

erm; 
13; 
16; 
17; 
; 
19

missed K-K@16; missed K-I@19 -0.0017 3009.6599 502.6172 3009.6616 502.6175 6 59.41

2 2.3 GFAVVASEITR iTRAQ4plex@N-term; 
iTRAQ4plex(T)@10 -0.0176 1436.8055 719.4100 1436.8231 719.4188 2 58.03

2 2.3 GFAVVASEITRL iTRAQ4plex@N-t
Deamidated(R)@

erm; 
11 cleaved L-A@C-term; missed R-L@11 0.0177 1406.8069 704.4107 1406.7891 704.4018 2 39.88

2 2.3 IDPVTDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0331 1074.6495 538.3320 1074.6165 538.3155 2 43.09

2 2.3 KIVENSVRVY
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(R)@8O dat o ( )@8

erm; 
1; cleaved Y-A@C-term

missed R-V@8
; missed K-I@1; -0.0350 1509.8408 504.2876 1509.8759 504.2992 3 42.70

2 2.3 NADFSHPV
K

EVEEDSN iTRAQ4plex@N-term; 
Deamidated(N)@15; 
iTRAQ4plex(K)@16

0.0141 2104.9932 1053.5040 2104.9793 1053.4969 2 24.43

2 2.3 VNLLALNAAIEAAR iTRAQ4plex@N-term; 
Deamidated(N)@2 -0.0501 1582.8665 792.4405 1582.9164 792.4655 2 45.28

2 2.3 VREMLNTILNF
iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(M)@4

erm; 
2; cleaved F-S@C-term; missed R-E@2 -0.0487 1509.7496 755.8821 1509.7983 755.9064 2 27.86

2 2.3 VYAEILSGLEHLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0186 1758.9939 587.3386 1759.0124 587.3447 3 38.92

LIC11219

10.57 29.0 AFQFVEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0089 1155.6443 578.8294 1155.6532 578.8339 2 31.14

10.57 29.0 ATINDLPVGR iTRAQ4plex@N-term cleaved Q-A@N-term -0.0136 1198.6655 600.3400 1198.6792 600.3469 2 29.11

10.57 29.0 DYNVLTEGGVAL iTRAQ4plex@N-t
Oxidation(D)@1

erm; cleaved L-R@C-term 0.1006 1409.8165 470.9461 1409.7160 470.9126 3 31.17

10.57 29.0 DYNVLTEGGVALR iTRAQ4plex@N-term 0.0061 1549.8282 775.9214 1549.8222 775.9184 2 42.35

10.57 29.0 EGGIGEIK Glu->pyro-Glu@N-term; 
iTRAQ4plex(K)@8 0.0326 927.5474 464.7810 927.5147 464.7646 2 39.69

9 21.8 EGGIGEIKYPLIADLTK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
17

missed K-Y@8 -0.0178 2248.2866 750.4362 2248.3044 750.4421 3 53.08

10.57 29.0 GTFIIDPAGVI iTRAQ4plex@N-t
Oxidation(D)@6

erm; cleaved I-R@C-term -0.0189 1261.6851 631.8498 1261.7040 631.8593 2 36.03

10.57 29.0 GTFIIDPAGVIR iTRAQ4plex@N-term 0.0151 1401.8253 701.9199 1401.8102 701.9124 2 34.01

9 21.8 LSDYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0000 912.5161 457.2653 912.5160 457.2653 2 36.78

10.57 29.0 PQVTSLAPDFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved M-P@N-term 0.0027 1489.8411 745.9278 1489.8384 745.9265 2 39.17

10.57 29.0 QATINDLPVGR iTRAQ4plex@N-term -0.0437 1326.6940 664.3542 1326.7377 664.3762 2 28.79

10.57 29.0 QVTSLAPDFK

iTRAQ4plex@N-t
Deamidated(Q)@
Dehydrated(T)@3
Dehydrated(S)@
iTRAQ4plex(K)@

erm; 
1; 
; 

4; 
10

cleaved P-Q@N-term -0.0044 1357.7441 679.8793 1357.7485 679.8815 2 30.70

10.57 29.0 SISRDYNVL
R

TEGGVAL iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(R)@17

erm; 
7; missed R-D@4 -0.0554 2009.9951 1006.0050 2010.0504 1006.0325 2 50.31

9 21.8 VALR iTRAQ4plex@N-term cleaved G-V@N-term -0.0190 601.3843 602.3915 601.4033 602.4106 1 52.53

10.57 29.0 YPLIADLTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0021 1320.7919 661.4032 1320.7897 661.4021 2 33.13
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2 5.0 FSLK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0034 637.3887 638.3960 637.3921 638.3994 1 55.89

2 5.0 QASAA Gln->pyro-Glu@N-term cleaved E-Q@N-term; cleaved A-L@C-term 0.0411 429.2271 430.2343 429.1860 430.1932 1 27.90

2 5.0 SVQDQSDS
ADGK

ASGALVH iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 0.0023 2159.0723 720.6980 2159.0698 720.6972 3 28.38
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4.01 11.1 ALSLGDSRDGFFAKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 missed R-D@8; missed K-R@14 0.0465 1927.0984 643.3734 1927.0519 643.3579 3 36.58

2 2.7 EEGN Glu->pyro-Glu@N-term cleaved T-E@N-term; cleaved N-V@C-term 0.1861 429.3357 430.3430 429.1496 430.1569 1 58.43

4.01 11.1 FQGYDPVE
GDLDNLYA

TEEGNVL
PTR iTRAQ4plex@N-term -0.0080 3055.4453 1019.4890 3055.4533 1019.4917 3 38.56

4.01 11.1 GDIVTFAPPFR iTRAQ4plex@N-term 0.0023 1362.7441 682.3793 1362.7418 682.3782 2 33.32

4.01 11.1 GDIVTFAPP
DSR

FRALSLG iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(D)@17

erm; 
11; missed R-A@11 -0.0405 2179.0989 1090.5570 2179.1395 1090.5770 2 39.55

4.01 11.1 GFVKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved W-G@N-term; missed K-R@4 0.0503 893.6194 447.8170 893.5691 447.7918 2 19.00

4.01 11.1 IDDPQRGD
R

IVTFAPPF iTRAQ4plex@N-t
Deamidated(R)@

erm; 
17 missed R-G@6 -0.1780 2087.8982 696.9733 2088.0762 697.0327 3 59.89

2 2.7 IGDFLFVNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0000 1339.7744 670.8945 1339.7744 670.8945 2 48.76

4.01 11.1 SLFLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0119 1023.6327 512.8236 1023.6208 512.8177 2 39.09
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4 18.5 ASAVVTEEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0026 1220.6882 611.3514 1220.6856 611.3501 2 25.12

4 18.5 IGGSATEGISR No iTRAQ4plex@N-term 0.0128 1046.5485 524.2815 1046.5356 524.2751 2 25.49

4 18.5 IGGSATEGI
GK

SRQPEAG iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
18 missed R-Q@11 -0.0507 2002.0181 668.3466 2002.0687 668.3635 3 25.43
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4.02 12.1 AETVQNDIKK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@iTRAQ4plex(K)@9;
iTRAQ4plex(K)@

erm; 
6; 
9; missed K-K@9

10

-0.0449 1577.8542 526.9587 1577.8990 526.9736 3 27.43

4.02 12.1 DEANAIVAEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0083 1417.7574 709.8860 1417.7656 709.8901 2 28.49

4.02 12.1 LEAEALLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0202 1173.7012 587.8578 1173.7213 587.8679 2 50.69

4.02 12.1 LEAEALLKD
AK

YEARLNS

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(Y)@10
Oxidation(N)@15
iTRAQ4plex(K)@

erm; 
8; 
; 
; 
18

missed R-L@13 -0.0506 2497.3247 833.4489 2497.3753 833.4657 3 49.68
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2 5.4 LGSILSEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0478 1133.7378 567.8762 1133.6900 567.8523 2 47.11

2 5.4 NVPE No iTRAQ4plex@N-term cleaved T-N@N-term; cleaved E-E@C-term 0.0384 457.2557 458.2630 457.2173 458.2245 1 0.29

2 5.4 SIASQLGEIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0204 1332.7653 667.3899 1332.7856 667.4001 2 30.76

2 5.4 SIASQLGEIKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
10; 
11

missed K-K@10 -1.0532 1603.9296 535.6505 1604.9827 536.0015 3 31.95
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2.05 4.2 AILEANCSEQIAR iTRAQ4plex@N-term; 
Methylthio(C)@7 0.0645 1606.8574 804.4360 1606.7929 804.4037 2 48.99

2.05 4.2 GISFFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0182 985.6022 493.8084 985.5840 493.7993 2 43.54

2.05 4.2 GLCGGYNSNVNR iTRAQ4plex@N-term; 
Methylthio(C)@3 0.0145 1442.6661 481.8960 1442.6517 481.8912 3 23.96

4.03 8.0 SATDAASEM
YNRVR

IKLLTRG
No iTRAQ4plex@
Oxidation(D)@4; 
iTRAQ4plex(K)@
Deamidated(R)@

N-term; 

11; 
15

missed K-L@11; miss
V@19

ed R-G@15; missed R 0.0055 2512.3245 838.4487 2512.3190 838.4469 3 56.15

2.05 4.2 THLDDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved Y-T@N-term 0.0296 1015.5838 508.7992 1015.5542 508.7844 2 52.83

2.05 4.2 TVALLIITANR iTRAQ4plex@N-term -0.0841 1327.7468 664.8807 1327.8309 664.9227 2 56.74

2.05 4.2 VLESLLPLVVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0012 1496.9797 749.4971 1496.9785 749.4965 2 37.53

4.03 8.0 VNASHPFSNK
iTRAQ4plex@N-term; 
Deamidated(N)@2; 
iTRAQ4plex(K)@10

0.0056 1388.7349 463.9189 1388.7292 463.9170 3 38.16

NA



 

32.93 50.3 AAPSFDELTSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0328 1452.7377 727.3761 1452.7704 727.3925 2 30.20

32.93 50.3 AIALSSTDGLIR iTRAQ4plex@N-term -0.0033 1359.7811 680.8978 1359.7844 680.8995 2 31.28
32.93 50.3 ATLGR iTRAQ4plex@N-term cleaved D-A@N-term 0.0543 660.4584 661.4656 660.4041 661.4113 1 55.38

32.93 50.3 AVRAIALSSTDGLIR iTRAQ4plex@N-t
Oxidation(D)@11

erm; missed R-A@3 0.0432 1702.0292 568.3503 1701.9859 568.3359 3 37.72

32.93 50.3 DLQDIIAILG
DK

MDELSED iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0117 2420.2119 807.7446 2420.2236 807.7485 3 40.06

32.93 50.3 DLQDIIAILG
DKVLVARAR

MDELSED iTRAQ4plex@N-t
Oxidation(D)@4; 
iTRAQ4plex(K)@

erm; 

19
missed K-V@19; missed R-A@24 0.1197 3201.8357 534.6465 3201.7159 534.6266 6 59.67

32.93 50.3 DSIGTDVLLFVDNIFR iTRAQ4plex@N-term -0.0382 1967.0104 984.5125 1967.0486 984.5316 2 44.09

32.93 50.3 ETIIAEVQTHIGGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0430 1782.9653 595.3290 1783.0083 595.3434 3 33.37

32.93 50.3 EVISGNYDH
MVGSIDDAI

LPEQAFY
EK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@27 2.0123 3329.6335 833.4156 3327.6213 832.9126 4 39.09

32.93 50.3 FLSQPFHVA
PGK

EVFTGA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0081 2219.2063 740.7427 2219.1983 740.7400 3 35.73

32.93 50.3 FSQAGSEVSALLGR iTRAQ4plex@N-term -0.0365 1564.7966 783.4056 1564.8331 783.4238 2 33.53

32.93 50.3 GQEVSNTG
GDATLGR

KPISVPV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0210 2469.3220 824.1146 2469.3431 824.1216 3 30.59

32.93 50.3 IDLLAPYIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved V-I@N-term -0.0013 1332.8247 667.4196 1332.8261 667.4203 2 34.80

32.93 50.3 IFNVLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0100 1077.6890 539.8517 1077.6790 539.8468 2 37.45

32.93 50.3 MPSAVGYQP iTRAQ4plex@N-t
iTRAQ4plex(Y)@

erm; 
7 cleaved P-T@C-term 0.0938 1236.7355 619.3750 1236.6416 619.3281 2 35.57

32.93 50.3 MPSAVGYQ
GALQER

PTLSTEM iTRAQ4plex@N-term; 
Oxidation(M)@1 -0.0070 2425.1670 809.3962 2425.1739 809.3986 3 34.30

32.93 50.3 NVFGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved T-N@N-term -0.0042 851.5067 426.7606 851.5109 426.7627 2 27.74

32.93 50.3 PISVPVGDATLGR No iTRAQ4plex@N-term cleaved K-P@N-term 0.0129 1280.7218 641.3682 1280.7089 641.3617 2 40.90
32.93 50.3 SQAGSEVSALLGR iTRAQ4plex@N-term cleaved F-S@N-term 0.0071 1417.7719 709.8932 1417.7647 709.8896 2 31.17

32.93 50.3 TIDEGPAITVK Carbamyl@N-term; 
iTRAQ4plex(K)@11 0.0501 1329.7764 665.8954 1329.7262 665.8704 2 28.91

32.93 50.3
TREGNDLWREMKESTREGNDLW
GVIDKTVLC
P

iTRAQ4plex@N-tREMKES
YGQMNE

iTRAQ4plex@N
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Methylthio(C)@23

erm; term;
12; 
19; 

cleaved P-P@C-term
missed R-E@9; misse

; missed R-E@2; 
d K-T@19 -0.0013 3975.9304 994.9899 3975.9317 994.9902 4 41.84

32.93 50.3 TVLIQELINNIAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0052 1756.0651 586.3623 1756.0702 586.3640 3 38.41

32.93 50.3 VALSALTMAEHFR iTRAQ4plex@N-term 0.0045 1588.8563 530.6260 1588.8517 530.6245 3 35.23

32.93 50.3 VIDLLAPYIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0002 1431.8947 716.9546 1431.8945 716.9545 2 36.73

32.93 50.3 VMNAQVLG
R

EEHYLVA iTRAQ4plex@N-term -0.0036 1972.0287 658.3502 1972.0322 658.3513 3 32.57

32.93 50.3 VMNAQVLG
REVQR

EEHYLVA iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(H)@11

erm; 
3; missed R-E@16 0.0036 2501.2854 834.7691 2501.2818 834.7679 3 59.78

23.14 31.3 PPGARLRV
AEHFR

ALSALTM iTRAQ4plex@N-term cleaved E-P@N-term
missed R-V@7

; missed R-L@5; 3.4153 2339.7175 780.9131 2336.3021 779.7747 3 51.50

23.14 31.3 PYIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved A-P@N-term 0.0470 807.5569 404.7857 807.5098 404.7622 2 41.44

23.14 31.3 TGLFGGAGVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0134 1250.7092 626.3619 1250.7227 626.3686 2 41.39
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11.48 17.4 AENPLTCVVLGTGK
iTRAQ4plex@N-term; 
Methylthio(C)@7; 
iTRAQ4plex(K)@14

-0.0014 1734.9238 868.4692 1734.9252 868.4699 2 47.72

14.01 24.4 AETMEVRGR iTRAQ4plex@N-term missed R-G@7 -0.0233 1191.5919 596.8032 1191.6152 596.8149 2 24.03

14.01 24.4 ALKEPTDEILDGIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@14

-0.0117 1973.1293 658.7170 1973.1410 658.7210 3 33.23

14.01 24.4 AVRESAEQAGAR iTRAQ4plex@N-t
Oxidation(R)@3; 

erm; 
Cation:K(E)@4 missed R-E@3 0.0544 1441.7341 481.5853 1441.6798 481.5672 3 25.58

14.01 24.4 DGVIADFETVEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0274 1609.8717 805.9431 1609.8443 805.9294 2 36.58

14.01 24.4 GEIVAIRPMK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
7; 
10

cleaved P-G@N-term 0.0002 1401.8259 701.9202 1401.8257 701.9201 2 33.95

14.01 24.4 GQGIVLSEP
ATGK

SVVAVHA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -0.0061 2207.2458 736.7559 2207.2518 736.7579 3 32.30

11.48 17.4 GRDAISGLPR Carbamyl@N-term missed R-D@2 -0.0056 1083.5730 542.7938 1083.5785 542.7965 2 38.38



;

14.01 24.4 GRDAISGLP
NEIR

RTLELES

iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(D)@3; 
Deamidated(R)@
Deamidated(N)@

erm; 
2; 

10; 
17

missed R-D@2; missed R-T@10 -0.0535 2388.1719 797.0646 2388.2254 797.0824 3 25.99

14.01 24.4 IVIGVPSGITEVER iTRAQ4plex@N-term -0.0182 1611.9136 806.9641 1611.9318 806.9732 2 33.18

14.01 24.4 KYLDELK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
7

cleaved G-K@N-term; missed K-Y@1 -0.0407 1339.7670 447.5963 1339.8077 447.6098 3 30.78

14.01 24.4 LTGGG No iTRAQ4plex@N-term cleaved V-L@N-term; cleaved G-C@C-term 0.0052 403.2119 404.2191 403.2067 404.2140 1 46.98

14.01 24.4 LTIGNAFPEKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
10; 
11

missed K-K@10 -0.0048 1648.9830 550.6683 1648.9878 550.6699 3 32.51

14.01 24.4 NQYNLVVGER No iTRAQ4plex@N-term 0.0077 1190.6121 596.3133 1190.6044 596.3095 2 29.04

14.01 24.4 RAVRESAEQAGAR Methylthio@N-term; Methyl(R)@4 missed R-A@1; missed R-E@4 0.0048 1459.7362 487.5860 1459.7314 487.5844 3 24.73

14.01 24.4 TEVERRAV
GAR

RESAEQA No iTRAQ4plex@N-term cleaved I-T@N-term; 
missed R-A@6; misse

missed R-R@5; 
d R-E@9 0.0053 2014.0356 672.3525 2014.0304 672.3507 3 48.53

14.01 24.4 TLELESNEIRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 missed R-K@10 -2.0605 1616.8529 539.9583 1618.9134 540.6451 3 29.91

14.01 24.4 TPGEIVAIRPMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0100 1598.9323 533.9847 1598.9422 533.9880 3 50.35

14.01 24.4 TPPELASDIVER iTRAQ4plex@N-term 0.0038 1469.7886 735.9016 1469.7848 735.8997 2 31.13

11.48 17.4 TTFVKPR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0015 1135.6971 568.8558 1135.6957 568.8551 2 37.32

14.01 24.4 VKPRI iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2

cleaved F-V@N-term
missed R-I@4

; cleaved I-V@C-term; 0.0682 899.6842 450.8494 899.6160 450.8153 2 53.62

11.48 17.4 VLAVGQEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0118 1201.7393 601.8769 1201.7274 601.8710 2 37.79

11.48 17.4 YIKPGIR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 0.0011 1133.7175 567.8660 1133.7164 567.8655 2 40.45

14.01 24.4 YLRNQYNL
EDIK

VVGERTA

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(Q)@
Deamidated(N)@ea dated( )@
iTRAQ4plex(K)@

erm; 
4; 
5; 
7; 

missed R-N@3; miss

19

ed R-T@13 0.0200 2571.3625 858.1281 2571.3424 858.1214 3 43.71
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2 1.8 FRVGIQYSIGSGDPNR
iTRAQ4plex@N-t
Oxidation(Y)@7; 
Oxidation(N)@15

erm; 
missed R-V@2 0.0111 1940.9938 648.0052 1940.9826 648.0015 3 35.38

2 1.8 NFADGFEIFIGR iTRAQ4plex@N-term; 
Deamidated(N)@1 -0.0357 1529.7279 510.9166 1529.7636 510.9285 3 26.18

2 1.8 QIFGFGDNR
DGQTGNSF

YVGGRN
DGARVK

Gln->pyro-Glu@N
Oxidation(F)@5; 
iTRAQ4plex(K)@

-term; 
Oxidation(N)@8; 
29

missed R-Y@9; misse
V@27

d R-N@14; missed R- -0.1275 3290.4299 1097.8170 3290.5575 1097.8598 3 23.91

2 1.8 QRDDLNTVGFR Gln->pyro-Glu@N-term missed R-D@2 0.0078 1302.6394 652.3270 1302.6317 652.3231 2 29.98

2 1.8 TDKLWFGD
RPR

IFRTGFQI
No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(R)@
Deamidated(R)@

N-term; 
3; 
17; 
19

missed K-L@3; missed R-T@11 -0.0298 2498.2896 833.7704 2498.3192 833.7803 3 58.80

LIC11273

3.75 7.8 DELAPDPAAKLNLLVR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed K-L@10 0.0030 2022.1747 675.0655 2022.1717 675.0645 3 46.71

3.75 7.8 FRDELAPDPAAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 missed R-D@2 -0.0237 1616.8529 539.9583 1616.8766 539.9661 3 29.91

3.75 7.8 LIAGKLTIELR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; No 
5 missed K-L@5 -0.0201 1369.8578 457.6266 1369.8779 457.6332 3 33.71

3.75 7.8 RTLSRLYGSGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 missed R-T@1; missed R-L@5 -0.0127 1524.8853 509.3024 1524.8980 509.3066 3 38.42

3.75 7.8 SALAQGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved A-S@N-term 0.0056 961.5856 481.8001 961.5800 481.7973 2 24.72

3.75 7.8 SKPSVIIDMAK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@11

-0.0118 1619.9528 540.9915 1619.9646 540.9955 3 33.07

3.75 7.8 TASALAQGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved M-T@N-term 0.0293 1133.6942 567.8544 1133.6648 567.8397 2 47.01

LIC11274

1.4 33.6
GEVPGGQN
TAANNQQT
GDR

QQNTGA
GGTPEQD

iTRAQ4plex@N-term; 
Deamidated(N)@8; 
Dehydrated(T)@12; 
Phospho(T)@22; 
Oxidation(P)@26

-0.1517 3419.2852 855.8286 3419.4369 855.8665 4 25.35

LIC11294

6 5.0 ADWAEGLGVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0099 1332.7183 667.3664 1332.7281 667.3713 2 32.07



LADFM  2

4.04 3.6 AFIF iTRAQ4plex@N-term cleaved H-A@N-term; cleaved F-Y@C-term 0.0104 640.3810 641.3883 640.3706 641.3779 1 58.72

6 5.0 AHTRA iTRAQ4plex@N-term cleaved G-A@N-term
term; missed R-A@4

; cleaved A-D@C- -0.0010 698.3936 699.4008 698.3946 699.4018 1 40.20

4.04 3.6 AIIADLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0040 1030.6670 516.3408 1030.6630 516.3388 2 40.05

6 5.0 INSFIQNVILQK

iTRAQ4plex@N-term; 
Deamidated(Q)@6; 
Oxidation(N)@7; 
Deamidated(Q)@11; 
iTRAQ4plex(K)@12

0.0070 1721.9877 575.0032 1721.9807 575.0009 3 35.45

4.04 3.6 LAEPSDHHTK Carbamyl@N-term; 
iTRAQ4plex(K)@10 0.0084 1320.6628 441.2282 1320.6544 441.2254 3 35.83

6 5.0 TEETDAAVAAEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0052 1521.7715 761.8930 1521.7766 761.8956 2 26.06

6 5.0 TVLFVIANVVFIR
iTRAQ4plex@N-t
Oxidation(F)@11
Deamidated(R)@

erm; 
; 
13

cleaved F-T@N-term -0.0533 1650.9298 826.4722 1650.9831 826.4988 2 48.49

6 5.0 VKDIAELVADNLQ iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0002 1714.9707 858.4926 1714.9709 858.4927 2 36.35

4.04 3.6 YNDNYENPR iTRAQ4plex@N-term; 
Carboxy(D)@3 0.0113 1371.5927 686.8036 1371.5813 686.7979 2 34.15

LIC11310

6 20.2 AINQ No iTRAQ4plex@N-term cleaved T-A@N-term; cleaved Q-Y@C-term 0.0235 444.2567 445.2640 444.2332 445.2405 1 31.56

6 20.2 ILYLDGVPDLQR iTRAQ4plex@N-term -0.0139 1544.8546 773.4346 1544.8684 773.4415 2 34.05

6 20.2 INVGNNIEEILK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@12

-0.0030 1643.9308 822.9727 1643.9338 822.9742 2 33.44

6 20.2 INVGNNIEE
EYAAVERFN

ILKVDLEL
R

iTRAQ4plex@N-t
Oxidation(N)@2; 
Deamidated(N)@
iTRAQ4plex(K)@
Oxidation(F)@25
Deamidated(N)@

erm; 

6; 
12; 
; 
26

missed K-V@12; missed R-F@24 -0.0437 3481.7747 871.4509 3481.8184 871.4619 4 16.28

2 092.09 6 76.7 LADFMKK iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(K)@6 0 01250.0125 1011101 5792 5061.5792 5 796906.7969 1011 56671011.5667 506 7906 2 44 05506.7906 44.05

6 20.2 NWGFK
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@5

0.0514 939.5573 470.7859 939.5058 470.7602 2 31.47

6 20.2 VDLELEYAAVER iTRAQ4plex@N-term 0.0011 1549.8121 775.9133 1549.8110 775.9128 2 52.56
LIC11334

1.7 4.9 DIYSTDYTLQR iTRAQ4plex@N-term 0.0113 1517.7598 759.8871 1517.7484 759.8815 2 29.88
LIC11355

2.01 3.4 IADYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved A-I@N-term 0.0062 896.5273 449.2709 896.5211 449.2678 2 29.80

2.01 3.4 VGRPNVPIIER iTRAQ4plex@N-term -0.0013 1392.8309 465.2843 1392.8323 465.2847 3 30.57
2.01 3.4 VPIIER iTRAQ4plex@N-term cleaved N-V@N-term 0.0038 869.5495 435.7820 869.5456 435.7801 2 33.04

LIC11359
9.28 12.2 IFEIER iTRAQ4plex@N-term 0.0384 949.5739 475.7942 949.5355 475.7750 2 42.32
9.28 12.2 IMIYR iTRAQ4plex@N-term 0.0192 838.5049 420.2597 838.4857 420.2501 2 40.64

LIC11364

6 15.2 DGVTVTALCPGPTK
No iTRAQ4plex@N-term; 
Methylthio(C)@9; 
iTRAQ4plex(K)@14

0.0225 1547.8035 516.9418 1547.7809 516.9343 3 59.67

6 15.2 EELQMVQV
LTHLFLQGM

NVASLVE
VERK

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
22; 
27; 
28

missed R-K@27 0.0156 3529.8923 883.4803 3529.8768 883.4765 4 35.25

6 15.2 EVAEIGYDALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0084 1494.8258 748.4202 1494.8173 748.4159 2 30.98

6 15.2 EVAEIGYDALKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
11; 
12

missed K-K@11 0.0043 1767.0187 590.0135 1767.0144 590.0121 3 32.04

6 15.2 GIGYELSKL
ILVAR

IAADGYDL No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
8 cleaved M-G@N-term; missed K-L@8 -0.0380 2493.3584 832.1268 2493.3965 832.1394 3 56.78

6 15.2 LIAADGYDLILVAR iTRAQ4plex@N-term -0.0077 1645.9448 823.9797 1645.9525 823.9835 2 54.68

6 15.2 SVVIAGALN
RITPR

KILAQSV
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
Oxidation(R)@17

erm; 
9; 
10; missed K-I@10; missed R-I@17 -0.0050 2510.5103 503.1093 2510.5152 503.1103 5 59.13

6 15.2 VDILSLDLADPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0052 1585.9119 793.9632 1585.9171 793.9658 2 34.74

LIC11370

4.77 9.9 DSLTPVMG
K

ALISQIST iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -1.9899 2046.1532 683.0583 2048.1431 683.7216 3 37.27

4.77 9.9 GETLIR iTRAQ4plex@N-term cleaved D-G@N-term 0.0117 831.5054 416.7599 831.4936 416.7541 2 26.80



3.53 6.5 missed 3 25.75

4.77 9.9 GEVVVIDENFGVR iTRAQ4plex@N-term 0.0542 1575.8921 788.9533 1575.8379 788.9262 2 47.42

4.77 9.9 NVTSPAALV
IR

LPDGETL iTRAQ4plex@N-term 0.0086 2009.1365 1005.5760 2009.1279 1005.5712 2 36.78

4.77 9.9 VQFLLSLST
YRR

ASDLLNL iTRAQ4plex@N-t
iTRAQ4plex(S)@
Deamidated(N)@

erm; 
6; 
15

missed R-R@18 -0.0807 2497.3340 833.4520 2497.4148 833.4789 3 45.14

LIC11380
1.63 3.0 GSIFDELR iTRAQ4plex@N-term 0.0052 1079.5786 540.7966 1079.5733 540.7939 2 32.09

1.63 3.0 NVIVEAIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0127 1172.7500 587.3823 1172.7372 587.3759 2 29.73

LIC11389

2 5.1 FAEELDELEKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed K-R@10 0.0102 1665.8918 556.3046 1665.8817 556.3012 3 33.14

2 5.1 LEAEMEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0534 1136.6526 569.3336 1136.5991 569.3068 2 27.86

2 5.1 SGGIKTPGV
N

PDDAIES iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(P)@10

erm; 
5; cleaved N-P@C-term; missed K-T@5 -0.0024 1959.9969 981.0057 1959.9993 981.0069 2 33.34

2 5.1 WLSRSGGI
DAIESNP

KTPGVPD iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 missed R-S@4; missed K-T@9 -0.0488 2583.3049 646.8335 2583.3536 646.8457 4 40.67

LIC11394

3.53 6.5 KSEEIEEEGR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-S@1 -0.0304 1492.7310 498.5843 1492.7613 498.5944 3 27.76

3.53 6.5 LGTIVGKAID
SEK

IREEIIQA
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 
7; 
19; 
21

missed K-A@7; missed R-E@12 0.1714 2858.8643 715.7233 2858.6928 715.6805 4 7.42

3.53 6.5 QMIQDSKEKVK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
7; 
9; 
11

cleaved F-Q@N-term; missed K-V@9 -0.0202 1909.0951 637.3723 1909.1154 637.3791 3 34.01

3.53 6.5 SEEIEEEGRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed R-K@9 -0.0304 1492.7310 498.5843 1492.7613 498.5944 3 27.76

3.53 6.5 VDRGGVIIE
AR

TDVGAID iTRAQ4plex@N-t
iTRAQ4plex(T)@

erm; 
10 missed R-G@3 0.0169 2143.2009 715.4076 2143.1841 715.4020 3 53.28

3.53 6.5 YREENEEQYREENEEQVRVR iTRAQ4plex@N-tiTRAQ4plex@N erm missed R-E@2term  R E@2 -0.00580.0058 1491494.71264.7126 4499.244899.2448 1494.71851494.7185 499.2468 3 25.75499.2468
LIC11405

13.51 14.2 ASSEEGIDL
LER

NLQSLSE iTRAQ4plex@N-term cleaved L-A@N-term 0.0616 2233.1812 745.4010 2233.1196 745.3805 3 9.10

13.51 14.2 DIFEIMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0111 1182.6674 592.3409 1182.6562 592.3354 2 41.34

13.51 14.2 GENIVLREE
K

MNEFNG
No iTRAQ4plex@
Oxidation(R)@7; 
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 

14; 
16

missed R-E@7 0.0066 2038.9817 680.6678 2038.9752 680.6657 3 34.99

13.51 14.2 GGITINPDFTIIAFPDR iTRAQ4plex@N-term 0.0503 1990.1149 996.0647 1990.0646 996.0396 2 41.51

13.51 14.2 GKYEQIVPALIAK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
13

missed K-Y@2 -0.0143 1861.1259 621.3826 1861.1402 621.3874 3 33.59

13.51 14.2 GYKPVEFIDFLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
12

cleaved L-G@N-term -0.0518 1887.0353 630.0190 1887.0871 630.0363 3 34.32

4.53 3.3 LGQIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved L-L@N-term -0.0014 845.5565 423.7855 845.5578 423.7862 2 36.53

4.53 3.3 LLNIVDIK Carbamyl@N-term; 
iTRAQ4plex(K)@8 -0.0467 1113.6412 557.8279 1113.6879 557.8512 2 51.98

4.53 3.3 LPYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 0.0056 807.5154 404.7650 807.5098 404.7622 2 37.82

4.53 3.3 LVVHEVNEAR Carbamyl@N-term 0.0729 1207.7039 604.8592 1207.6309 604.8227 2 40.27

13.51 14.2 MSNDSVLL
QNDLK

QELDKLE

iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(D)@12
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
; 
13; 
17; 
20

missed K-L@13 0.0646 2781.4966 696.3814 2781.4319 696.3653 4 40.87

13.51 14.2 NGKDIFEIMK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(M)@9; 
iTRAQ4plex(K)@

erm; 
3; 

10

cleaved F-N@N-term 0.0332 1641.9457 548.3225 1641.9125 548.3115 3 33.80

4.53 3.3 NIVLR No iTRAQ4plex@N-term cleaved E-N@N-term 0.0614 613.4526 614.4598 613.3911 614.3984 1 53.71

13.51 14.2 QMELILPVLKLLNIVDIK
Gln->pyro-Glu@N
iTRAQ4plex(K)@
iTRAQ4plex(K)@

-term; 
10; 
18

cleaved Y-Q@N-term; missed K-L@10 -0.1292 2362.3225 788.4481 2362.4517 788.4912 3 32.39



13.51 14.2 QNDFYLKG
QVTIYSSILK

VLEKLTQL

Gln->pyro-Glu@N
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

-term; 
2; 
7; 
12; 
26

cleaved F-Q@N-term
missed K-L@12

; missed K-G@7; -0.0913 3456.8572 865.2216 3456.9485 865.2444 4 58.41

13.51 14.2 RTEQELLNPDIGIFPEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
17 missed R-T@1 -0.0829 2286.1636 763.0618 2286.2463 763.0894 3 34.38

4.53 3.3 SSILK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved Y-S@N-term 0.0171 690.4569 691.4642 690.4398 691.4471 1 58.76

13.51 14.2 TEQELLNPDIGIFPEK
iTRAQ4plex@N-term; 
Oxidation(P)@8; 
iTRAQ4plex(K)@16

0.0723 2146.2124 716.4114 2146.1401 716.3873 3 32.89

13.51 14.2 TKDQNTMELLLGQIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@15

-0.0094 2163.2205 722.0807 2163.2299 722.0839 3 37.33

13.51 14.2 VFVIPDEILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0023 1459.8917 730.9531 1459.8894 730.9520 2 35.16

4.53 3.3 VNIPPINVEM
YHLVYQRK

ELNLLRK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@
Deamidated(Q)@
Oxidation(R)@24
iTRAQ4plex(K)@

erm; 
2; 
7; 
17; 
23; 
; 
25

missed R-K@16; mis
K@24

sed K-Y@17; missed R -0.0946 3529.8750 883.4760 3529.9696 883.4997 4 50.38

13.51 14.2 VRTKDQNT
K

MELLLGQI

iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
2; 
4; 
7; 
17

cleaved L-V@N-term; missed R-T@2 -0.0245 2420.3430 807.7883 2420.3674 807.7964 3 34.47

13.51 14.2 VSIYGLHLLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0024 1429.8876 477.6365 1429.8901 477.6373 3 34.56

13.51 14.2 YHAFEEIAG
LK

LVPLEQN iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0053 2358.2881 787.1033 2358.2827 787.1015 3 41.29

13.51 14.2 YVQTHPILPSVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0105 1668.9702 557.3307 1668.9807 557.3342 3 31.57

LIC11409LIC11409

3.43 5.2 AIEFFTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0230 1142.6349 572.3247 1142.6579 572.3362 2 35.66

2.29 1.9 DALSAILPFVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0005 1460.8842 731.4493 1460.8846 731.4496 2 50.82

3.43 5.2 EHPLDFDN
QDFLER

SGNEIKP iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0156 2787.3552 697.8461 2787.3708 697.8500 4 38.25

3.43 5.2 IGEFAEGAVR Delta:H(2)C(2)@N-term; 
Methyl(E)@3 0.0057 1087.5719 544.7932 1087.5662 544.7904 2 32.83

2.29 1.9 IIMSAESRRVTGAR iTRAQ4plex@N-term missed R-R@8; missed R-V@9 -0.0964 1689.8467 564.2895 1689.9430 564.3216 3 29.92

3.43 5.2 ILPFVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved A-I@N-term -0.0048 1003.6626 502.8386 1003.6674 502.8410 2 33.05

3.43 5.2 ISNKSEIDK

iTRAQ4plex@N-t
Oxidation(N)@3; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

4; 
9

missed K-S@4 0.0250 1480.8713 741.4429 1480.8462 741.4304 2 35.53

3.43 5.2 LAEAYSIPAMKI
iTRAQ4plex@N-t
Oxidation(P)@8; 
iTRAQ4plex(K)@

erm; 

11
cleaved I-S@C-term; missed K-I@11 -0.0153 1609.8840 805.9493 1609.8993 805.9569 2 47.64

3.43 5.2 PGPVLLDFPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved R-P@N-term 0.0035 1369.8248 685.9197 1369.8213 685.9179 2 52.38

2.29 1.9 PQDFLER iTRAQ4plex@N-t
Oxidation(P)@1

erm; cleaved K-P@N-term 0.0462 1063.5883 532.8014 1063.5420 532.7783 2 42.99

2.29 1.9 SADDIAR iTRAQ4plex@N-term; 
Oxidation(R)@7 0.0432 906.4961 454.2553 906.4529 454.2337 2 39.37

3.43 5.2 TGAR No iTRAQ4plex@N-term cleaved V-T@N-term 0.0304 403.2484 404.2556 403.2179 404.2252 1 47.41
3.43 5.2 VTGAR iTRAQ4plex@N-term 0.0410 646.4294 647.4367 646.3884 647.3957 1 57.10

LIC11410

2 11.2 LPDVLEVED
VSR

LAYHDC iTRAQ4plex@N-term; 
Methylthio(C)@15 -0.0285 2262.0498 755.0239 2262.0782 755.0334 3 38.36

LIC11413

4.01 4.7 ASIVSFPSLFDPNSVK
iTRAQ4plex@N-term; 
Oxidation(P)@12; 
iTRAQ4plex(K)@16

-0.0907 2010.9962 1006.5050 2011.0870 1006.5508 2 54.57

4.01 4.7 GKEFETALEEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@11

-0.0213 1711.9146 571.6454 1711.9358 571.6525 3 31.90

4.01 4.7 IPVLVK
iTRAQ4plex@N-term; 
Oxidation(P)@2; 
iTRAQ4plex(K)@6

0.0360 971.6983 486.8564 971.6623 486.8384 2 57.82



4.01 4.7 LSDLEIKEID
QR

FFQNQIA
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
Deamidated(Q)@15; 
Deamidated(Q)@18

-0.2186 2596.1443 866.3887 2596.3628 866.4615 3 24.61

4.01 4.7 MSPEELSG
GK

QVIHVSIP iTRAQ4plex@N-term; 
iTRAQ4plex(S)@14; 
iTRAQ4plex(K)@18

-0.0321 2339.2563 585.8214 2339.2884 585.8294 4 36.47

4.01 4.7 QNITPLLPEF iTRAQ4plex@N-term cleaved F-V@C-term 0.1017 1314.8323 439.2847 1314.7305 439.2508 3 41.20
LIC11421

2.03 1.3 AFFS No iTRAQ4plex@N-term cleaved V-A@N-term; cleaved S-G@C-term 0.0070 470.2235 471.2308 470.2165 471.2238 1 59.58

2.03 1.3 AILPAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0751 899.6799 450.8472 899.6048 450.8097 2 55.02

7.22 7.2 ASVNIQISS
YK

ALILVGTL
iTRAQ4plex@N-term; 
Deamidated(Q)@6; 
Phospho(T)@16; 
iTRAQ4plex(K)@19

-0.0178 2358.2876 787.1031 2358.3055 787.1091 3 37.16

7.22 7.2 ELRKSATNL
DK

MELIADS

iTRAQ4plex@N-t
Oxidation(R)@3; 
iTRAQ4plex(K)@
Deamidated(N)@
Oxidation(D)@17
iTRAQ4plex(K)@

erm; 

4; 
8; 
; 
18

missed R-K@3; missed K-S@4 -0.0235 2498.3030 833.7749 2498.3263 833.7827 3 45.82

7.22 7.2 ENSLSSFLSIANK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.1021 1696.8219 566.6146 1696.9239 566.6486 3 33.72

7.22 7.2 FVIIDELIDI iTRAQ4plex@N-t
Oxidation(F)@1

erm; cleaved Y-F@N-term; cleaved I-N@C-term -0.0471 1348.7141 675.3643 1348.7612 675.3879 2 31.02

7.22 7.2 GSTFIPK

iTRAQ4plex@N-term; 
iTRAQ4plex(T)@3; 
Oxidation(P)@6; 
iTRAQ4plex(K)@7

-0.0132 1196.6998 599.3572 1196.7130 599.3638 2 48.17

7.22 7.2 ITESIWNILR iTRAQ4plex@N-term 1.0098 1388.8043 695.4094 1387.7945 694.9045 2 36.96

2.03 1.3 LSSSG iTRAQ4plex@N-term cleaved A-L@N-term; cleaved G-M@C-term 0.0195 593.3337 594.3409 593.3142 594.3215 1 50.51

7.22 7.2 QEAYDENLEK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@10iTRAQ4plex(K)@10 -0.0018 1364.6200 683.3173 1364.6218 683.3182 2 37.33

7.22 7.2 QGAFQIINSESALK Gln->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
14 cleaved L-Q@N-term 0.1190 1631.9832 545.0016 1631.8641 544.9620 3 33.59

7.22 7.2 QNIYKSQMK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
5; 
9

missed K-S@5 -0.0033 1571.8674 524.9631 1571.8707 524.9642 3 31.92

7.22 7.2 RFEQKNSFEIVR

No iTRAQ4plex@
Deamidated(Q)@
iTRAQ4plex(K)@
Oxidation(N)@6

N-term; 
4; 
5; missed R-F@1; missed K-N@5 -0.0503 1712.8466 571.9561 1712.8968 571.9729 3 43.71

7.22 7.2 RSEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved A-R@N-term; missed R-S@1 0.1145 806.5999 404.3072 806.4854 404.2500 2 15.49

7.22 7.2 SATNLMELI
DLLEK

ADSDKFP iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
14; 
21

missed K-F@14 -0.0051 2781.4785 928.1667 2781.4836 928.1685 3 40.98

7.22 7.2 TGTLQGAF
K

QIINSESAL

iTRAQ4plex@N-term; 
iTRAQ4plex(T)@3; 
Deamidated(Q)@5; 
Deamidated(Q)@9; 
iTRAQ4plex(K)@18

0.0412 2311.3047 771.4422 2311.2637 771.4285 3 3.01

7.22 7.2 TISSMLASLNVAR No iTRAQ4plex@N-term -0.0005 1361.7333 681.8739 1361.7337 681.8741 2 37.44

7.22 7.2 TISSMLASLNVARK

No iTRAQ4plex@
Deamidated(N)@
Oxidation(R)@13
iTRAQ4plex(K)@

N-term; 
10; 
; 
14

missed R-K@13 0.0354 1650.9451 826.4798 1650.9096 826.4621 2 51.59

7.22 7.2 TNSAVGSK
iTRAQ4plex@N-t
iTRAQ4plex(T)@
iTRAQ4plex(K)@

erm; 
1; 
8

cleaved F-T@N-term 0.0287 1194.7222 598.3683 1194.6934 598.3540 2 34.32
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4 22.1 ISVGNLPQE
K

LTEDELK iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
16; 
17

missed K-K@16 -0.0135 2344.3079 782.4432 2344.3215 782.4478 3 34.14

4 22.1 QIAVVDSEELKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
11; 
12

missed K-K@11 0.0017 1790.0531 597.6917 1790.0515 597.6911 3 30.48
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2.02 10.1 EDLVIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved A-E@N-term 0.0513 1003.6670 502.8408 1003.6157 502.8151 2 39.40

2.02 10.1 NLGAGEVIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved F-N@N-term -0.0191 1187.6926 594.8536 1187.7118 594.8632 2 28.69



)@

2.02 10.1 NPFTFNLGAGEVIK

iTRAQ4plex@N-term; 
Deamidated(N)@1; 
Oxidation(N)@6; 
iTRAQ4plex(K)@14

-0.0516 1810.9193 906.4669 1810.9709 906.4927 2 52.88
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4 12.7 FYQAISHFLAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0066 1611.9082 538.3100 1611.9017 538.3078 3 37.74

4 12.7 IPYDHLK
iTRAQ4plex@N-term; 
Oxidation(P)@2; 
iTRAQ4plex(K)@7

0.0049 1188.6796 595.3470 1188.6746 595.3446 2 31.99

4.01 13.3 MLTHDLAYAR Carbamyl@N-term -0.0067 1232.5905 617.3025 1232.5972 617.3059 2 43.43

4 12.7 MLTHDLAYARELR iTRAQ4plex@N-t
Oxidation(Y)@8

erm; missed R-E@10 0.0059 1747.9220 583.6479 1747.9161 583.6460 3 32.30

4 12.7 SASVEAMER iTRAQ4plex@N-term 0.0067 1122.5529 562.2837 1122.5461 562.2803 2 25.38

4 12.7 VVIY iTRAQ4plex@N-term cleaved F-V@N-term; cleaved Y-G@C-term -0.0034 636.3934 637.4007 636.3968 637.4041 1 55.92
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10.5 19.1 ALNYQFQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0197 1298.7030 650.3588 1298.7227 650.3686 2 40.19

10.5 19.1 CILFAR iTRAQ4plex@N-term; 
Methylthio(C)@1 0.0137 911.4980 456.7563 911.4843 456.7494 2 46.62

10.5 19.1 DISEVPEQMR iTRAQ4plex@N-term -0.0106 1346.6516 674.3331 1346.6622 674.3384 2 38.86

10.5 19.1 ENLLEFISK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -1.0098 1378.7806 690.3976 1379.7904 690.9025 2 48.49

10.5 19.1 FDLDAFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.9242 1254.7815 628.3980 1255.7056 628.8601 2 49.96

10.5 19.1 IGGEADKK
Carbamyl@N-ter
iTRAQ4plex(K)@
iTRAQ4plex(K)@

m; 
7; 
8

missed K-K@7 0.0008 1147.6449 574.8297 1147.6441 574.8293 2 34.18

10.5 19.1 LEFISK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-L@N-term -0.0834 1023.5375 512.7760 1023.6208 512.8177 2 38.65

10.5 19.1 SKEPQISSLPIDR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0183 1756.9744 586.6654 1756.9927 586.6715 3 42.81

10.5 19.1 VQNIEKENLLEFISK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6; 
iTRAQ4plex(K)@15Q p e ( 5

-0.0335 2235.2505 746.0908 2235.2840 746.1019 3 54.43

10.5 19.1 YVMHLVESK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved L-Y@N-term 0.0006 1392.7684 465.2634 1392.7679 465.2632 3 44.80
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2.52 10.4 AELVNPFLEAATIVFR iTRAQ4plex@N-term 0.0013 1933.0808 967.5477 1933.0795 967.5470 2 3.95

2.52 10.4 IRGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved L-I@N-term; missed R-G@2 0.0452 616.4594 617.4667 616.4142 617.4215 1 55.94

2.52 10.4 KPSLGISLFSK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@11

-0.0104 1607.9872 537.0030 1607.9976 537.0065 3 36.37

2.01 10.4 LEAATIVFR iTRAQ4plex@N-term cleaved F-L@N-term -0.0153 1162.6678 582.3412 1162.6832 582.3489 2 48.10

2.52 10.4 SLFSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-S@N-term -0.0083 868.5179 435.2662 868.5262 435.2704 2 31.05
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8.01 12.2 ATGFSASETGIR iTRAQ4plex@N-term 0.0214 1339.7068 670.8607 1339.6854 670.8500 2 28.28

7.05 9.5 ATGFSASET
DEAR

GIREELS Carbamyl@N-term missed R-E@12 0.0056 2168.0037 1085.0090 2167.9982 1085.0064 2 43.58

8.01 12.2 DNPNLMNG
ALQEK

FVMEINQ

iTRAQ4plex@N-term; 
Deamidated(N)@7; 
Deamidated(N)@14; 
Deamidated(Q)@15; 
iTRAQ4plex(K)@20

0.0325 2595.2764 866.0994 2595.2440 866.0886 3 48.61

8.01 12.2 DQSLLDLWELK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0139 1646.8984 824.4565 1646.9123 824.4634 2 36.89

7.05 9.5 IASLLGANIQELK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0146 1656.9872 829.5009 1657.0018 829.5082 2 47.61

8.01 12.2 INNSQGPDLR iTRAQ4plex@N-term 0.1004 1256.7599 419.9272 1256.6595 419.8938 3 31.57

8.01 12.2 LGSNTQFLK
iTRAQ4plex@N-term; 
Oxidation(F)@7; 
iTRAQ4plex(K)@9

-0.0446 1310.6992 656.3569 1310.7438 656.3792 2 33.82

8.01 12.2 LLLEIR iTRAQ4plex@N-term 0.0643 899.6569 450.8357 899.5926 450.8036 2 51.60

8.01 12.2 NASIIYDTLLNSDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0614 1967.0205 656.6808 1967.0819 656.7012 3 32.43

8.01 12.2 NIAPSLAED
AFQTIR

PSTLQSC iTRAQ4plex@N-term; 
Methylthio(C)@16 -0.0137 2551.2395 851.4205 2551.2532 851.4250 3 36.98

8.01 12.2 RKNFLK
Protein Terminal 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

Acetyl@N-term; 
2; 
6

cleaved E-R@N-term
missed K-N@2

; missed R-K@1; -0.0090 1134.7028 568.3586 1134.7117 568.3631 2 51.47

8.01 12.2 SFFDVISGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0129 1286.7244 644.3694 1286.7114 644.3630 2 44.75



 

8.01 12.2 VGGPYK
iTRAQ4plex@N-term; 
Oxidation(P)@4; 
iTRAQ4plex(K)@6

0.0279 923.5599 462.7872 923.5320 462.7733 2 32.34
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5.3 41.2 ETLIVTSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0138 1177.7024 589.8585 1177.7162 589.8654 2 28.29

5.3 41.2 GFMTSGDAIDGLNEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0637 1841.8436 921.9291 1841.9073 921.9609 2 31.15

5.3 41.2 IHQLIDDAVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0076 1438.8464 480.6227 1438.8387 480.6202 3 54.91

6.28 41.2 IHQLIDDAVKR Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
10 missed K-R@10 -0.0051 1493.8385 498.9535 1493.8436 498.9551 3 50.15

6.28 41.2 RSTVRPTDF Carbamyl@N-term missed R-S@1 0.0041 1120.5667 561.2906 1120.5625 561.2885 2 38.23
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8 9.2 DGASLVTGILNINGR iTRAQ4plex@N-term cleaved L-D@N-term -0.0837 1642.8287 822.4216 1642.9124 822.4635 2 52.20
8 9.2 DVAVYGHDFTLR iTRAQ4plex@N-term 0.0432 1535.8286 512.9501 1535.7854 512.9358 3 43.90

8 9.2 DYVYKDEVSSIQK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@13

-0.0255 2005.0479 669.3566 2005.0733 669.3651 3 30.77

8 9.2 ELLNKPLLGGGVDR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0176 1768.0273 590.3497 1768.0451 590.3556 3 42.09

8 9.2 GGPKVHGQ
TGDELGSLR

SGVVDIV iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved L-G@N-term; missed K-V@4 0.2835 2664.7273 445.1285 2664.4439 445.0813 6 58.30

8 9.2 GLYEEANELGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0422 1509.7496 755.8821 1509.7919 755.9032 2 27.86

8 9.2 IGGHVVAFV
ASGQIDIGA

ANNSAV
ARK

No iTRAQ4plex@
Oxidation(D)@21
iTRAQ4plex(K)@

N-term; 
; 
27

missed R-K@26 -0.0223 2781.4785 928.1667 2781.5008 928.1742 3 40.98

8 9.2 IIDIR No iTRAQ4plex@N-term cleaved S-I@N-term 0.0320 628.4229 629.4301 628.3908 629.3981 1 2.25

8 9.2 ILVQHSKDR
K

MTVWERI
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
7; 
15; 
17

missed R-M@9; missed R-I@15 -0.0985 2571.3701 858.1306 2571.4685 858.1634 3 46.86

8 9.2 KLLDSIIDIR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(D)@8; Oxidation(D)@8;
Oxidation(R)@10

erm; 
1; missed K-L@1 0.0471 1504.9539 502.6586 1504.9068 502.6429 3 41.31

8 9.2 LLDSIIDIRTPR No iTRAQ4plex@
Cation:Na@C-ter

N-term; 
m missed R-T@9 0.0061 1432.8075 478.6098 1432.8014 478.6077 3 35.13

8 9.2 LYQNWGK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
4; 
7

cleaved I-L@N-term 0.0788 1196.7222 599.3683 1196.6433 599.3289 2 52.85

8 9.2 NILFQNLDYLIR iTRAQ4plex@N-term -0.0095 1664.9277 833.4711 1664.9372 833.4759 2 38.11

10.42 10.6 IAVMGPAGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0102 1130.6624 566.3384 1130.6725 566.3435 2 39.35

10.42 10.6 ILVQHSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0065 1111.7023 556.8584 1111.6957 556.8551 2 37.53

10.42 10.6 IVLPGTTR iTRAQ4plex@N-term -0.0087 999.6111 500.8128 999.6199 500.8172 2 40.56
10.42 10.6 LTLIIR iTRAQ4plex@N-term -0.0279 871.5698 436.7921 871.5977 436.8061 2 44.37
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6.14 3.7 DNLIRLGNILR iTRAQ4plex@N-t
Oxidation(R)@5

erm; missed R-L@5 -0.0936 1455.7708 486.2642 1455.8643 486.2954 3 45.13

6.14 3.7 DSVVYPMALAPELR iTRAQ4plex@N-term 0.0151 1703.9189 852.9667 1703.9038 852.9592 2 34.27
6.14 3.7 EAMEIFDSIGIR iTRAQ4plex@N-term 0.1303 1523.9078 762.9612 1523.7776 762.8961 2 55.07

6.14 3.7 EAPDLPPMIK
iTRAQ4plex@N-term; 
Oxidation(P)@6; 
iTRAQ4plex(K)@10

-0.0048 1413.7733 707.8939 1413.7781 707.8963 2 55.72

6.14 3.7 EAVIPEEFR iTRAQ4plex@N-term cleaved L-E@N-term 0.1054 1232.7578 617.3862 1232.6523 617.3334 2 47.79

6.14 3.7 EIAACAATHPK
iTRAQ4plex@N-term; 
Methylthio(C)@5; 
iTRAQ4plex(K)@11

0.0181 1444.7592 482.5937 1444.7410 482.5876 3 29.59

6.14 3.7 IEQIISIAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0143 1301.8019 651.9082 1301.8162 651.9154 2 32.96

6.14 3.7 IIKDVDLEIAWK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; No 
iTRAQ4plex(K)@12

0.0282 1730.0504 577.6907 1730.0222 577.6813 3 58.16

6.14 3.7 LEAVIPEEFRKTETR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 missed R-K@10; missed K-T@11 -0.1863 2104.9861 702.6693 2105.1724 702.7314 3 22.38

6.14 3.7 LFIVEVMK
iTRAQ4plex@N-t
Oxidation(F)@2; 
iTRAQ4plex(K)@

erm; 

8
cleaved P-L@N-term -0.0132 1281.7478 641.8812 1281.7610 641.8878 2 40.29

6.14 3.7 LTLITRPIGELIK
iTRAQ4plex@N-term; 
Deamidated(R)@6; 
iTRAQ4plex(K)@13

-0.0142 1755.0972 586.0397 1755.1113 586.0444 3 39.00

6.14 3.7 NIHR No iTRAQ4plex@N-term cleaved N-N@N-term 0.0155 538.3131 539.3204 538.2976 539.3049 1 42.11

6.14 3.7 NPDMGLFVHYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0489 1607.8862 536.9694 1607.8374 536.9531 3 47.69



6.14 3.7 NWSKPLAD
SIR

EIRDDQGI iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
4

cleaved M-N@N-term; missed R-D@11 -0.0160 2501.2957 834.7725 2501.3118 834.7779 3 51.60

6.14 3.7 PIGELIK
iTRAQ4plex@N-t
Oxidation(P)@1; 
iTRAQ4plex(K)@

erm; 

7
cleaved R-P@N-term 0.0276 1072.7012 537.3578 1072.6736 537.3441 2 43.30

6.14 3.7 VVSKPEEVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@9

-0.0409 1445.8409 482.9543 1445.8819 482.9679 3 28.76
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8.92 6.4 AGDHGKGF
R

AVVASEV iTRAQ4plex@N-t
Oxidation(D)@3; 
iTRAQ4plex(K)@

erm; 
Oxidation(H)@4;
6

missed K-G@6 0.0227 1919.0332 960.5239 1919.0105 960.5125 2 50.43

5.25 4.0 AGNLISQIVPSIR iTRAQ4plex@N-term -0.0017 1510.8937 756.4541 1510.8953 756.4549 2 47.15

8.92 6.4 ESVLFFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0065 1156.6802 579.3474 1156.6736 579.3441 2 42.38

8.92 6.4 GLNEVVEALER iTRAQ4plex@N-term 0.0026 1371.7506 686.8826 1371.7480 686.8813 2 34.72

8.92 6.4 IAEQRKIENEELIRVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
6; No 
16

missed R-K@5; misse
V@14

d K-I@6; missed R- 0.0009 2255.3213 752.7811 2255.3205 752.7808 3 34.86

8.92 6.4 IGTLFSSIEELKEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12; 
iTRAQ4plex(K)@14

-0.0099 2025.1624 676.0614 2025.1723 676.0647 3 37.36

8.92 6.4 ISSGDLTQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0004 1235.6970 618.8558 1235.6965 618.8555 2 27.75

5.25 4.0 LEEIEK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
6 cleaved S-L@N-term 0.0621 903.5656 452.7901 903.5035 452.7590 2 37.68

8.92 6.4 LGTVVEWS
IQKQR

DVTEQNK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
15; 
17; 
18

missed K-I@15; missed K-Q@18 -0.0442 2790.4800 931.1672 2790.5241 931.1820 3 21.08

8.92 6.4 LIGTNIDIFHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0053 1557.9175 520.3131 1557.9122 520.3114 3 34.06

8.92 6.4 LIGTNIDIFHKNPAYQR No iTRAQ4plex@
iTRAQ4plex(K)@iTRAQ4plex(K)@11

N-term; 
11 missed K-N@11 0.0192 2143.1853 715.4023 2143.1660 715.3959 3 51.72

8.92 6.4 LIGTNIDIFH
GLL

KNPAYQR iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@

erm; 
11; 
16

cleaved L-D@C-term
missed R-G@17

; missed K-N@11; -0.0717 2571.3701 858.1306 2571.4417 858.1545 3 46.86

8.92 6.4 LSEIIGDIIVR iTRAQ4plex@N-term -0.0158 1370.8097 686.4121 1370.8255 686.4200 2 56.60

5.25 4.0 LSLGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved Y-L@N-term 0.0044 804.5357 403.2751 804.5313 403.2729 2 38.14

8.92 6.4 NFNIVYMNK
iTRAQ4plex@N-term; 
Oxidation(M)@7; 
iTRAQ4plex(K)@9

0.0289 1445.7870 723.9008 1445.7581 723.8863 2 58.51

8.92 6.4 QLSNFNLSN
SFHK

LMGTNID

iTRAQ4plex@N-term; 
Deamidated(Q)@1; 
Deamidated(N)@4; 
Deamidated(N)@6; 
Deamidated(N)@9; 
iTRAQ4plex(K)@20

0.0900 2571.3306 858.1175 2571.2407 858.0875 3 35.08

8.92 6.4 QTNLLALNAAIEAAR No iTRAQ4plex@
Oxidation(N)@3

N-term; cleaved Y-Q@N-term 0.0227 1583.8857 792.9501 1583.8631 792.9388 2 58.32

8.92 6.4 SDFFTDLSSFR iTRAQ4plex@N-term 0.0086 1464.7094 733.3619 1464.7007 733.3576 2 35.70
8.92 6.4 TNLLALNAAIEAAR iTRAQ4plex@N-term cleaved Q-T@N-term 0.0412 1583.9529 792.9837 1583.9117 792.9631 2 37.52

LIC11531
21.41 56.7 ADLGAYYNR iTRAQ4plex@N-term -0.0284 1185.5616 593.7881 1185.5900 593.8023 2 28.13
21.41 56.7 ANSVIGLADDALR iTRAQ4plex@N-term -0.0291 1457.7668 729.8907 1457.7960 729.9053 2 33.05

21.41 56.7 ARLNPTASM
ANMHQR

WFHMG

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(N)@
Oxidation(M)@9; 
Deamidated(N)@

erm; 
2; 
4; 

16

cleaved F-A@N-term; missed R-L@2 -0.0003 2518.1423 840.3881 2518.1426 840.3881 3 37.24

21.41 56.7 AVQAANGIYTEEDR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
6 cleaved L-A@N-term -0.0079 1680.7998 841.4072 1680.8077 841.4111 2 27.68

21.41 56.7 AYENIQAAESR iTRAQ4plex@N-t
Oxidation(R)@11

erm; cleaved N-A@N-term -0.0010 1410.6851 706.3498 1410.6861 706.3503 2 26.16

21.41 56.7 DIEKLSSGMRINR
No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(N)@

N-term; 
4; 
12

missed K-L@4; missed R-I@10 0.0059 1662.8904 832.4525 1662.8845 832.4495 2 45.37

21.41 56.7 DTDMAEQMTSFTR iTRAQ4plex@N-term 0.0018 1675.7322 838.8734 1675.7304 838.8725 2 31.38

21.41 56.7 FNSESMGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0024 1186.5920 594.3033 1186.5896 594.3021 2 27.21

21.41 56.7 GLMNAYENIQAAESR iTRAQ4plex@N-term -0.0165 1809.8636 905.9391 1809.8801 905.9473 2 32.11

21.41 56.7 IINHNISAIFAHR iTRAQ4plex@N-term cleaved M-I@N-term -0.0217 1648.9066 550.6428 1648.9283 550.6501 3 40.57



8 22.1 835.8942 2 32.43

21.41 56.7 INHNISAIFAH iTRAQ4plex@N-term cleaved I-I@N-term; cleaved H-R@C-term 0.0790 1379.8221 690.9183 1379.7432 690.8789 2 56.80

21.41 56.7 INHNISAIFAHRTL iTRAQ4plex@N-t
Deamidated(N)@

erm; 
4

cleaved I-I@N-term; c
missed R-T@12

leaved L-K@C-term; -0.0133 1750.9468 584.6562 1750.9600 584.6606 3 36.06

21.41 56.7 IRDTDMAEQMTSFTR iTRAQ4plex@N-term missed R-D@2 0.0111 1944.9266 649.3162 1944.9155 649.3125 3 32.40

21.41 56.7 KPQTVLQLLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
10

cleaved M-K@N-term 2.8924 1601.9374 534.9864 1599.0449 534.0222 3 37.69

21.41 56.7 MIINHNISAIFAHR iTRAQ4plex@N-term -0.0198 1779.9490 594.3236 1779.9688 594.3302 3 39.86

21.41 56.7 MKPQTVLQLLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
11

cleaved N-M@N-term -0.0047 1730.0806 577.7008 1730.0854 577.7024 3 38.15

21.41 56.7 NAYENIQAAESR iTRAQ4plex@N-term cleaved M-N@N-term 1.0155 1509.7496 755.8821 1508.7341 755.3743 2 27.86

21.41 56.7 NTEDGMSL
QETHEIVQR

IQTTEGYL iTRAQ4plex@N-t
Methyl(Q)@24

erm; cleaved M-N@N-term -0.0642 3049.4143 1017.4790 3049.4784 1017.5001 3 40.03

21.41 56.7 RAEMNTED
TEGYLQETH

GMSLIQT
EIVQR iTRAQ4plex@N-term missed R-A@1 -0.0038 3522.6804 881.6774 3522.6841 881.6783 4 39.26

21.41 56.7 SGLAVSEKMR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(M)@9

erm; 
8; cleaved A-S@N-term; missed K-M@8 0.0219 1380.7859 691.4002 1380.7639 691.3892 2 49.39

21.41 56.7 VDEIDRIASQAEFNK

No iTRAQ4plex@
Oxidation(D)@2; 
Arg->GluSA(R)@
iTRAQ4plex(K)@

N-term; 
Oxidation(D)@5;
6; 
15

cleaved L-V@N-term; missed R-I@6 0.0124 1866.9093 934.4619 1866.8969 934.4557 2 30.89

21.41 56.7 VLAVQAANGIYTEEDR iTRAQ4plex@N-term; 
Deamidated(N)@8 -0.0159 1892.9443 947.4794 1892.9602 947.4874 2 31.08

21.41 56.7 YQILTQAAT
MKPQTVLQ

AMLAQAN
LLK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18; 
iTRAQ4plex(K)@27

-1.0562 3417.8848 855.4785 3418.9410 855.7425 4 41.75

12.34 30.9 DLGAYYNR iTRAQ4plex@N-term cleaved A-D@N-term 0.0072 1114.5601 558.2873 1114.5529 558.2837 2 38.50

12.34 30.9 QILTQAATA
MKPQTVLQ

MLAQAN
LLK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
17; 
26

cleaved Y-Q@N-term 2.0429 3257.9207 815.4874 3255.8776 814.9767 4 48.62

LIC11532
8 22.1 DADMAEQIVDADMAEQIVDYTRDYTR iTRAQ4plex@N-termiTRAQ4plex@N term -0.00630.0063 1661669.76779.7677 8835.891135.8911 1669.77391669.7739 835.8942 2 32.43

8 22.1 INRAGDDAIGFAMSEK
iTRAQ4plex@N-t
Oxidation(M)@13
iTRAQ4plex(K)@

erm; 
; 
16

missed R-A@3 0.0090 1998.0173 667.0131 1998.0084 667.0101 3 35.86

8 22.1 KLVQLEVDQLIEEVDR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-L@1 0.0125 2213.2637 738.7618 2213.2511 738.7576 3 41.94

8 22.1 LVQLEVDQLIEEVDR iTRAQ4plex@N-term -0.0037 1941.0503 971.5324 1941.0541 971.5343 2 39.10

8 22.1 MIINHNISALR
iTRAQ4plex@N-t
Deamidated(N)@
Phospho(S)@8

erm; 
6; cleaved T-M@N-term 0.0519 1505.8066 502.9428 1505.7547 502.9255 3 36.43

8 22.1 NGKKQALS
MIGILDTAIS

SPASANA
K

No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

N-term; 
3; 
4; 
5; 
26

cleaved A-N@N-term
missed K-Q@4

; missed K-K@3; -0.1469 3018.5281 1007.1830 3018.6749 1007.2322 3 47.47

8 22.1 NVMDGVSF
EQVNNILQR

IQVTEGTL iTRAQ4plex@N-term -0.0266 2947.4929 983.5049 2947.5195 983.5138 3 43.62

LIC11553
1.7 3.3 SYPEVHNELGR iTRAQ4plex@N-term 0.0039 1443.7267 482.2495 1443.7228 482.2482 3 38.69

LIC11570

1.77 1.8 AGGNPTFNRR iTRAQ4plex@N-t
Oxidation(P)@5

erm; cleaved L-A@N-term; missed R-R@9 0.0580 1248.7026 625.3586 1248.6445 625.3295 2 44.79

1.77 1.8 DIHI iTRAQ4plex@N-term cleaved G-D@N-term; cleaved I-Y@C-term -0.0038 640.3628 641.3701 640.3666 641.3739 1 56.98

1.77 1.8 ELIPEEEVG
VIPIENVKPE

DYRTITQ
ELEPILK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
24; 
33

missed R-T@12 -14.0090 4250.3369 709.3968 4264.3459 711.7316 6 35.65

1.77 1.8 ESNSVIVTA
EIR

TNAEWA Glu->pyro-Glu@N-term; 
Deamidated(N)@11 -0.0929 1971.8608 986.9377 1971.9538 986.9842 2 28.65

1.77 1.8 ILNKEREIRER
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
4

missed R-E@6; missed R-E@9 -0.0216 1743.9983 873.0064 1744.0199 873.0172 2 52.48

1.77 1.8 KPPPPGQPMPK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@11

-0.0242 1604.9196 535.9805 1604.9438 535.9885 3 27.37

1.77 1.8 NGFIFMK
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@7

0.0587 1144.6782 573.3464 1144.6194 573.3170 2 45.59

1.77 1.8 NIAEIALAGGNPTF iTRAQ4plex@N-term cleaved F-N@C-term 0.0281 1530.8445 511.2888 1530.8164 511.2794 3 33.18

1.77 1.8 NILLDESLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0673 1331.7231 666.8688 1331.7904 666.9025 2 32.44



1.77 1.8 SGLSK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved N-S@N-term 0.0162 634.3934 635.4007 634.3772 635.3845 1 54.88

1.77 1.8 SLGFLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
6 cleaved F-S@N-term 0.0751 807.5728 404.7936 807.4976 404.7561 2 22.08

1.77 1.8 TNLMVFITPHILDSR iTRAQ4plex@N-term; 
Deamidated(N)@2 -0.0269 1900.9934 951.5040 1901.0203 951.5174 2 51.23

LIC11573

6 35.4 AAINDPWGTTYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0043 1623.8457 812.9301 1623.8500 812.9323 2 30.72

6 35.4 DAYELQSHLER iTRAQ4plex@N-term 0.0003 1503.7443 502.2554 1503.7440 502.2553 3 38.35

6 35.4
YGTYPSDE
EKPTTGDV
LTK

QGLEALV
PEDWKPI

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17; 
iTRAQ4plex(K)@28; 
iTRAQ4plex(K)@33

-0.0180 4252.2095 1064.0600 4252.2278 1064.0642 4 36.07

LIC11597

2.62 3.1 AGNTPLEALVTTIHDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0224 1967.1156 656.7125 1967.0931 656.7050 3 53.84

2.62 3.1 FLLQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0039 935.6087 468.8116 935.6048 468.8097 2 40.53

2 4.8 IFLPDTLGV
QGVDSLIQK

LSPEETF iTRAQ4plex@N-term; 
iTRAQ4plex(K)@25 -0.0150 3033.6367 1012.2190 3033.6518 1012.2245 3 39.83

2 4.8 ITNRLGISIPK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
11 missed R-L@4 -0.0920 1354.7498 452.5905 1354.8418 452.6212 3 28.34

2.62 3.1 LVTPEDLPFIIADVSGR iTRAQ4plex@N-term 1.0352 1986.1307 994.0726 1985.0955 993.5550 2 54.99

2 4.8 VETRLEILDVTLR iTRAQ4plex@N-t
Oxidation(R)@4

erm; missed R-L@4 -0.0296 1715.9608 572.9942 1715.9903 573.0041 3 39.30

2 4.8 VLNLLTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0020 1087.7189 544.8667 1087.7209 544.8677 2 32.69

LIC11602

2 2.0 DTSRVSEWIASSPK
iTRAQ4plex@N-t
Oxidation(D)@1; 
iTRAQ4plex(K)@

erm; 
Oxidation(R)@4;
14

missed R-V@4 0.0420 1882.0096 628.3438 1881.9676 628.3298 3 36.84

2 2.0 LIDP No iTRAQ4plex@N-term cleaved G-L@N-term; cleaved P-I@C-term 0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48

2 2.0 WPLLISSFGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0053 1434.8425 718.4285 1434.8479 718.4312 2 36.47

LIC11617

12.79 54.5 EHSVGELV
AASQHLSK

DLLGISQS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@24 -0.9829 2791.5083 931.5101 2792.4912 931.8377 3 45.85

12.79 54.5 ESNQVFYYLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0119 1577.8214 789.9180 1577.8333 789.9239 2 32.61

12.79 54.5 GIAHPDRLQILFFLSQK

iTRAQ4plex@N-t
Oxidation(P)@5; 
Deamidated(R)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 

7; 
9; 
17

missed R-L@7 -0.0975 2288.1799 763.7339 2288.2772 763.7664 3 8.20

12.79 54.5 GISQSAASQHLSK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
13 cleaved L-G@N-term 0.0150 1456.7906 729.4026 1456.7756 729.3951 2 38.19

12.79 54.5 INGILSSR iTRAQ4plex@N-term; 
Deamidated(N)@2 0.0068 1003.5853 502.7999 1003.5784 502.7965 2 29.21

12.79 54.5 KESNQVFYYLK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@11

-0.0288 1850.0015 617.6744 1850.0304 617.6841 3 45.93

12.79 54.5 KNQLESAIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-N@1 -0.0588 1345.7333 449.5851 1345.7921 449.6047 3 30.45

7.32 30.3 LQILFF iTRAQ4plex@N-term cleaved F-L@C-term 0.0004 923.5606 924.5679 923.5602 924.5675 1 54.18

12.79 54.5 LQILFFLSQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0137 1523.9457 762.9801 1523.9319 762.9732 2 52.42

12.79 54.5 LQILFFLSQ
L

KEHSVGE iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved L-V@C-term -0.1421 2275.1399 759.3873 2275.2820 759.4346 3 49.10

7.32 30.3 MKINGILSSR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@

erm; 
2; 
4

missed K-I@2 0.0183 1406.8341 469.9520 1406.8159 469.9459 3 50.35

12.79 54.5 NQLESAIR iTRAQ4plex@N-term -0.0012 1073.5940 537.8043 1073.5951 537.8048 2 27.72

7.32 30.3 QILFFLSQK Gln->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
9 cleaved L-Q@N-term -0.0070 1249.7123 625.8634 1249.7192 625.8669 2 53.34

12.79 54.5 YKDLIR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0134 1094.6558 548.3351 1094.6692 548.3419 2 57.82

LIC11621

4.06 14.4 LSGQALK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved N-L@N-term 0.0356 1003.6626 502.8386 1003.6270 502.8208 2 33.05

4.06 14.4 NLEAAEEEM
QILK

LSAGFA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0089 2351.2197 784.7472 2351.2286 784.7502 3 39.33

4.06 14.4 NWNTAIDFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.9955 1507.8276 754.9211 1508.8231 755.4188 2 40.78



GVVFI  9 9 2

4.06 14.4 VLVSIIGFTIIIER iTRAQ4plex@N-t
Oxidation(F)@8

erm; cleaved I-V@N-term 0.0104 1732.0724 578.3647 1732.0620 578.3613 3 40.79

4.06 14.4 VSIIGFTIIIER iTRAQ4plex@N-t
Deamidated(R)@

erm; 
12 cleaved L-V@N-term -0.0255 1504.8732 753.4438 1504.8987 753.4566 2 42.35

4.06 14.4 WKPVSQEDWR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 0.0099 1617.8606 540.2941 1617.8507 540.2908 3 31.92

LIC11622

4 17.4 LTEKINVFLG
PGKNRVIIR

PLEKRE
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
14; 
19

missed K-I@4; misse
E@15; missed K-N@

d K-R@14; missed R-
19; missed R-V@21 -0.0683 3495.0581 700.0189 3495.1264 700.0326 5 56.77

4 17.4 TGSGEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved Q-T@N-term 0.0512 865.5261 433.7703 865.4749 433.7447 2 28.88

4 17.4 VFLDKDTDPVPLEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@14

-0.0093 2047.1473 683.3897 2047.1567 683.3928 3 32.30

4 17.4 VIDKVNEAGVSK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
12

missed K-V@4 0.0062 1690.0054 564.3424 1689.9991 564.3403 3 29.59

4 17.4 VIDKVNEAG
MVR

VSKFNLA

No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(F)@13
Deamidated(N)@

N-term; 
4; 
12; 
; 
14

missed K-V@4; missed K-F@12 -0.1078 2394.2107 799.0775 2394.3184 799.1134 3 50.85

4 17.4 VPLEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved P-V@N-term 0.0707 872.6282 437.3214 872.5575 437.2860 2 53.94

LIC11625

2 11.0 SQGVVEEF
K

NKVEEYN iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
10; 
16

missed K-V@10 -0.0099 2330.2019 777.7413 2330.2120 777.7446 3 32.34

LIC11630

5.49 2.9 AATGGQLE
AL

ASISGGG iTRAQ4plex@N-term cleaved L-P@C-term -0.0276 1602.8059 802.4102 1602.8335 802.4240 2 31.63

5.49 2.9 FILISK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved P-F@N-term; cleaved K-P@C-term 0.0121 1007.6744 504.8445 1007.6623 504.8384 2 44.61

5 495.49 2 92.9 GVVFIKK iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(K)@6 0 01070.0107 9494 6311 475.6311 4 822875.8228 949 6204949.6204 475 8175 2 41 57475.8175 41.57

5.49 2.9 LAYFFSR iTRAQ4plex@N-term 0.0065 1046.5736 524.2941 1046.5671 524.2908 2 46.52

5.49 2.9 LIENPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0099 1000.6260 501.3203 1000.6161 501.3153 2 36.80

5.49 2.9 NLAQLFRESAEK

No iTRAQ4plex@
Deamidated(Q)@
Deamidated(R)@
iTRAQ4plex(K)@

N-term; 
4; 
7; 
12

cleaved E-N@N-term; missed R-E@7 -0.0450 1550.7612 776.3879 1550.8062 776.4104 2 33.46

5.49 2.9 TRINDPAQTPALRR No iTRAQ4plex@N-term cleaved Y-T@N-term
missed R-R@13

; missed R-I@2; 0.0127 1607.8983 804.9564 1607.8856 804.9501 2 45.30

LIC11672
2 3.5 IFAEHNAER iTRAQ4plex@N-term -0.0078 1229.6198 615.8171 1229.6275 615.8210 2 38.27

LIC11693

3.23 7.8 AIFMIVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0092 1165.7229 583.8687 1165.7137 583.8641 2 50.79

3.23 7.8 DVILEGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved V-D@N-term 0.0300 1060.6672 531.3409 1060.6372 531.3259 2 38.60

3.23 7.8 EENSRVRVEMK

iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(R)@5; 
Oxidation(M)@10
iTRAQ4plex(K)@

erm; 
3; 

; 
11

missed R-V@5; missed R-V@7 -0.0161 1696.8497 566.6238 1696.8658 566.6292 3 43.15

3.23 7.8 EVVDVILEGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0438 1387.8605 694.9375 1387.8166 694.9156 2 47.75

3.23 7.8 GYPIWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0148 1050.6254 526.3199 1050.6106 526.3126 2 31.42

3.23 7.8 VFQHLLNLEEIPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0319 1867.0492 623.3570 1867.0811 623.3676 3 36.42

LIC11699

1.69 0.0 EGNQ Glu->pyro-Glu@N-term cleaved P-E@N-term; cleaved Q-D@C-term -0.0790 428.0865 429.0938 428.1656 429.1728 1 59.10

1.69 0.0 FVLPAYR iTRAQ4plex@N-term 0.0021 1008.5899 505.3022 1008.5878 505.3012 2 43.27

1.69 0.0 IELVSFIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0215 1235.7518 618.8832 1235.7733 618.8939 2 48.24

1.69 0.0 IVGANLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0343 1001.6820 501.8483 1001.6477 501.8311 2 44.67

1.69 0.0 LIESLR iTRAQ4plex@N-term cleaved E-L@N-term 0.0120 873.5526 437.7836 873.5406 437.7776 2 41.32
1.69 0.0 LIHEALTER Carbamyl@N-term -0.0023 1123.5963 562.8054 1123.5986 562.8066 2 43.85
1.69 0.0 LIHGGVR iTRAQ4plex@N-term 0.0017 894.5539 448.2842 894.5521 448.2833 2 38.14

LIC11709



2.14 1.3 AQEIQKNNK
ELTQR

ELIRLNE
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Oxidation(R)@21

N-term; 
6; 
9; missed K-N@6; missed R-L@13 -0.1264 2870.4553 718.6211 2870.5818 718.6527 4 44.02

4.79 2.8 DQGITSTQR iTRAQ4plex@N-term 0.0182 1148.6090 575.3118 1148.5907 575.3027 2 50.25

2.14 1.3 DQGITSTQRTFLETIER iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
8 missed R-T@9 0.0251 2139.1182 714.0466 2139.0930 714.0383 3 41.23

2.14 1.3 EKIPNTMAVQK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
11

missed K-I@2 0.0240 1690.0054 564.3424 1689.9813 564.3344 3 29.59

2.14 1.3 GPTRALLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
8 cleaved L-G@N-term; missed R-A@4 -0.0105 998.6254 500.3200 998.6358 500.3252 2 33.91

2.14 1.3 IILNLISNAFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0414 1532.9120 767.4633 1532.9534 767.4840 2 38.83

4.79 2.8 ILCELK
iTRAQ4plex@N-term; 
Methylthio(C)@3; 
iTRAQ4plex(K)@6

0.0560 1051.6575 526.8360 1051.6013 526.8079 2 46.33

2.14 1.3 INSTDLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved M-I@N-term 0.0560 1077.6833 539.8489 1077.6274 539.8210 2 40.56

2.14 1.3 LFPDLR No iTRAQ4plex@N-term cleaved I-L@N-term 0.0371 759.4650 760.4723 759.4279 760.4352 1 55.76

2.14 1.3 LNEELTQRE
QRLFNMDQ

REIQEVY
L

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(Q)@

erm; 
21; 
24

cleaved L-K@C-term;
missed R-E@10; mis

 missed R-E@8; 
sed R-L@18 0.0345 3339.6873 835.9291 3339.6527 835.9205 4 36.97

4.79 2.8 NGAALK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved A-N@N-term 0.0244 860.5568 431.2856 860.5323 431.2734 2 38.83

2.14 1.3 NLSMAVDGKQGLEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
14

cleaved F-N@N-term; missed K-Q@9 0.0131 1921.0800 641.3672 1921.0668 641.3629 3 44.13

2.14 1.3 NVVYMNHL
K

IQDLLSFH iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0114 2358.2876 590.5792 2358.2762 590.5763 4 55.26

2.14 1.3 PALMSSINELK

iTRAQ4plex@N-t
Oxidation(P)@1; 
Deamidated(N)@
iTRAQ4plex(K)@

erm; 

8; 
11

cleaved V-P@N-term 0.0007 1506.8214 754.4180 1506.8207 754.4176 2 33.65

4.79 2.8 RPESEGGGFEEK Carbamyl@N-term; 
iTRAQ4plex(K)@12iTRAQ4plex(K)@12 0.0200 1507.7224 754.8685 1507.7025 754.8585 2 35.43

2.14 1.3 RTPLTLILGP
QGITSTQR

TRALLKD iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@

erm; 
16; 
18

cleaved L-R@N-term
missed R-A@12

; missed R-T@1; 0.1189 3037.9045 760.4834 3037.7855 760.4537 4 54.15

4.79 2.8 SQFFANVSHELR iTRAQ4plex@N-term 0.0163 1577.8236 526.9485 1577.8072 526.9430 3 47.09
4.79 2.8 TPLTLILGPTR iTRAQ4plex@N-term -0.0087 1324.8114 663.4130 1324.8200 663.4173 2 47.72

LIC11713

5.54 7.1 ALSVLHYFLESK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0094 1693.9740 565.6653 1693.9647 565.6622 3 38.86

5.54 7.1 DLIDGLKEDLER iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0079 1702.9424 568.6547 1702.9345 568.6521 3 35.49

5.54 7.1 EILGNYPGN
NVPIR

LIIIEGHTD Glu->pyro-Glu@N-term; 
Deamidated(N)@19; 
Oxidation(P)@21

-0.0468 2545.2710 849.4309 2545.3177 849.4465 3 38.24

5.54 7.1 IEGHTDNVPIR iTRAQ4plex@N-t
Oxidation(H)@4

erm; cleaved I-I@N-term 0.0546 1409.7931 705.9038 1409.7385 705.8765 2 54.49

5.54 7.1 IKEILGNYPG
TDNV

NLIIIEGH No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
2 cleaved V-P@C-term -0.0633 2565.3291 642.3395 2565.3924 642.3554 4 40.35

5.54 7.1 IRSLEELLSREK

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
2; 
10; 
12

missed R-S@2; missed R-E@10 0.0553 1762.0632 588.3617 1762.0080 588.3433 3 34.23

5.54 7.1 ITLEIELDSLR iTRAQ4plex@N-term -0.0116 1444.8143 723.4144 1444.8259 723.4202 2 50.56
5.54 7.1 LDSLRTR iTRAQ4plex@N-term cleaved E-L@N-term; missed R-T@5 -0.0066 1003.5831 502.7988 1003.5896 502.8021 2 29.42
1.49 0.0 RVDIVVVPR Carbamyl@N-term missed R-V@1 0.0786 1094.7347 548.3746 1094.6560 548.3353 2 41.53
5.54 7.1 SLEELLSR iTRAQ4plex@N-term 0.0039 1089.6190 545.8168 1089.6152 545.8149 2 32.40

LIC11766

1.45 1.9 GVKVIL iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
3

cleaved L-G@N-term
missed K-V@3

; cleaved L-F@C-term; 0.0311 915.6672 458.8409 915.6361 458.8253 2 53.12

1.45 1.9 LGIGVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0011 873.5881 437.8013 873.5891 437.8018 2 39.56

1.45 1.9 LTIRPSGTEPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0101 1485.8657 496.2959 1485.8759 496.2992 3 39.21

LIC11780
1.4 2.9 AIRPPTVNVPR iTRAQ4plex@N-term -0.0179 1362.8038 455.2752 1362.8218 455.2812 3 41.17
1.4 2.9 ILDGIR No iTRAQ4plex@N-term cleaved S-I@N-term 0.0031 685.4154 686.4227 685.4123 686.4196 1 58.89

1.4 2.9 ITYT iTRAQ4plex@N-term cleaved F-I@N-term; cleaved T-S@C-term 0.0024 640.3578 641.3651 640.3554 641.3627 1 59.26

LIC11782

4.36 7.8 AEIENHLISQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0150 1568.8616 523.9611 1568.8766 523.9661 3 29.11



2.24 6.6 1485.7181 2 25.51

4.36 7.8 ASQGK
No iTRAQ4plex@
Deamidated(Q)@
iTRAQ4plex(K)@

N-term; 
3; 
5

cleaved S-A@N-term 0.0526 634.3934 635.4007 634.3408 635.3481 1 54.88

4.36 7.8 AVYEQYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0042 1187.6472 594.8309 1187.6430 594.8288 2 27.93

4.36 7.8 DNSGNLPK
R

DRVLDLA iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(R)@

erm; 
8; 
10

cleaved F-D@N-term; missed R-V@10 0.0187 2071.1453 691.3890 2071.1266 691.3828 3 42.89

3.07 3.2 DNTILAGNN
AK

PSIGPEN
iTRAQ4plex@N-term; 
Oxidation(N)@2; 
Oxidation(P)@14; 
iTRAQ4plex(K)@18

0.0560 2144.1514 715.7244 2144.0953 715.7057 3 57.51

4.36 7.8 ELLEPSVSAPSIEEMR iTRAQ4plex@N-term -0.0070 1929.9769 965.9957 1929.9839 965.9992 2 34.78

4.36 7.8 IARKFYSETNDR

iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@
Oxidation(F)@5; 

erm; 
3; 
4; 
Oxidation(Y)@6

missed R-K@3; missed K-F@4 0.0911 1820.0220 607.6813 1819.9308 607.6509 3 37.84

4.36 7.8 NVSEKELLE
IEEMRAVYE

PSVSAPS
QYK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 
5; 
16; 
28

missed R-A@21 0.0881 3801.0874 951.2791 3800.9994 951.2571 4 38.88

3.07 3.2 RSQSVNSQLR iTRAQ4plex@N-term missed R-S@1 0.0088 1317.7324 440.2514 1317.7235 440.2484 3 35.83

3.07 3.2 VKELPPLR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0027 1238.7927 413.9382 1238.7954 413.9391 3 43.36

3.07 3.2 VLSEFASK Carbamyl@N-term; 
iTRAQ4plex(K)@8 -0.0044 1066.5737 534.2941 1066.5781 534.2963 2 47.14

3.07 3.2 VVSLAAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0031 974.6399 488.3272 974.6368 488.3257 2 38.08

4.36 7.8 VYEQYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved A-V@N-term 0.0056 1116.6115 559.3130 1116.6059 559.3102 2 27.31

3.07 3.2 YWEFFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0279 1206.6597 604.3371 1206.6317 604.3231 2 48.95

LIC11784
2.24 6.6 FLLVVPESQR iTRAQ4plex@N-term 0.0007 1330.7738 666.3942 1330.7731 666.3938 2 32.74
2.24 6.6 GSAGIGTPPGSAGIGTPPEEGDREEGDR iTRAQ4plex@N-termiTRAQ4plex@N term -1.02931.0293 1481484.68884.6888 7743.351743.3517 1485.7181 743.8663 2 25.51743.8663

LIC11790

6 9.2 DLIVSLLNAIPGVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0174 1739.0974 580.7064 1739.0800 580.7006 3 2.42

2.03 2.2 IFCSTLLEK
iTRAQ4plex@N-term; 
Methylthio(C)@3; 
iTRAQ4plex(K)@9

0.0169 1386.7664 694.3904 1386.7495 694.3820 2 49.33

6 9.2 KGEDIVSFG
ETPSHIR

AGEPDF iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-G@1 -0.0190 2675.3245 669.8384 2675.3435 669.8431 4 38.00

2.03 2.2 QAAAQ Gln->pyro-Glu@N-term cleaved S-Q@N-term; cleaved Q-A@C-term 0.0362 470.2487 471.2560 470.2125 471.2198 1 58.10

6 9.2 RDLIVSLLNAIPGVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
15 missed R-D@1 -0.0071 1895.1742 632.7320 1895.1812 632.7343 3 46.13

6 9.2 TYSMTGWR
LNIVK

IGYGAGD No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
20 missed R-I@8 -0.0945 2345.1016 782.7078 2345.1960 782.7393 3 33.82

LIC11791

6.77 6.3 ISPLSLWNAASIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0600 1686.9313 844.4729 1686.9912 844.5029 2 49.30

6.77 6.3 SKPLIVQSDR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 cleaved M-S@N-term 0.0014 1429.8511 477.6243 1429.8496 477.6238 3 39.12

6.77 6.3 SPEYLHTYR iTRAQ4plex@N-term 0.0203 1308.6787 437.2335 1308.6584 437.2268 3 38.61

6.77 6.3 VNMEDDLR No iTRAQ4plex@N-term; 
Oxidation(N)@2; Oxidation(R)@8 0.1186 1022.5525 512.2835 1022.4339 512.2242 2 45.20

6.77 6.3 YGFNLRPTSISGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0175 1726.9435 576.6551 1726.9610 576.6609 3 43.89

LIC11793

4 8.5 GRPGKNPSELR
iTRAQ4plex@N-t
Oxidation(R)@2; 
iTRAQ4plex(K)@

erm; 

5
missed K-N@5 -0.0554 1513.8014 505.6078 1513.8569 505.6262 3 46.14

2.01 4.6 IFTASQALQHGLIDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0109 1929.1036 644.0418 1929.0927 644.0382 3 48.40

4 8.5 ILIIPIDGVISDEGEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0037 1998.1455 667.0558 1998.1492 667.0570 3 36.12

4 8.5 ISGQ iTRAQ4plex@N-term cleaved L-I@N-term; cleaved Q-N@C-term 0.0244 547.3333 548.3405 547.3088 548.3160 1 42.24

4 8.5 LLQSIVDDLFEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0207 1706.9491 854.4818 1706.9698 854.4922 2 41.14

2.01 4.6 LSNYK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
5

cleaved A-L@N-term 0.0000 912.5161 457.2653 912.5160 457.2653 2 36.78



LDQVK  9 2

2.01 4.6 VNANLFPSK
iTRAQ4plex@N-t
Dioxidation(P)@7
iTRAQ4plex(K)@

erm; 
; 
9

cleaved P-V@N-term 0.0320 1308.7603 655.3874 1308.7281 655.3713 2 51.73

LIC11799

2 2.0 ASSVK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved Y-A@N-term 0.0000 634.3772 635.3845 634.3772 635.3845 1 54.37

2 2.0 GFFPSVVDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0037 1395.8043 698.9094 1395.8006 698.9076 2 34.59

2 2.0 LKTSKEFSPQMK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 
2; 
5; 
8; 
12

missed K-T@2 -0.1039 2143.1604 715.3941 2143.2644 715.4287 3 58.79

LIC11820

2 3.3 EFYLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved V-E@N-term 0.0003 986.5684 494.2914 986.5681 494.2913 2 40.75

2 3.3 LSALNNIQK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
5; 
9

cleaved F-L@N-term 0.0230 1288.7825 645.3985 1288.7594 645.3870 2 49.71

2 3.3 TALSMLLSSER iTRAQ4plex@N-term 0.0012 1350.7311 676.3728 1350.7299 676.3722 2 46.94
LIC11826

2 3.9 GAIKSFFIK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(F)@7; 
iTRAQ4plex(K)@

erm; 
4; 

9

cleaved M-G@N-term; missed K-S@4 -0.0628 1457.8344 729.9244 1457.8972 729.9559 2 38.66

2.31 4.3 LFRLEGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
7 missed R-L@3 -0.0233 1005.5860 503.8003 1005.6093 503.8119 2 37.93

2 3.9 RPEEETPPVR iTRAQ4plex@N-term -0.0079 1352.7091 451.9103 1352.7170 451.9129 3 25.89
2.31 4.3 RRPEEETPPVR Carbamyl@N-term missed R-R@1 0.0002 1407.7220 470.2480 1407.7219 470.2479 3 33.72

LIC11839

7.55 9.6 FEDEINGK
iTRAQ4plex@N-term; 
Deamidated(N)@6; 
iTRAQ4plex(K)@8

-0.0013 1239.6213 620.8179 1239.6227 620.8186 2 28.58

7.55 9.6 KLSVLEILFR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-L@1 -0.0255 1504.9329 502.6516 1504.9585 502.6601 3 43.31

7 557.55 9 69.6 LDQVK iTRAQ4plex@N-tiTRAQ4plex@N
iTRAQ4plex(K)@

erm; cleaved G L@N termterm;
5 cleaved G-L@N-term 0 00440.0044 88988 5521 445.5521 4 783345.7833 889 5477889.5477 445 7811 2 28 03445.7811 28.03

7.55 9.6 LSVLEILFR iTRAQ4plex@N-term -0.0037 1232.7578 617.3862 1232.7614 617.3880 2 47.79

7.55 9.6 LSVLEILFRTGYK

iTRAQ4plex@N-t
iTRAQ4plex(S)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
2; 
9; 
13

missed R-T@9 -0.0539 1971.1232 658.0483 1971.1770 658.0663 3 48.13

3.31 6.2 NREEAETKR Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
8 missed R-E@2; missed K-R@8 -0.0019 1318.6692 440.5637 1318.6711 440.5643 3 34.14

7.55 9.6 QIKNREEAETK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
3; 
5; 
11

cleaved L-Q@N-term
missed R-E@5

; missed K-N@3; 0.0173 1778.0073 593.6764 1777.9899 593.6706 3 27.77

3.31 6.2 RNGQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-R@N-term; missed R-N@1 0.0501 889.5839 445.7992 889.5337 445.7741 2 36.74

7.55 9.6 RTGYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved F-R@N-term; missed R-T@1 -0.0342 911.5090 456.7618 911.5432 456.7789 2 28.91

7.55 9.6 TVQNFIDLA
SR

QGEKEFL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0057 2382.2844 795.1021 2382.2787 795.1002 3 37.01

3.31 6.2 VLIVDKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 missed K-R@6 0.0013 1129.7440 565.8793 1129.7427 565.8786 2 41.49

7.55 9.6 VVANELQIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0043 1300.7915 651.4030 1300.7958 651.4052 2 29.64

LIC11844

12 27.9 AEITISEGEK
VGEREEAIN

LSRINRS
ISEGEK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
10; 
26; 
32

missed K-L@10; miss
S@16; missed R-E@

ed R-I@13; missed R-
21 -0.1654 3975.9426 994.9929 3976.1078 995.0342 4 58.42

12 27.9 ALDEATDPWGIK
iTRAQ4plex@N-term; 
Oxidation(W)@9; 
iTRAQ4plex(K)@12

-0.1201 1618.7245 810.3695 1618.8446 810.4296 2 34.61

12 27.9 ALEIELIAAAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0677 1428.8119 715.4132 1428.8795 715.4471 2 56.65

12 27.9 ASYAIENYM
QTTLR

LATQQLA iTRAQ4plex@N-term -0.0046 2529.2974 844.1064 2529.3019 844.1079 3 37.94

12 27.9 DDINSHVVR iTRAQ4plex@N-term 0.0038 1197.6262 400.2160 1197.6224 400.2147 3 26.45

12 27.9 EEAINISEGEK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@11

0.0565 1506.8223 754.4184 1506.7657 754.3901 2 43.23

12 27.9 EILHEMEEQVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0032 1671.8778 558.2999 1671.8745 558.2988 3 32.26



2 6.3 ISPPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-I@N-term -0.0100 828.5213 415.2679 828.5313 415.2729 2 54.25

12 27.9 LILDQTFAE
VVRAL

RDDINSH iTRAQ4plex@N-t
Deamidated(Q)@
Oxidation(H)@16

erm; 
5; cleaved L-D@C-term

missed R-A@19
; missed R-D@10; 0.0057 2585.3628 862.7949 2585.3571 862.7930 3 35.96

12 27.9 NEAEGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved I-N@N-term 0.0659 934.5623 468.2884 934.4963 468.2554 2 33.49

12 27.9 NISPPKEILH
K

EMEEQV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6; No 
iTRAQ4plex(K)@17

0.0604 2308.2944 770.4388 2308.2341 770.4186 3 34.04

12 27.9 SVGEREEAINISEGEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
16 missed R-E@5 -0.0120 2034.0353 679.0190 2034.0473 679.0230 3 29.28

12 27.9 TISEGEKLS
EREEAINISE

RINRSVG
GEK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
7; 
12; 
23; 
29

cleaved I-T@N-term; 
R-I@10; missed R-S@

missed K-L@7; missed
13; missed R-E@18 0.2039 3664.1318 611.6959 3663.9281 611.6620 6 42.05

12 27.9 TTILPAELAN
LSK

IAGVFEG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -0.0097 2331.3196 778.1138 2331.3293 778.1171 3 40.84

LIC11845
12.8 24.8 AASQLAQTTMR iTRAQ4plex@N-term cleaved F-A@N-term -0.0309 1320.6633 661.3389 1320.6942 661.3544 2 30.86

12.8 24.8 AQISLSEGDRDAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 missed R-D@10 -0.0001 1676.8936 559.9718 1676.8937 559.9718 3 28.44

12.8 24.8 EVESIATATAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0043 1406.7819 704.3982 1406.7860 704.4003 2 27.86

12.8 24.8 GIELIAQSIHSQGGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0011 1825.0291 609.3503 1825.0301 609.3507 3 32.45

12.8 24.8 ILEVLDQAAEPWGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0118 1969.1010 657.3743 1969.1128 657.3782 3 37.57

12.8 24.8 INEAEGVAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0155 1217.7015 609.8580 1217.6859 609.8502 2 26.92

12.8 24.8 IVSAQDCIVVEK
iTRAQ4plex@N-term; 
Methylthio(C)@7; 
iTRAQ4plex(K)@12

0.0606 1636.9377 546.6532 1636.8772 546.6330 3 55.26

12.8 24.8 KAQISLSEGDR iTRAQ4plex@N-t
iTRAQ4plex(K)@iTRAQ4plex(K)@1

erm; 
1 missed K-A@1 0.0286 1490.8583 497.9600 1490.8296 497.9505 3 30.01

12.8 24.8 KTEIVLPLNLANFR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-T@1 -0.0340 1915.1158 639.3792 1915.1499 639.3906 3 36.16

12.8 24.8 RINEAEGVAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed R-I@1 -0.0474 1373.7396 458.9205 1373.7870 458.9363 3 28.49

12.8 24.8 SILEAMEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0158 1207.6885 604.8515 1207.6726 604.8436 2 37.34

6 12.9 SLGFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0017 838.5173 420.2659 838.5156 420.2651 2 38.55

12.8 24.8 TEIVLPLNLANFR iTRAQ4plex@N-term -0.0062 1642.9467 822.4806 1642.9528 822.4837 2 36.68
LIC11848

18.8 40.2 DNYPEYGRPETPAEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0201 2052.9795 685.3338 2052.9996 685.3405 3 28.34

18.8 40.2 EVYDFIRDEER iTRAQ4plex@N-term cleaved V-E@N-term; missed R-D@7 -0.0032 1613.7775 538.9331 1613.7807 538.9342 3 32.93
12.33 18.8 HLDQFDR iTRAQ4plex@N-term -0.0006 1073.5371 537.7758 1073.5376 537.7761 2 38.51

18.8 40.2 HTVLMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0214 1015.5878 508.8012 1015.6092 508.8119 2 29.53

18.8 40.2 IFDYNDQLG
NVDALK

NENYKE
iTRAQ4plex@N-term; 
Deamidated(Q)@7; 
iTRAQ4plex(K)@14; 
iTRAQ4plex(K)@21

-0.0173 2934.4441 979.1553 2934.4613 979.1610 3 33.23

12.33 18.8 IFELNQR iTRAQ4plex@N-term -0.0103 1062.5841 532.2993 1062.5944 532.3045 2 41.70
18.8 40.2 IISEVMDR iTRAQ4plex@N-term -0.0191 1105.5732 553.7939 1105.5923 553.8034 2 30.94

18.8 40.2 IYKNNMVLEDK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
4; 
11

missed K-N@3 0.0031 1798.9896 600.6705 1798.9864 600.6694 3 31.26

18.8 40.2 LAGVENTKTHPIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved I-L@N-term; missed K-T@8 -0.0271 1722.9713 575.3311 1722.9984 575.3401 3 36.79

18.8 40.2 NVQGALAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0071 1087.6522 544.8334 1087.6593 544.8369 2 25.74

12.33 18.8 PEPRTEPPR iTRAQ4plex@N-t
iTRAQ4plex(T)@

erm; 
5 cleaved D-P@N-term; missed R-T@4 0.0424 1365.8032 683.9089 1365.7608 683.8877 2 50.09

18.8 40.2 RTEPP iTRAQ4plex@N-term cleaved P-R@N-term
term; missed R-T@1

; cleaved P-R@C- 0.0298 742.4394 743.4467 742.4095 743.4168 1 53.48

18.8 40.2 SQPSSAQL
R

GQSILETE iTRAQ4plex@N-term -0.0771 1973.9369 987.9757 1974.0140 988.0143 2 30.51

12.33 18.8 THPIRNSFK
Carbamyl@N-ter
Deamidated(N)@
iTRAQ4plex(K)@

m; 
6; 
9

missed R-N@5 -0.0070 1286.6782 429.9000 1286.6853 429.9024 3 37.91

18.8 40.2 VEVYDFIRDEER iTRAQ4plex@N-term missed R-D@8 -0.0003 1712.8489 571.9569 1712.8491 571.9570 3 40.66



18.8 40.2 YILAGVENTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0234 1394.7780 698.3962 1394.8013 698.4079 2 29.90

18.8 40.2 YMEIYFEGQ
PR

NSNDPE iTRAQ4plex@N-term; 
Deamidated(N)@10 0.0056 2232.9810 1117.4980 2232.9755 1117.4951 2 33.11

12.33 18.8 YPEYGRPETPAEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 cleaved N-Y@N-term -0.0018 1823.9280 608.9833 1823.9297 608.9839 3 38.48

LIC11852

2 5.5 DMGASISPF
QGVETLPLR

NAWQIL iTRAQ4plex@N-term 0.0130 2786.4678 929.8298 2786.4547 929.8255 3 43.19

2 5.5 TRAF iTRAQ4plex@N-term cleaved F-Y@C-term; missed R-A@2 0.0277 637.3947 638.4019 637.3669 638.3742 1 56.31
LIC11861

2 8.2 DLLSGHYLQYNIGFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0110 2055.0923 686.0380 2055.1033 686.0417 3 37.26

2 8.2 RQKNEILNQSNSDGK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
11; 
15

missed R-Q@1; missed K-N@3 0.0733 2163.2341 722.0853 2163.1609 722.0609 3 37.26

LIC11885

18.43 24.5 AISEWAASVSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0090 1435.7825 718.8985 1435.7915 718.9030 2 31.44

18.43 24.5 ASDGESLGSSLLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0386 1637.8330 819.9238 1637.8716 819.9431 2 26.52

18.43 24.5 ASVSK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved A-A@N-term 0.0162 634.3934 635.4007 634.3772 635.3845 1 54.88

18.43 24.5 DEATK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved A-D@N-term 0.0169 850.4810 426.2477 850.4640 426.2393 2 29.84

18.43 24.5 FKDDLTEFTATK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@12

0.0083 1847.0125 616.6781 1847.0042 616.6753 3 33.45

18.43 24.5 FPTTRLIAA
CGSSGSTR

LAVISFSIS iTRAQ4plex@N-t
Deamidated(R)@
Methylthio(C)@19

erm; 
5; missed R-L@5 -0.0158 2832.4478 945.1566 2832.4636 945.1618 3 39.93

18.43 24.5 FTGLNADEATK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0250 1453.7407 727.8776 1453.7656 727.8901 2 28.60

18.43 24.5 GFSFLATK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8iTRAQ4plex(K)@8 0.0147 1157.6836 579.8491 1157.6688 579.8417 2 46.37

18.43 24.5 GGAPVFPA
AEIIK

TPGNFGE iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
20 cleaved V-G@N-term -4.9957 2254.2185 752.4135 2259.2143 754.0787 3 36.56

18.43 24.5 GVVTLEFKPLK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8; 
iTRAQ4plex(K)@11

0.0066 1662.0510 555.0243 1662.0445 555.0221 3 34.95

18.43 24.5 IDTQPMLK
iTRAQ4plex@N-term; 
Deamidated(Q)@4; 
iTRAQ4plex(K)@8

-0.0148 1233.6735 617.8440 1233.6882 617.8514 2 28.85

18.43 24.5 IGEEISNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved V-I@N-term -0.0103 1176.6490 589.3318 1176.6594 589.3370 2 27.68

18.43 24.5 IKILAEALQAEVL
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@

erm; 
2; 
9

cleaved L-I@N-term; 
missed K-I@2

cleaved L-V@C-term; -0.0760 1698.9615 850.4880 1699.0375 850.5260 2 34.69

18.43 24.5 ISTAVDNLLADVGNPR iTRAQ4plex@N-term 0.0010 1797.9717 899.9931 1797.9707 899.9926 2 35.88

15.94 20.6 IVDSGTADGR
iTRAQ4plex@N-term; 
Carboxy(D)@3; 
Deamidated(R)@10

0.0260 1178.5797 590.2971 1178.5537 590.2841 2 43.88

18.43 24.5 SYDIIDEAEGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0058 1526.7766 764.3956 1526.7708 764.3927 2 31.09

18.43 24.5 TIYNTAATGTYK
iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@11; 
iTRAQ4plex(K)@12

-0.0094 1734.9424 579.3214 1734.9518 579.3245 3 28.17

18.43 24.5 VAVLVLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0131 1085.7548 543.8846 1085.7416 543.8781 2 49.07

15.94 20.6 VIDPSLTAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0089 1230.7339 616.3742 1230.7427 616.3786 2 39.66

18.43 24.5 VTVIGEAPIYNGDK
iTRAQ4plex@N-term; 
Oxidation(D)@13; 
iTRAQ4plex(K)@14

0.0368 1779.0027 594.0082 1778.9658 593.9959 3 51.18

18.43 24.5 VVLLWGDGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0077 1273.7561 637.8853 1273.7638 637.8892 2 40.59

LIC11890

35.69 58.4 ADGSLLTLS
AIGTLDDAL

TAEFAND
MKINK

iTRAQ4plex@N-t
Phospho(T)@10; 
Dehydrated(D)@
Phospho(T)@20; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

16; 

27; 
30

missed K-I@27 -0.1442 3681.6538 921.4207 3681.7979 921.4568 4 44.69

35.69 58.4 AIQSSNGIYSAEDR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
6 cleaved L-A@N-term -0.0278 1654.7643 828.3894 1654.7920 828.4033 2 28.00



35.69 58.4 ALLQGDFAR iTRAQ4plex@N-term cleaved M-A@N-term -0.0079 1133.6237 567.8191 1133.6315 567.8230 2 30.05
35.69 58.4 ANLGAYFNR iTRAQ4plex@N-term -0.0748 1168.5363 585.2754 1168.6111 585.3128 2 30.11

35.69 58.4 ARGSRTSS
NQHQR

MWFHIGP
Formyl@N-term; 
Deamidated(R)@
Oxidation(R)@5; 
iTRAQ4plex(S)@

2; 

8

cleaved F-A@N-term
missed R-T@5

; missed R-G@2; -0.0644 2541.1521 848.0580 2541.2166 848.0795 3 33.17

35.69 58.4 ATMTAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved I-A@N-term -0.0058 909.5140 455.7643 909.5197 455.7671 2 27.80

35.69 58.4 AYENIQASESR iTRAQ4plex@N-t
iTRAQ4plex(Y)@

erm; 
2 cleaved V-A@N-term -0.0060 1554.7822 519.2680 1554.7882 519.2700 3 26.33

35.69 58.4 DTDMAEETVAFTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0228 1744.8661 873.4403 1744.8433 873.4289 2 58.87

35.69 58.4 ERVYIATMTAK

iTRAQ4plex@N-t
Carboxy(E)@1; 
iTRAQ4plex(Y)@
iTRAQ4plex(K)@

erm; 

4; 
11

missed R-V@2 -0.1115 1757.8596 879.9371 1757.9711 879.9928 2 32.14

35.69 58.4 FHIGPNQHQ
TMTAK

RERVYIA iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
6; 
21

cleaved W-F@N-term
missed R-V@12

; missed R-E@10; 0.0292 2785.4980 929.5067 2785.4690 929.4969 3 53.88

35.69 58.4 FQNNEVAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0051 1236.6758 619.3452 1236.6706 619.3426 2 26.36

35.69 58.4 GLMVAYENIQASESR iTRAQ4plex@N-term 0.0043 1810.9049 906.4597 1810.9005 906.4575 2 59.15

27.86 44.8 HNLAAINSHR Carbamyl@N-term cleaved N-H@N-term 0.0051 1174.6006 588.3076 1174.5956 588.3051 2 36.06

35.69 58.4 IASQAEFNKMALLQ

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
Oxidation(M)@10

erm; 
4; 
9; cleaved Q-G@C-term; missed K-M@9 -0.1070 1867.8887 934.9516 1867.9957 935.0051 2 31.62

35.69 58.4 IKADGSLLT
NDAIGTLDD

LSTAEFA
ALMK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Phospho(S)@6; P
Phospho(S)@11; 
iTRAQ4plex(K)@

erm; 
2; 
hospho(T)@9; 

29

cleaved L-I@N-term; missed K-A@2 -0.0915 3665.6404 917.4174 3665.7319 917.4403 4 44.40

35.69 58.4 IRDTDMAEETVAFTK iTRAQ4plex@N-t
iTRAQ4plex(K)@iTRAQ4plex(K)@15

erm; 
15 missed R-D@2 -0.0223 2014.0061 672.3427 2014.0285 672.3501 3 31.84

27.86 44.8 KADGSLLTL
DAIGTLDDA

STAEFAN
LMK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; No 
1; 
16; 
28

cleaved I-K@N-term; missed K-A@1 -0.0585 3169.5723 1057.5310 3169.6308 1057.5509 3 54.56

27.86 44.8 LAAINSHR iTRAQ4plex@N-term cleaved N-L@N-term 0.0008 1024.5908 513.3027 1024.5900 513.3023 2 36.71

27.86 44.8 LAQANVRP
R

QSVLQLL Carbamyl@N-term cleaved M-L@N-term 0.0037 1848.0731 925.0438 1848.0694 925.0420 2 48.63

35.69 58.4 LQETNDIIQR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
5 cleaved Y-L@N-term -0.0335 1373.6937 458.9052 1373.7272 458.9164 3 24.48

35.69 58.4 MALLQGDFAR iTRAQ4plex@N-term -0.0432 1264.6288 633.3217 1264.6720 633.3433 2 32.11

35.69 58.4 MIINHNLAAINSHR iTRAQ4plex@N-term; 
Deamidated(N)@11 -0.0054 1747.9220 583.6479 1747.9274 583.6497 3 32.30

35.69 58.4 NLIKADGSL
ANDAIGTLD

LTLSTAEF
DALMK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
Methyl(D)@20; 
iTRAQ4plex(K)@

erm; 
1; 
4; 

31

cleaved L-N@N-term; missed K-A@4 -0.3169 3667.6426 917.9179 3667.9596 917.9972 4 46.01

35.69 58.4 NMETLSSGMR iTRAQ4plex@N-term -0.0148 1268.5828 635.2986 1268.5975 635.3060 2 28.16

35.69 58.4 NTEDGMSL
QETNDIIQR

IQTTEGYL iTRAQ4plex@N-term -0.0240 3012.4229 1005.1480 3012.4468 1005.1562 3 39.82

35.69 58.4 PQSVLQLLR No iTRAQ4plex@N-term cleaved R-P@N-term 0.0104 1052.6447 527.3296 1052.6342 527.3244 2 36.71

35.69 58.4 QRERVYIATMTAK

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(R)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
1; 
2; 
4; 
13

cleaved H-Q@N-term
missed R-V@4

; missed R-E@2; -0.0699 1856.9210 929.4678 1856.9910 929.5028 2 36.14

35.69 58.4 QSVLQLLR Gln->pyro-Glu@N-term cleaved P-Q@N-term 0.0192 938.5741 470.2943 938.5549 470.2847 2 32.16

27.86 44.8 RGSRTSSM
QHQR

WFHIGPN iTRAQ4plex@N-t
Oxidation(R)@4

erm; cleaved A-R@N-term
missed R-T@4

; missed R-G@1; -1.1340 2440.0667 814.3628 2441.2005 814.7408 3 46.74

27.86 44.8 SLNLIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0068 974.6301 488.3223 974.6368 488.3257 2 41.36

35.69 58.4 SLNLIKADG
EFANDAIGT

SLLTLSTA
LDDALMK

Methylthio@N-ter
Deamidated(N)@
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

m; 
3; No 
6; 
21; 
33

missed K-A@6 -0.1021 3612.7256 904.1887 3612.8276 904.2142 4 44.96

35.69 58.4 SVLQLLR iTRAQ4plex@N-term cleaved Q-S@N-term 0.0043 971.6293 486.8219 971.6250 486.8198 2 32.97

35.69 58.4 TSSMWFHIG
ER

PNQHQR
iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(R)@
Deamidated(R)@

erm; 
14; 
15; 
17

missed R-E@15 -0.0263 2257.0193 753.3470 2257.0456 753.3558 3 36.25



4  5 3

35.69 58.4 TSSMWFHIG
ERV

PNQHQR iTRAQ4plex@N-t
Oxidation(R)@15
Oxidation(R)@17

erm; 
; cleaved V-Y@C-term

missed R-V@17
; missed R-E@15; -0.0808 2385.0710 796.0309 2385.1518 796.0579 3 36.08

35.69 58.4 VAYENIQASESR iTRAQ4plex@N-term cleaved M-V@N-term -0.0049 1509.7496 755.8821 1509.7545 755.8845 2 27.86

35.69 58.4 VLAIQSSNGIYSAEDR iTRAQ4plex@N-term; 
Deamidated(N)@8 -0.0164 1866.9281 934.4713 1866.9445 934.4795 2 31.40

35.69 58.4 VRPQSVLQLLR iTRAQ4plex@N-term cleaved N-V@N-term -0.0060 1451.8999 484.9739 1451.9058 484.9759 3 34.37

35.69 58.4 VYIATMTAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0094 1284.7262 643.3704 1284.7355 643.3750 2 33.44

LIC11898
2.47 2.8 RGEGPTLMEISTYR iTRAQ4plex@N-term missed R-G@1 0.0370 1752.9321 585.3180 1752.8951 585.3056 3 48.42

LIC11913

2.77 4.6 ASLPSEEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0012 1147.6340 574.8243 1147.6328 574.8237 2 26.17

2.77 4.6 EGISVEVLDLR Delta:H(2)C(2)@N-term; 
Methyl(I)@3 -0.0064 1268.6913 635.3529 1268.6976 635.3561 2 43.48

2.77 4.6 NSFDDLDAPVER iTRAQ4plex@N-term; 
Oxidation(D)@7; Oxidation(P)@9 0.0274 1552.7402 777.3774 1552.7127 777.3636 2 37.48

2.77 4.6 SIRPLDEEAIYTSIR iTRAQ4plex@N-term -0.0147 1906.0134 636.3451 1906.0282 636.3500 3 32.88

2.77 4.6 VPMP iTRAQ4plex@N-term cleaved D-V@N-term; cleaved P-Y@C-term 0.0282 586.3553 587.3625 586.3271 587.3343 1 53.86

2.77 4.6 VSQGMLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0058 1136.6526 569.3336 1136.6467 569.3306 2 27.86

LIC1_SPN3184

4 10.9 ASDASSQN
THEER

TESNGLT iTRAQ4plex@N-term; 
Deamidated(N)@8; 
Deamidated(N)@12

-0.0185 2278.9722 760.6647 2278.9907 760.6709 3 24.88

4 10.9 DYTEYPLR iTRAQ4plex@N-term; 
Oxidation(D)@1 0.0378 1215.6272 608.8209 1215.5894 608.8020 2 31.18

5.78 12.9 EDHILEHGR Carbamyl@N-term 0.0053 1147.5424 574.7784 1147.5370 574.7758 2 37.90

4 10.9 ESSITQGQA
TSQSSTTSG

PTSTQNA
ANTVK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@30 -0.0378 3256.5522 1086.5250 3256.5899 1086.5372 3 26.85

5.78 12.9 FLSSFR iTRAQ4plex@N-term 0.0145 899.5132 450.7639 899.4987 450.7566 2 43.10

4 10 910.9 GVDLGEVIGSGPGGRGVDLGEVIG iTRAQ4plex@N-term; SGPGGR iTRAQ4plex@N term;
Deamidated(R)@15 0 05270.0527 1513151 8385 5053.8385 620105.6201 1513 78581513.7858 505 6025 3 43 14505.6025 43.14

5.78 12.9 QDRKLEITGMR
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
3; 
4

missed R-K@3; missed K-L@4 -0.1073 1634.7943 545.9387 1634.9018 545.9745 3 48.16

4 10.9 TQIPFDSED
GGR

SPIRSAR No iTRAQ4plex@N-term missed R-S@13; missed R-G@16 -0.1366 2087.8982 696.9733 2088.0348 697.0189 3 59.89

LIC11928
6.1 8.1 AGADGLRI iTRAQ4plex@N-term cleaved I-G@C-term; missed R-I@7 0.2467 915.7727 458.8936 915.5260 458.7703 2 53.25

10.07 11.6 AQAENLIRAGADGLR iTRAQ4plex@N-t
Oxidation(R)@8

erm; missed R-A@8 -0.0166 1713.9078 857.9612 1713.9244 857.9695 2 58.56

10.07 11.6 DFLVLPGFI
ELETR

DFHPSEV iTRAQ4plex@N-term; 
iTRAQ4plex(S)@14 0.0174 2747.4587 687.8719 2747.4414 687.8676 4 40.77

10.07 11.6 DIVAGNVVTR iTRAQ4plex@N-term cleaved L-D@N-term 0.0040 1186.6831 594.3488 1186.6792 594.3469 2 28.05

10.07 11.6 EFKNLDIVAGNVVTR

Glu->pyro-Glu@N
iTRAQ4plex(K)@
Deamidated(N)@
Oxidation(D)@6

-term; 
3; 
4; missed K-N@3 -0.0042 1816.9763 909.4954 1816.9805 909.4975 2 36.22

10.07 11.6 GFTGIPVTEDGTR iTRAQ4plex@N-term 0.0105 1492.7749 747.3947 1492.7644 747.3895 2 30.13

10.07 11.6 GMASIEAMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -1.9783 1222.6667 612.3406 1224.6450 613.3298 2 29.52

10.07 11.6 GSILNFIPYLSQGLR iTRAQ4plex@N-term -0.0009 1821.0262 911.5204 1821.0271 911.5208 2 39.26

6.1 8.1 KGFTGIPVTEDGTR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-G@1 -0.0093 1764.9521 589.3246 1764.9614 589.3277 3 43.58

10.07 11.6 LVSLVSRSDLK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
7; 
11

missed R-S@7 -0.0411 1504.8657 753.4401 1504.9068 753.4607 2 38.93

6.1 8.1 RFENGFITDPVILGPK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
4; 
16

missed R-F@1 0.0000 2091.1606 698.0609 2091.1608 698.0609 3 54.10

10.07 11.6 VAQGVSGSVVDR No iTRAQ4plex@N-term 0.0051 1172.6201 587.3173 1172.6150 587.3148 2 26.65

10.07 11.6 YFNEGQK
iTRAQ4plex@N-term; 
Deamidated(N)@3; 
iTRAQ4plex(K)@7

0.0718 1173.6627 587.8386 1173.5910 587.8028 2 24.44

LIC11929

4 4.6 AESGVTIKQ
K

LWEFGIE iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
17

missed K-Q@8 -0.0011 2366.3201 592.5873 2366.3211 592.5876 4 34.18

4 4.6 DSTLRPETVQR iTRAQ4plex@N-term -0.0052 1444.7703 482.5974 1444.7756 482.5991 3 26.45
4 4.6 ENAVDAFSEILR iTRAQ4plex@N-term 0.0069 1506.7869 754.4007 1506.7800 754.3973 2 35.20



 

4 4.6 FMYKPGSM
K

IQYQSFIP
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
Deamidated(Q)@10; 
iTRAQ4plex(K)@17

0.0164 2497.3279 833.4499 2497.3115 833.4444 3 35.48

4 4.6 GGALS No iTRAQ4plex@N-term cleaved L-G@N-term; cleaved S-M@C-term -0.0105 403.1963 404.2035 403.2067 404.2140 1 46.96

LIC11940

4.31 13.4 ELATLLLEQ
AR

GHTVTLV iTRAQ4plex@N-term -0.0513 2107.1611 703.3943 2107.2123 703.4114 3 35.16

4.31 13.4 ENIYVPAR iTRAQ4plex@N-term -0.0080 1104.5969 553.3057 1104.6049 553.3097 2 27.82

4.31 13.4 GLDEIYYAS
PDEFDVEK

GVMHNIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16; 
iTRAQ4plex(K)@24

-0.0147 3200.5918 801.1552 3200.6065 801.1589 4 40.87

4.31 13.4 GLFWLISAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0076 1321.8079 661.9112 1321.8002 661.9074 2 37.98

4.31 13.4 IGISSIAGDRGRR iTRAQ4plex@N-term cleaved I-I@N-term; m
missed R-R@12

issed R-G@10; -0.0249 1500.8358 751.4252 1500.8607 751.4376 2 38.92

4.31 13.4 IPSFIFR iTRAQ4plex@N-term cleaved C-I@N-term 0.0089 1022.6124 512.3135 1022.6035 512.3090 2 34.64
LIC11955

4 11.3 AVAGFHTLDR iTRAQ4plex@N-term -0.0062 1229.6576 410.8932 1229.6639 410.8952 3 29.64

4 11.3 EANLTNESYSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0000 1542.7770 772.3958 1542.7769 772.3957 2 26.92

4 11.3 LELPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0018 886.5713 444.2929 886.5731 444.2938 2 29.66

4 11.3 RNKYERAV
R

AGFHTLD
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(R)@6; 
Deamidated(R)@

erm; 
3; 

16

missed R-N@1; miss
A@6

ed K-Y@3; missed R- 0.0746 2237.2656 746.7625 2237.1909 746.7376 3 36.84

LIC11958

2 2.7 AVPILFEILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.9744 1430.8896 716.4521 1429.9152 715.9649 2 38.62

2 2.5 ESTL Glu->pyro-Glu@N-term cleaved A-E@N-term; cleaved L-L@C-term 0.1282 430.3345 431.3418 430.2064 431.2136 1 58.37

2 2.7 IRSSDPSPL
LRPSGGES

PGTSSPD
GSP No iTRAQ4plex@N-term cleaved P-I@N-term; 

missed R-S@2
cleaved P-P@C-term; 0.0093 2636.2771 879.7663 2636.2678 879.7632 3 40.46

2 2.7 KEVLLQVLK
iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@9

0.1343 1501.1311 501.3843 1500.9969 501.3396 3 45.03

2 2.7 LHENFNDPEIR iTRAQ4plex@N-term 0.0046 1526.7645 509.9288 1526.7599 509.9273 3 29.89

2 2.7 NLKNKQEVK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
4; 
5; 
9

missed K-N@3; missed K-Q@5 -0.1037 1676.9235 559.9818 1677.0272 560.0164 3 35.26

2 2.7 SPDLR No iTRAQ4plex@N-term cleaved S-S@N-term; cleaved R-P@C-term 0.0446 586.3521 587.3594 586.3075 587.3148 1 54.24

2 2.7 SSLGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved V-S@N-term 0.0056 634.3828 635.3900 634.3772 635.3845 1 54.80

2 2.5 TKKLK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
3; 
5

cleaved A-T@N-term
missed K-L@3

; missed K-K@2; 0.1165 1192.9520 597.4833 1192.8354 597.4250 2 50.57

LIC11966

12.39 44.7 IMEIMNAST
AAMEK

NDLDALN iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 -0.0193 2582.2441 861.7553 2582.2634 861.7617 3 37.65

12.39 44.7 IMEIMNAST
AAMEKEDL

NDLDALN
TNAENVR

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 -0.0122 3723.7876 931.9542 3723.7997 931.9572 4 37.73

LIC11972
1.7 8.3 GEINQSMEANR iTRAQ4plex@N-term 0.0040 1391.6625 696.8385 1391.6585 696.8365 2 24.51

1.7 8.3 GEINQSME
LNK

ANRVREL
iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
10; 
17; 
18

missed R-V@11; missed R-E@13 -0.0439 2390.2029 797.7416 2390.2467 797.7562 3 29.34

LIC11978

6 44.5 AEVNDTNFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved L-A@N-term -0.0013 1324.6854 663.3500 1324.6867 663.3506 2 27.41

6 44.5 DGQLVDKVIGALPK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
7; 
14

missed K-V@7 -0.0200 1884.1210 629.0476 1884.1410 629.0543 3 43.25

6 44.5 KLNVDDNQ
SSIPTLLLYK

DTAQSLGI iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
26

missed K-L@1 -0.0131 3277.8005 820.4574 3277.8135 820.4606 4 39.67

6 44.5 LAEVNDTNFK

iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(F)@9; 
iTRAQ4plex(K)@

erm; 
5; 

10

cleaved A-L@N-term -0.0225 1454.7272 485.9163 1454.7497 485.9238 3 27.97



2 3.6 636.3621 3 37.56

6 44.5 MVAPVLEE
LVK

LSGELDG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0249 2186.2361 729.7526 2186.2112 729.7443 3 2.80

LIC11985

4 38.5 EEGNAAIDGLNGTQIR iTRAQ4plex@N-term; 
Deamidated(N)@11 0.0003 1801.8932 901.9539 1801.8928 901.9537 2 29.51

4 38.5 MNIYIGNLA
LRK

YQATEDD iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
19 missed R-K@18 0.0027 2515.3010 839.4410 2515.2984 839.4401 3 35.37

4 38.5 NGTQIR iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
4 cleaved L-N@N-term 0.0041 832.4567 417.2356 832.4525 417.2335 2 24.20

4 38.5 QATEDDLRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved Y-Q@N-term; missed R-K@8 -0.0195 1362.7152 455.2457 1362.7347 455.2522 3 26.64

4 38.5 VNEALP iTRAQ4plex@N-t
Deamidated(N)@

erm; 
2 cleaved P-K@C-term 0.0227 786.4472 787.4545 786.4245 787.4318 1 53.35

LIC11990

2.03 2.1 DPITGTEIEG
YYQRGR

SNYAEG iTRAQ4plex@N-t
Deamidated(N)@

erm; 
12 missed R-G@20 0.1134 2620.3296 874.4505 2620.2163 874.4127 3 38.64

2.03 2.1 EGLQRQKKLIR

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
7; 
8

missed R-Q@5; miss
L@8

ed K-K@7; missed K- -0.0918 1801.0345 601.3521 1801.1263 601.3827 3 37.63

2.03 2.1 GLLELIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0088 1072.7012 537.3578 1072.7100 537.3623 2 43.30

2.03 2.1 GQVWDNSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0030 1220.6423 611.3284 1220.6393 611.3269 2 59.54

2.03 2.1 IESSPEEIAD
EPVSVSQR

FLSGVLG iTRAQ4plex@N-term -0.0320 2788.3933 930.4717 2788.4253 930.4824 3 42.70

2.03 2.1 NPDISEELNPMLSVFR iTRAQ4plex@N-term; 
Deamidated(N)@9 0.1318 2005.1266 669.3828 2004.9948 669.3389 3 37.98

2.03 2.1 QSYGAREE
NVGR

DETLIQG Gln->pyro-Glu@N
Deamidated(R)@

-term; 
6 missed R-E@6 0.0272 2104.9932 1053.5040 2104.9661 1053.4903 2 24.43

2.03 2.1 TPLPPEIQRELR iTRAQ4plex@N-t
Oxidation(P)@5

erm; missed R-E@9 -0.0127 1607.8990 804.9568 1607.9117 804.9631 2 33.43

2.03 2.1 VINHHRQIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved F-V@N-term; missed R-Q@6 0.0363 1431.9030 716.9587 1431.8666 716.9406 2 36.80

LIC11992
2 3.6 ELLDEIENIHELLDEIENIHVLGIRVLGIR iTRAQ4plex@N-termiTRAQ4plex@N term -0.02170.0217 1901906.04306.0430 6636.354936.3549 1906.06461906.0646 636.3621 3 37.56

2 3.6 FSIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved P-F@N-term -0.0034 637.3887 638.3960 637.3921 638.3994 1 55.89

2 3.6 IGGSTEEAQR iTRAQ4plex@N-term cleaved H-I@N-term 0.0385 1190.6398 596.3271 1190.6013 596.3079 2 26.88

2 3.6 VVDLEALAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0082 1244.7666 623.3906 1244.7584 623.3865 2 36.20

LIC12001

2.14 4.9 INAYGQSLR
VAR

DIAPLLW iTRAQ4plex@N-t
Oxidation(N)@2; 
Oxidation(W)@16

erm; 
missed R-D@9 0.0634 2331.3455 778.1224 2331.2821 778.1013 3 56.40

4.01 4.9 KNTVQATLASR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-N@1 -0.0209 1475.8455 492.9557 1475.8664 492.9627 3 28.82

4.01 4.9 NTVQATLASR iTRAQ4plex@N-term; 
Deamidated(N)@1 0.0130 1204.6664 603.3405 1204.6533 603.3340 2 27.32

4.01 4.9 PVPYSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved R-P@N-term -0.0227 977.5562 489.7854 977.5790 489.7968 2 26.72

2.14 4.9 QARPVPYSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0104 1332.7654 445.2624 1332.7758 445.2659 3 36.60

LIC12002

33.03 29.0 AHSIAAQGGINAAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.1372 1595.7615 798.8880 1595.8987 798.9566 2 55.27

33.03 29.0 ALNDAEETTKK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
10; 
11

missed K-K@10 -0.0402 1651.8593 551.6270 1651.8994 551.6404 3 27.02

19.91 14.8 DIASRAAK

iTRAQ4plex@N-t
Oxidation(D)@1; 
Deamidated(R)@
iTRAQ4plex(K)@

erm; 

5; 
8

missed R-A@5 -0.0750 1135.5691 568.7918 1135.6441 568.8293 2 37.80

33.03 29.0 DRYENLFQ
ENPYK

MYEQITG iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
20 missed R-Y@2 -0.0132 2825.3442 942.7887 2825.3574 942.7931 3 42.51

33.03 29.0 EEGEAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved Q-E@N-term 0.0212 949.5172 475.7659 949.4960 475.7553 2 27.32

33.03 29.0 EEYQEEGEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0047 1498.7079 750.3612 1498.7031 750.3588 2 25.75

33.03 29.0 EKLEFENVHLAT iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 cleaved T-R@C-term; missed K-L@2 0.0050 1716.9340 573.3186 1716.9290 573.3169 3 32.41

19.91 14.8 EKLEFENVHLATR Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
2 missed K-L@2 0.0134 1771.9473 591.6564 1771.9339 591.6519 3 46.56

19.91 14.8 ENLFQMYE
K

QITGENPY iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
17 cleaved Y-E@N-term -0.1044 2391.0618 798.0278 2391.1660 798.0626 3 30.53



 

33.03 29.0 FCHATAWEFNGVGK

iTRAQ4plex@N-term; 
Methylthio(C)@2; 
Deamidated(N)@10; 
iTRAQ4plex(K)@14

0.0061 1900.8905 634.6375 1900.8844 634.6354 3 34.29

33.03 29.0 GCNVTATWK
iTRAQ4plex@N-term; 
Methylthio(C)@2; 
iTRAQ4plex(K)@9

0.0417 1312.6929 657.3537 1312.6511 657.3328 2 45.81

33.03 29.0 GKRTVDSFHRQLGK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(R)@
Deamidated(R)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
2; 
3; 
10; 
11; 
14

missed K-R@2; misse
Q@10

d R-T@3; missed R- -0.1309 2063.0181 688.6799 2063.1489 688.7236 3 40.31

33.03 29.0 GLKEALSEI No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
3 cleaved I-P@C-term -0.0474 1102.5883 552.3014 1102.6356 552.3251 2 29.49

33.03 29.0 GQTGQQLL
SR

LGAYSAL iTRAQ4plex@N-term 0.0020 1906.0414 954.0280 1906.0394 954.0270 2 35.10

33.03 29.0 IPNGSIDK
iTRAQ4plex@N-term; 
Deamidated(N)@3; 
iTRAQ4plex(K)@8

0.0000 1131.6379 566.8262 1131.6379 566.8262 2 28.07

33.03 29.0 IPNGSIDKK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
8; 
9

missed K-K@8 -0.0368 1403.7982 468.9400 1403.8349 468.9523 3 29.03

33.03 29.0 IREEFWQN
TELNQSLEK

VNVPGSG iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
24 missed R-E@2 -0.0245 3061.5469 766.3940 3061.5712 766.4001 4 33.99

33.03 29.0 KYPSYGNLSPR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-Y@1 0.0191 1568.8745 523.9655 1568.8555 523.9591 3 46.48

33.03 29.0 LAEVSVNIID
VPFAR

QCVAQG iTRAQ4plex@N-term; 
Methylthio(C)@12 -0.0004 2418.2517 807.0912 2418.2521 807.0913 3 48.36

33.03 29.0 LEFENVHLATR iTRAQ4plex@N-term 0.0098 1471.8003 491.6074 1471.7905 491.6041 3 32.55

19.91 14.8 LFYDTVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0004 1172.6688 587.3417 1172.6685 587.3415 2 43.14

19.91 14.8 LLSIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0106 860.6045 431.3095 860.5939 431.3042 2 41.75

19.91 14.8 LPYTIGNYLAGVGFNSLPYTIGNYL
HPK

iTRAQ4plex@N-tAGVGFNS iTRAQ4plex@N
Methyl(H)@17; 
iTRAQ4plex(K)@

erm; term;

19
cleaved I-L@N-term -0.0123 2349.2603 588.3223 2349.2725 588.3254 4 48.81

33.03 29.0 LVNPANK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0010 1042.6368 522.3257 1042.6379 522.3262 2 28.04

33.03 29.0 LVNPANKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 missed K-R@7 -0.0442 1198.6948 400.5722 1198.7390 400.5869 3 28.34

33.03 29.0 NPADIPESER iTRAQ4plex@N-term 0.0024 1270.6299 636.3222 1270.6275 636.3210 2 25.88

33.03 29.0 NPADIPESERDYYLER iTRAQ4plex@N-term missed R-D@10 0.0019 2110.0110 704.3442 2110.0089 704.3436 3 30.90

33.03 29.0 NYQNDGDSVYR iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@10 -0.0019 1617.7607 540.2609 1617.7627 540.2615 3 25.91

33.03 29.0 QIGLGSVK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@8 -0.0037 927.5474 464.7810 927.5511 464.7828 2 39.69

33.03 29.0 RAHSIAAQGGINAAK

No iTRAQ4plex@
Deamidated(Q)@
Oxidation(N)@12
iTRAQ4plex(K)@

N-term; 
8; 
; 
15

missed R-A@1 0.0371 1624.9138 542.6452 1624.8767 542.6328 3 45.98

19.91 14.8 RNPADIPESER Carbamyl@N-term missed R-N@1 0.0077 1325.6401 663.8273 1325.6324 663.8235 2 34.47

19.91 14.8 TIGNYLAGVGFNSHPK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
12; 
16

cleaved Y-T@N-term 0.0267 1963.0675 655.3631 1963.0407 655.3542 3 49.10

19.91 14.8 TVDSFHR iTRAQ4plex@N-term -0.0008 1004.5154 503.2650 1004.5161 503.2653 2 35.85

19.91 14.8 VDSFHR iTRAQ4plex@N-t
iTRAQ4plex(S)@

erm; 
3 cleaved T-V@N-term -0.0540 1047.5166 524.7656 1047.5705 524.7925 2 35.52

33.03 29.0 VVRDLVTGK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
3; 
9

cleaved I-V@N-term; missed R-D@3 -0.0174 1274.7628 638.3887 1274.7802 638.3974 2 44.58

33.03 29.0 YENLFQMY
YK

EQITGENP iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0377 2554.2671 852.4296 2554.2294 852.4171 3 39.04

33.03 29.0 YPSYGNLSPR iTRAQ4plex@N-term 0.0038 1296.6624 649.3384 1296.6584 649.3365 2 29.04
LIC12003

8.13 23.0 AFPVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0104 961.6308 481.8227 961.6204 481.8175 2 40.35

8.13 23.0 DGDTVYVEPWR iTRAQ4plex@N-term 0.0033 1479.7150 740.8647 1479.7116 740.8631 2 31.01

8.13 23.0 DISPNMSFL
EELITK

EMLDVVN iTRAQ4plex@N-term; 
iTRAQ4plex(K)@22 0.0077 2824.4558 942.4926 2824.4482 942.4900 3 41.71

8.13 23.0 GEDPIAFEHDCR iTRAQ4plex@N-term; 
Methylthio(C)@11 -0.0035 1577.6689 526.8969 1577.6724 526.8981 3 31.49

8.13 23.0 IIQAGGFISV
DANALPIPK

NTGGAP iTRAQ4plex@N-term; 
Deamidated(N)@19; 
iTRAQ4plex(K)@25

-0.0506 2709.4441 904.1553 2709.4945 904.1721 3 56.42



8.13 23.0 ITHLGLLPQGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0105 1463.8964 488.9727 1463.9068 488.9762 3 31.77

4.92 10.7 IVDYNAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0025 1109.6300 555.8223 1109.6324 555.8235 2 37.11

8.13 23.0 NASAMLFVSAK
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@11

0.0178 1426.7911 714.4028 1426.7734 714.3940 2 56.96

4.92 10.7 SFKDGDTVYVEPWR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 0.0035 1986.0126 663.0115 1986.0091 663.0103 3 47.63

LIC13520

23.68 22.8 ADPDKPQVNEER iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0561 1684.8063 562.6094 1684.8624 562.6281 3 25.55

8.27 9.1 ANQTAEHYGNR iTRAQ4plex@N-term; 
Deamidated(N)@2 -0.0072 1404.6432 469.2217 1404.6504 469.2241 3 34.83

23.68 22.8 AYSKPSSTNPNER iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved Y-A@N-term -0.0004 1737.8885 580.3035 1737.8889 580.3036 3 25.18

23.68 22.8 EISEFITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0022 1253.7133 627.8639 1253.7111 627.8628 2 31.07

23.68 22.8 FFQNELDKLK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
10

missed K-L@8 0.0030 1712.9857 572.0025 1712.9827 572.0015 3 35.79

23.68 22.8 GIEPDPNTASITTQAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0172 1930.0079 644.3433 1930.0251 644.3490 3 28.55

23.68 22.8 IAETNNQNTNIVTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0136 1846.9856 616.6691 1846.9992 616.6737 3 27.66

23.68 22.8 IAETNNQNT
YDR

NIVTKDE iTRAQ4plex@N-term; 
Deamidated(N)@8; 
iTRAQ4plex(K)@14

-0.0083 2526.2358 843.0859 2526.2442 843.0887 3 29.63

8.27 9.1 IAPILQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0006 1069.7097 535.8621 1069.7103 535.8624 2 41.50

23.68 22.8 IEKIYPK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(Y)@5; 
iTRAQ4plex(K)@

erm; 
3; 

7

missed K-I@3 -0.0024 1337.8260 446.9493 1337.8284 446.9501 3 56.44

8.27 9.1 ILFVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5iTRAQ4plex(K)@5 0.0003 906.6149 454.3147 906.6146 454.3146 2 43.71

23.68 22.8 IPEDFGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0073 1092.6132 547.3138 1092.6059 547.3102 2 29.93

8.27 9.1 ISSESLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0062 1050.6104 526.3124 1050.6165 526.3155 2 36.75

23.68 22.8 ITSGMLEFAFGR iTRAQ4plex@N-term cleaved L-I@N-term 0.0223 1471.7838 491.6019 1471.7615 491.5944 3 59.07

23.68 22.8 KQSIFQDYISK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
11

missed K-Q@1 -0.0185 1787.9961 597.0060 1788.0147 597.0122 3 35.49

23.68 22.8 LITSGMLEFAFGR iTRAQ4plex@N-term -0.0038 1584.8418 793.4282 1584.8456 793.4301 2 53.64

23.68 22.8 LYAYSKPSSTNPNER iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0110 2014.0254 672.3491 2014.0363 672.3527 3 28.39

23.68 22.8 PDKPQVNEER No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
3 cleaved D-P@N-term -0.0049 1354.6914 452.5711 1354.6963 452.5727 3 24.72

8.27 9.1 QPSD Gln->pyro-Glu@N-term cleaved D-P@C-term -0.0678 428.0865 429.0938 428.1543 429.1616 1 59.10

23.68 22.8 QPSDPDPSIPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0044 1467.7769 734.8957 1467.7813 734.8979 2 27.51

8.27 9.1 SELAVNERA
YGNR

NQTAEH iTRAQ4plex@N-t
Deamidated(N)@

erm; 
6 cleaved Y-S@N-term; missed R-A@8 0.0464 2303.1477 768.7231 2303.1012 768.7077 3 46.04

23.68 22.8 SGLKIVDLTPK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
4; 
11

missed K-I@4 -0.0618 1457.8444 729.9294 1457.9061 729.9603 2 45.38

23.68 22.8 SVLFMLIR iTRAQ4plex@N-term 0.0249 1121.7002 561.8574 1121.6753 561.8449 2 42.70
LIC12016

4 15.6 ALGVSPSYLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0114 1408.8057 705.4101 1408.8169 705.4158 2 41.27

4 15.6 IETGSQDPTEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0013 1491.7673 746.8909 1491.7660 746.8903 2 33.49

2 9.2 VELGLLEPPEDFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0031 1772.9835 887.4990 1772.9804 887.4975 2 34.74

LIC12032
18.29 18.8 ASALAGTDPDYATR iTRAQ4plex@N-term -0.0013 1551.7638 776.8892 1551.7651 776.8898 2 28.47

18.29 18.8 ASALAGTDP
LFEAIERKE

DYATRD
FPK

iTRAQ4plex@N-t
Oxidation(P)@9; 
Oxidation(R)@22
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

; 
23; 
27

missed R-D@14; missed R-K@22 0.1090 3474.9087 869.7344 3474.7996 869.7072 4 50.76

18.29 18.8 ASIFSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0055 939.5579 470.7862 939.5633 470.7889 2 37.79

18.29 18.8 DLFEAIER iTRAQ4plex@N-term -0.0026 1135.5969 568.8057 1135.5995 568.8070 2 32.84

18.29 18.8 DLIYRSIYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved M-D@N-term; missed R-S@5 -0.0043 1457.8444 729.9294 1457.8486 729.9316 2 45.38



18.29 18.8 RDPVTGYK   620.3504 2 28.75

18.29 18.8 DYPLIEVGV
K

LELNSNP iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0055 2187.1975 730.0731 2187.2031 730.0750 3 50.60

18.29 18.8 ERLTSAIASTMHNL iTRAQ4plex@N-t
Deamidated(N)@

erm; 
13 cleaved L-P@C-term; missed R-L@2 0.1025 1687.9709 563.6642 1687.8685 563.6301 3 38.78

18.29 18.8 FNPFDLTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0012 1268.6997 635.3571 1268.7009 635.3577 2 33.84

18.29 18.8 FPDFIHSQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0027 1405.7626 469.5948 1405.7598 469.5939 3 32.23

18.29 18.8 FYTDEGIWD
PVFFAR

LVGNNT iTRAQ4plex@N-term 0.0099 2604.2871 869.1030 2604.2771 869.0996 3 41.08

18.29 18.8 GAGAYGTLTITQDLTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0338 1897.0739 633.3652 1897.0400 633.3540 3 46.35

18.29 18.8 GIQYQQLPVNRPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 cleaved L-G@N-term -0.0187 1828.0376 610.3531 1828.0563 610.3594 3 29.78

18.29 18.8 GPVLIQDTHLIEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0025 1750.0258 584.3492 1750.0233 584.3484 3 32.61

18.29 18.8 GPVLIQDTH
NRER

LIEKLAHF
iTRAQ4plex@N-t
Oxidation(P)@2; 
iTRAQ4plex(K)@
Deamidated(R)@

erm; 

13; 
19

missed K-L@13; missed R-E@19 -0.0668 2790.4717 931.1645 2790.5384 931.1868 3 17.23

18.29 18.8 GSHTFGLWNSKGER
No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(R)@14

N-term; 
11; cleaved Y-G@N-term; missed K-G@11 -0.0078 1734.8481 579.2900 1734.8560 579.2926 3 26.94

18.29 18.8 LGIQYQQLPVNR iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
4 cleaved R-P@C-term 0.0313 1572.9059 787.4602 1572.8746 787.4446 2 44.54

18.29 18.8 LGIQYQQLPVNRPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0177 1941.1227 648.0482 1941.1403 648.0541 3 31.40

18.29 18.8 LTSAIASTMHNLPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 cleaved K-P@C-term -0.0020 1770.9885 591.3368 1770.9906 591.3375 3 33.81

18.29 18.8 NLSMEKASALAGTD
iTRAQ4plex@N-t
Oxidation(N)@1; 
iTRAQ4plex(K)@

erm; 

6
cleaved D-P@C-term; missed K-A@6 -0.0026 1710.8677 856.4411 1710.8702 856.4424 2 53.95

18.29 18.8 PLLEANLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved K-P@N-term 0.0067 1184.7439 593.3792 1184.7372 593.3759 2 31.61

18.29 18.8 RDPVTGYK
iTRAQ4plex@N-t
Oxidation(P)@3; Oxidation(P)@3;
iTRAQ4plex(K)@

erm; 
missed R-D@1

8
missed R D@1 -0.01320.0132 1231238.67318.6731 6620.343820.3438 1238.68631238.6863 620.3504 2 28.75

18.29 18.8 SIFSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved A-S@N-term -0.0043 868.5219 435.2682 868.5262 435.2704 2 34.43

18.26 14.5 DPLKFPDFIHSQK
Carbamyl@N-ter
iTRAQ4plex(K)@
iTRAQ4plex(K)@

m; 
4; 
13

missed K-F@4 0.0094 1902.0337 635.0185 1902.0243 635.0154 3 49.04

18.26 14.5 FSTVAGEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0008 1125.6266 563.8206 1125.6274 563.8210 2 36.51

18.26 14.5 LAHFNRERIPER iTRAQ4plex@N-t
Oxidation(H)@3; 

erm; 
Oxidation(R)@6 missed R-E@6; missed R-I@8 -0.0504 1712.8689 571.9636 1712.9192 571.9804 3 48.52

18.26 14.5 LFAYPDAHR iTRAQ4plex@N-term 0.0065 1232.6489 411.8903 1232.6424 411.8881 3 42.72

18.26 14.5 LTTAGGHPVSQNQH iTRAQ4plex@N-term cleaved T-L@N-term; cleaved H-S@C-term -0.0389 1589.7643 795.8894 1589.8032 795.9089 2 33.17

18.26 14.5 LTTAGGHP
LTAGPR

VSQNQHS iTRAQ4plex@N-term cleaved T-L@N-term -0.0677 2272.1118 758.3779 2272.1794 758.4004 3 36.75

18.26 14.5 PLKFPDFIHSQK
iTRAQ4plex@N-t
Glu(P)@1; iTRAQ
iTRAQ4plex(K)@

erm; Pro->pyro-
4plex(K)@3; 

12
cleaved D-P@N-term; missed K-F@3 -0.0467 1902.0261 635.0160 1902.0729 635.0316 3 48.93

18.26 14.5 TLTTAGGHPVSQNQH Carbamyl@N-term cleaved H-S@C-term 0.0082 1589.7628 795.8887 1589.7546 795.8846 2 33.31

18.26 14.5 TLTTAGGHP
SLTAGPR

VSQNQH Carbamyl@N-term -0.0202 2272.1106 758.3775 2272.1309 758.3842 3 36.69

18.26 14.5 VGLALSR iTRAQ4plex@N-term 0.0004 858.5413 430.2779 858.5409 430.2777 2 39.34
LIC12040

6 25.3 FKDLASPEFPVAK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@13

-0.0151 1880.0623 627.6947 1880.0773 627.6997 3 32.65

6 25.3 IIRFKDLASPEFPVAK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
5; 
16

missed R-F@3 -0.0430 2118.2017 707.0745 2118.2445 707.0888 3 30.83

6 25.3 IMHIALPIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0051 1379.8516 690.9330 1379.8566 690.9356 2 52.91

6 25.3 LINP No iTRAQ4plex@
Deamidated(N)@

N-term; 
3 cleaved A-L@N-term; cleaved P-H@C-term 0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48

6 25.3 LINPHINFNG
TFYK

NAEEAF
No iTRAQ4plex@
Deamidated(N)@
Oxidation(Y)@19
iTRAQ4plex(K)@

N-term; 
3; 
; 
20

cleaved A-L@N-term 0.0376 2499.2568 834.0929 2499.2192 834.0804 3 33.03



6 25.3 SVFGGEFAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0023 1228.6672 615.3409 1228.6696 615.3421 2 31.28

6 25.3 YNMLMAND
R

VPEAMG iTRAQ4plex@N-term 0.0046 1854.8595 928.4370 1854.8548 928.4347 2 33.01

LIC12075

5.92 17.7 AVWGEEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0054 1105.6066 553.8105 1105.6011 553.8078 2 29.22

5.92 17.7 DLVPFPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0069 1102.6561 552.3353 1102.6630 552.3388 2 31.05

5.92 17.7 FIDIGGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0009 1149.7010 575.8578 1149.7001 575.8573 2 32.82

5.92 17.7 FSIYILAINETTSINPEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0164 2340.2983 781.1068 2340.2820 781.1013 3 56.69

5.92 17.7 GEFLDVMVEMENR iTRAQ4plex@N-term -2.9096 1708.8936 855.4540 1711.8031 856.9088 2 44.26

5.92 17.7 GFDLENNT
MPQK

FVINFQNL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 0.0202 2656.3765 886.4661 2656.3563 886.4594 3 38.39

5.92 17.7 IDIGGIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved F-I@N-term 0.0092 1002.6409 502.3277 1002.6317 502.3231 2 30.66

5.92 17.7 KDQVLISNF
R

VDQTEEE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 -0.0202 2337.1855 780.0691 2337.2056 780.0758 3 33.62

4.29 9.6 NISFFR iTRAQ4plex@N-term 0.0041 926.5137 464.2641 926.5096 464.2621 2 43.06

4.29 9.6 VVVLIFNPLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -1.0696 1427.8617 714.9381 1428.9312 715.4729 2 53.52

LIC12078

2 3.0 IQLLLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-I@N-term -0.0062 1014.6983 508.3564 1014.7045 508.3595 2 59.44

2 3.0 LDIH iTRAQ4plex@N-term cleaved N-L@N-term; cleaved H-N@C-term -0.0038 640.3628 641.3701 640.3666 641.3739 1 56.98

2 3.0 NLLYVSGVR iTRAQ4plex@N-term; 
Oxidation(N)@1; Oxidation(R)@9 0.0507 1195.7190 598.8668 1195.6683 598.8414 2 43.72

2 3.0 VADIAAAGALLHDLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0094 1822.0463 608.3560 1822.0556 608.3591 3 36.25

2 3.0 VELVYLANM iTRAQ4plex@N-t
Deamidated(N)@

erm; 
8 cleaved L-V@N-term; cleaved M-M@C-term 0.0737 1195.7018 598.8582 1195.6280 598.8213 2 29.31

LIC12084LIC12084

1.52 3.6 KSEIPAILSLIEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
13

missed K-S@1 -0.0101 1872.1560 625.0593 1872.1661 625.0626 3 43.56

LIC12095

2 10.7 LMPETTPTL
K

TAPPEET iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0991 2143.0337 536.7657 2143.1326 536.7904 4 24.85

2 10.7 SETNTQNPDSTLPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0053 1818.9150 910.4648 1818.9203 910.4674 2 26.21

LIC12112

2 8.0 IVVENFQLLGSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0308 1633.9340 817.9742 1633.9647 817.9896 2 51.22

2 8.0 LKQDTWETPEGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
12

missed K-Q@2 -0.0198 1862.9906 622.0042 1863.0103 622.0107 3 30.80

2 8.0 SINGTSLVN
TYVSNGEK

FSLANGR
R

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
9; 
14; 
21; 
24

missed R-T@16; missed K-R@24 -0.0301 2974.4939 992.5052 2974.5240 992.5153 3 59.23

LIC12166
4.01 7.0 AAMQR iTRAQ4plex@N-term cleaved E-A@N-term 0.0296 719.4166 720.4239 719.3870 720.3943 1 55.36

4.01 7.0 GIYKIGIPTV
SR

AGSGAEA iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved P-G@N-term; missed K-I@4 2.9454 2137.1443 713.3887 2134.1990 712.4069 3 39.38

4.01 7.0 IGIPTVAGSGAEASR Delta:H(2)C(2)@N-term; 
Methyl(I)@3 -0.0040 1424.7583 713.3864 1424.7623 713.3884 2 39.28

4.01 7.0 LLFGFNTIDR iTRAQ4plex@N-term -0.0084 1338.7334 670.3740 1338.7418 670.3782 2 35.18

2 2.8 SSLIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved D-S@N-term 0.0171 690.4569 691.4642 690.4398 691.4471 1 58.76

LIC12168

2 3.0 DDLISILSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0223 1290.7416 646.3781 1290.7639 646.3892 2 39.98

2 3.0 GRTGA iTRAQ4plex@N-term cleaved F-G@N-term
missed R-T@2

; cleaved A-T@C-term; 0.0148 604.3563 605.3635 604.3415 605.3487 1 56.30

2 3.0 IALLTEERR iTRAQ4plex@N-t
Phospho(T)@5

erm; missed R-R@8 0.0354 1323.7388 442.2535 1323.7034 442.2417 3 40.92

2 3.0 NVSLADKVPGLR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 missed K-V@7 0.0069 1555.9358 519.6525 1555.9290 519.6503 3 31.56

LIC12179

4 9.8 FTNWAANFLLDKPK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12; 
iTRAQ4plex(K)@14

-0.0056 2096.1729 699.7316 2096.1784 699.7334 3 36.69



4 9.8 SLVEETTLPIISIDLAR iTRAQ4plex@N-term -0.0055 2013.1427 1007.5790 2013.1480 1007.5813 2 39.23

4 9.8 SRLGGESNYTFR iTRAQ4plex@N-t
Oxidation(R)@2

erm; missed R-L@2 0.1378 1545.9036 516.3085 1545.7658 516.2625 3 44.56

LIC12187

2 2.8 AIIPVHMNGR iTRAQ4plex@N-term; 
Deamidated(N)@8 0.0136 1251.7017 418.2411 1251.6880 418.2366 3 42.48

2 2.8 IIPNR No iTRAQ4plex@N-term cleaved V-I@N-term 0.0057 611.3812 612.3885 611.3755 612.3828 1 58.03
LIC12188

3.11 3.7 DLIRSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved F-D@N-term; missed R-S@4 -0.0135 1018.6243 510.3194 1018.6379 510.3262 2 43.66

3.11 3.7 GIETLPEFFDPNLAR iTRAQ4plex@N-term 0.0008 1861.9705 931.9925 1861.9696 931.9921 2 36.57

3.11 3.7 IDTYSPGLHIPVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0136 1726.9725 576.6648 1726.9861 576.6693 3 32.34

3.11 3.7 LGAGS iTRAQ4plex@N-term cleaved N-L@N-term; cleaved S-F@C-term 0.0244 547.3333 548.3405 547.3088 548.3160 1 42.24

3.11 3.7 LNLGAGSFV
GTLLSYFK

VDIGSND iTRAQ4plex@N-term; 
iTRAQ4plex(K)@24 -0.0330 2774.4404 925.8207 2774.4734 925.8318 3 2.38

3.11 3.7 VKAELIQELEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
11

missed K-A@2 -0.0094 1731.0414 578.0211 1731.0508 578.0242 3 36.06

LIC12193
2 4.2 LGEFFEPITLR iTRAQ4plex@N-term 0.0039 1464.8138 733.4142 1464.8099 733.4122 2 49.36

2 4.2 SESEQQITDEYIR No iTRAQ4plex@
Oxidation(D)@9

N-term; cleaved L-S@N-term 0.1110 1612.8326 807.4236 1612.7217 807.3681 2 56.82

LIC12199

2.6 4.5 ISSDK
iTRAQ4plex@N-t
Oxidation(D)@4; 
iTRAQ4plex(K)@

erm; 

5
cleaved H-I@N-term 0.0278 852.5075 427.2610 852.4796 427.2471 2 26.62

2.6 4.5 PATVCGYSPR No iTRAQ4plex@
Methylthio(C)@5

N-term; cleaved R-P@N-term 0.0139 1095.4980 548.7563 1095.4841 548.7493 2 29.83

2.6 4.5 SINLDAFRPLVEISK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0266 1989.1238 664.0485 1989.1502 664.0574 3 36.17

2.6 4.5 VGAMLVPR No iTRAQ4plex@N-term cleaved Y-V@N-term 0.0173 841.5017 421.7581 841.4844 421.7495 2 29.56
LIC12210

3.39 8.0 KIQIQTN iTRAQ4plex@N-t
iTRAQ4plex(K)@iTRAQ4plex(K)@1

erm; 
1 missed K-I@1 -0.0100 1131.6755 566.8450 1131.6855 566.8500 2 36.22

LIC12231

2 7.0 FFEDSAPDLLNKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
12; 
13

missed K-K@12 0.0121 1955.0852 652.7023 1955.0729 652.6983 3 33.07

2 7.0 IAGGS iTRAQ4plex@N-term cleaved T-I@N-term; cleaved S-N@C-term 0.0244 547.3333 548.3405 547.3088 548.3160 1 42.24

2 7.0 IYNGTIAGGSNR
iTRAQ4plex@N-term; 
Deamidated(N)@11; 
Deamidated(R)@12

0.0157 1367.6960 684.8553 1367.6803 684.8474 2 33.26

2 7.0 IYNGTIAGG
QFDSPFSQ

SNRLNDVI
TVK

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(T)@
iTRAQ4plex(K)@

erm; 
25; 
26; 
28

missed R-L@12 0.0043 3473.8201 869.4623 3473.8156 869.4612 4 47.03

2 7.0
IYNGTIAGG
QFDSPFSQ
PEKGLYLKI

SNRLNDVI
TVKSDTL
TIEQR

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(Q)@
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
14; 
18; 
25; 
28; 
35; 
40

missed R-L@12; miss
G@35; missed K-I@4

ed K-S@28; missed K-
0 -0.2057 5704.8271 951.8118 5705.0327 951.8461 6 58.63

LIC12232

2.01 2.5 ASTFVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved T-A@N-term -0.0053 939.5580 470.7863 939.5633 470.7889 2 34.75

2.01 2.5 EFHPETASTFVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0081 1679.8844 560.9688 1679.8763 560.9660 3 30.22

2.01 2.5 LMNSYDVPNEQR No iTRAQ4plex@N-term 0.0741 1464.7408 489.2542 1464.6667 489.2295 3 26.17

2.01 2.5 RLMNSYDVPNEQR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
10 cleaved Y-R@N-term; missed R-L@1 0.0473 1765.9012 883.9579 1765.8539 883.9342 2 32.38

2.01 2.5 SILGIPKSIL
VLNPAK

NDQDAIDL
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
7; 
21; 
24

missed K-S@7 -0.2762 2979.4460 994.1559 2979.7222 994.2480 3 49.47

2.01 2.5 SILNDQDAIDLVLNP iTRAQ4plex@N-t
Oxidation(N)@14

erm; cleaved P-A@C-term -0.0503 1798.8932 900.4539 1798.9434 900.4790 2 47.96

2.01 2.5 SILNDQDAIDLVLNPAK

iTRAQ4plex@N-term; 
Deamidated(N)@4; 
Oxidation(P)@15; 
iTRAQ4plex(K)@17

0.0203 2143.1819 715.4012 2143.1616 715.3945 3 49.09

LIC12233
18.24 33.9 AGGMGLISGR No iTRAQ4plex@N-term -0.0034 917.4719 459.7432 917.4753 459.7449 2 28.83



18.24 33.9   0.0976 778.0844 3 40.66

18.24 33.9 DGVALLNAIQDVYLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0052 2006.1240 669.7153 2006.1292 669.7170 3 38.70

18.24 33.9 ESLSLPGAN
K

YVDEVLS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0002 2108.1243 1055.0690 2108.1245 1055.0695 2 36.42

18.24 33.9 INHNELLSYPNK

iTRAQ4plex@N-term; 
Deamidated(N)@2; 
Deamidated(N)@4; 
Oxidation(Y)@9; 
iTRAQ4plex(K)@12

0.0286 1746.9318 583.3179 1746.9032 583.3083 3 35.91

18.24 33.9 IPFIVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0058 1003.6616 502.8380 1003.6674 502.8410 2 32.90

18.24 33.9 LAGTGYTSI
EHSAGASF

LPVDQGI
AK

iTRAQ4plex@N-term; 
Methyl(L)@10; Oxidation(F)@24; 
iTRAQ4plex(K)@26

0.0936 2907.6157 485.6099 2907.5222 485.5943 6 44.08

18.24 33.9 LAIEGGCNA
LGLVSR

VASTLGV iTRAQ4plex@N-term; 
Methylthio(C)@7 -0.0290 2289.2017 764.0745 2289.2307 764.0842 3 49.20

18.24 33.9 LPEVFAGGFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0085 1351.7659 676.8902 1351.7744 676.8945 2 34.38

12.43 16.8 LVSRK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
4; 
5

cleaved G-L@N-term; missed R-K@4 0.0243 890.6036 446.3091 890.5793 446.2969 2 42.48

18.24 33.9 MYTQLTADNPIDMAR iTRAQ4plex@N-term; 
Oxidation(M)@1 0.0002 1898.8990 950.4568 1898.8988 950.4567 2 31.75

18.24 33.9 NYQAILNTGR iTRAQ4plex@N-term -0.0220 1292.6740 647.3442 1292.6959 647.3552 2 29.30

18.24 33.9 NYQAILNTG
TSILP

RLAGTGY iTRAQ4plex@N-t
Oxidation(R)@10

erm; cleaved P-V@C-term; missed R-L@10 0.0179 2382.2844 795.1021 2382.2665 795.0961 3 37.01

18.24 33.9 QIQEISDAFHR Gln->pyro-Glu@N-term -0.0023 1325.6342 663.8243 1325.6364 663.8255 2 34.87

18.24 33.9 QKLPEVFAGGFK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
12

missed K-L@2 -0.0079 1752.0221 585.0146 1752.0300 585.0173 3 35.05

18.24 33.9 TALGAEADSLLNHTCK
iTRAQ4plex@N-term; 
Methylthio(C)@15; 
iTRAQ4plex(K)@16

0.0023 1976.9927 660.0048 1976.9903 660.0040 3 34.59

18.24 33.9 TSILPVDQG
SFAKSFAK

IEHSAGA iTRAQ4plex@N-t
Oxidation(H)@12Oxidation(H)@12;
iTRAQ4plex(K)@

erm; 
; cleaved Y-T@N-term
20

cleaved Y T@N term 0.0976 2332331.32911.3291 7778.116978.1169 2331.23142331.2314 778.0844 3 40.66

18.24 33.9 VFAGGFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved E-V@N-term 0.0005 1012.5955 507.3050 1012.5949 507.3047 2 43.31

LIC12247

3.7 11.1 FYDLNKEEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6; 
iTRAQ4plex(K)@9

-0.0342 1616.8434 539.9551 1616.8775 539.9665 3 31.11

3.7 11.1 MNVATSHIT
NK

WSIPMAN iTRAQ4plex@N-term; 
Phospho(S)@11; 
iTRAQ4plex(K)@18

0.1030 2382.2500 795.0906 2382.1469 795.0562 3 19.53

3.7 11.1 VATSLNPLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -1.0854 1285.6948 643.8547 1286.7802 644.3974 2 29.72

LIC12263

5.54 10.6 ETITDYEKV
DNDLLQR

RNTLINYI
Glu->pyro-Glu@N
iTRAQ4plex(K)@
Deamidated(N)@
Deamidated(N)@

-term; 
8; 
15; 
19

missed K-V@8; missed R-N@10 -0.2044 3066.3589 767.5970 3066.5631 767.6481 4 45.86

5.54 10.6 ETLPPIPTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0002 1282.7743 642.3944 1282.7740 642.3943 2 29.42

3.95 6.3 IAQHLLR iTRAQ4plex@N-term -0.0049 993.6157 497.8151 993.6205 497.8175 2 43.12

5.54 10.6 IGENK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved L-I@N-term 0.0044 847.5051 424.7598 847.5007 424.7576 2 23.51

5.54 10.6 ILLEYASPLIVR iTRAQ4plex@N-term -0.0048 1529.9255 765.9700 1529.9303 765.9724 2 36.15
3.95 6.3 LGALP iTRAQ4plex@N-term cleaved P-S@C-term -0.0002 613.3919 614.3992 613.3921 614.3994 1 50.66

3.95 6.3 LGALPSYISLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0344 1448.8502 725.4324 1448.8846 725.4496 2 45.76

3.95 6.3 LLLHGEGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0064 1266.7841 423.2686 1266.7903 423.2707 3 44.76

5.54 10.6 NTLINYIDNDLLQR iTRAQ4plex@N-term 0.0093 1847.9956 617.0058 1847.9863 617.0027 3 36.99

5.54 10.6 SLSFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved Y-S@N-term -0.0043 868.5219 435.2682 868.5262 435.2704 2 34.43

LIC12277

2.66 4.5 EETNVYKEEPK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@11

-0.0311 1796.9210 599.9810 1796.9522 599.9913 3 28.59

2.66 4.5 LREETNNYK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
6; 
9

missed R-E@2 -0.0337 1454.7272 485.9163 1454.7609 485.9276 3 27.97

LIC12311

2 12.2 MILRINNLSR No iTRAQ4plex@
Oxidation(R)@4

N-term; missed R-I@4 0.0260 1244.7284 415.9167 1244.7023 415.9081 3 27.97



 

2 12.2 SLINEPELLL
DLDPENSE

ADEPSG
LVR iTRAQ4plex@N-term -0.0122 3107.5508 1036.8580 3107.5632 1036.8617 3 37.82

LIC12320

2 4.7 SAALEYAKK

iTRAQ4plex@N-t
Oxidation(Y)@6; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

8; 
9

missed K-K@8 -0.0073 1427.8278 714.9211 1427.8349 714.9248 2 49.12

2 4.7 TEILDELFHLAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0165 1715.9536 572.9918 1715.9702 572.9973 3 39.51

LIC12321

1.52 3.5 DIYGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved T-D@N-term -0.0015 882.5040 442.2592 882.5055 442.2600 2 26.59

1.52 3.5 IDSIESELSDLEIINK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0504 1961.0830 654.7016 1961.0327 654.6848 3 47.19

1.52 3.5 YLLVLLQDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0209 1504.9264 753.4705 1504.9472 753.4809 2 1.47

LIC12323

2 5.9 AEKAVIGNIGVNER iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
3 cleaved P-A@N-term; missed K-A@3 0.0027 1757.0066 586.6761 1757.0039 586.6752 3 49.89

2 5.9 FPEMHPAEK
iTRAQ4plex@N-term; 
Oxidation(P)@2; 
iTRAQ4plex(K)@9

0.1067 1388.8069 463.9429 1388.7002 463.9073 3 42.30

2 5.9 GSERF No iTRAQ4plex@N-term cleaved I-G@N-term;
missed R-F@4

 cleaved F-S@C-term; 0.0486 594.3248 595.3320 594.2762 595.2835 1 50.79

2 5.9 GTDVVVQDVLK
iTRAQ4plex@N-t
Oxidation(D)@3; 
iTRAQ4plex(K)@

erm; 

11
cleaved P-G@N-term 0.0012 1475.8451 492.9556 1475.8439 492.9552 3 45.39

2 5.9 VGNTSAAS
YK

IPIVLSEYY iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0369 2362.2295 788.4171 2362.2664 788.4294 3 35.60

LIC12324

14.08 5.8 DDLQWADTPSLELVK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
4; 
15

cleaved L-D@N-term 0.0366 2018.0817 673.7012 2018.0452 673.6890 3 32.31

14.08 5.8 DLKPDNIIFNPDENILR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 -0.0101 2313.2471 772.0897 2313.2572 772.0930 3 34.85

14.08 5.8 EINKPLTES
iTRAQ4plex@N-term; 

K
iTRAQ4plex@N term;
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@10

-0.0354 1589.9000 530.9739 1589.9354 530.9857 3 29.01

14.08 5.8 ELEEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0536 1005.6122 503.8134 1005.5586 503.7866 2 59.42

14.08 5.8 EVSRTYSTHEVK
iTRAQ4plex@N-t
iTRAQ4plex(S)@
iTRAQ4plex(K)@

erm; 
3; 
12

missed R-T@4 0.0390 1867.0554 623.3591 1867.0165 623.3461 3 44.04

14.08 5.8 FDQYNRNVPF

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(N)@
Deamidated(N)@

erm; 
3; 
5; 
7

cleaved F-S@C-term; missed R-N@6 0.0842 1445.7428 723.8787 1445.6585 723.8365 2 55.88

14.08 5.8 GSISK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved E-G@N-term 0.0162 634.3934 635.4007 634.3772 635.3845 1 54.88

14.08 5.8 GTGLLR iTRAQ4plex@N-term -0.0087 759.4637 760.4710 759.4725 760.4797 1 56.94

14.08 5.8 ILLKPLSLEN
SLR

VNELLSD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -1.0945 2552.4041 851.8086 2553.4985 852.1735 3 41.02

14.08 5.8 LGATLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved I-L@N-term -0.0389 889.5452 445.7798 889.5840 445.7993 2 27.69

14.08 5.8 LGTTLILSNLR
iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(R)@

erm; 
9; 
11

cleaved I-L@N-term -0.0543 1345.7396 673.8771 1345.7939 673.9042 2 33.99

14.08 5.8 LLQLNLQAAQK
Methylthio@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@11

0.0022 1429.8107 477.6108 1429.8085 477.6101 3 26.33

14.08 5.8 LPSDDILAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved I-L@N-term 0.0242 1258.7618 630.3882 1258.7376 630.3761 2 31.82

14.08 5.8 LQIMNILSSQAAISI iTRAQ4plex@N-term cleaved I-D@C-term -0.0062 1744.9817 873.4981 1744.9879 873.5012 2 34.70

14.08 5.8 LQNVLSLPAYEQK

iTRAQ4plex@N-term; 
Deamidated(Q)@2; 
Deamidated(N)@3; 
Oxidation(P)@8; 
iTRAQ4plex(K)@13

0.0082 1807.9893 603.6703 1807.9811 603.6676 3 58.33

14.08 5.8 NLPISLIYYVER iTRAQ4plex@N-term -0.0078 1622.9076 812.4611 1622.9154 812.4650 2 37.10

14.08 5.8 NQLAAFLDE
QRDDITLIG

YQAGEA
FRV

iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(Y)@10
Deamidated(Q)@

erm; 
1; 
; 
16

missed R-D@17; missed R-V@26 0.1396 3214.7300 536.7956 3214.5904 536.7723 6 59.11

14.08 5.8 QAAQKAK

Gln->pyro-Glu@N
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

-term; 
4; 
5; 
7

cleaved L-Q@N-term; missed K-A@5 -0.0028 1015.5878 508.8012 1015.5906 508.8026 2 29.53



IALIK  44 2

14.08 5.8 SGQTLDLQSVLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
12 cleaved Y-S@N-term 0.0469 1431.8524 716.9335 1431.8055 716.9100 2 30.94

14.08 5.8 TLIGFR iTRAQ4plex@N-term cleaved I-T@N-term -0.0395 849.4799 425.7472 849.5194 425.7670 2 30.56

14.08 5.8 VITDVLPEL
PVTELGPQ

EFIIGEQP
ENANR iTRAQ4plex@N-term -0.1709 3460.6504 866.1699 3460.8211 866.2126 4 42.46

14.08 5.8 YGLWGANLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -1.0681 1307.6753 654.8449 1308.7434 655.3790 2 32.59

LIC12325

2.03 8.7 KSDGPLSFNISPIDDK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
16

missed K-S@1 0.0050 2164.1792 722.4003 2164.1741 722.3986 3 35.22

2.03 8.7 LSQEVLTEFGSMIR No iTRAQ4plex@N-term; 
Deamidated(R)@14 0.0945 1609.8967 805.9556 1609.8022 805.9084 2 51.53

2.03 8.7 QLRSNRPEDSK

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(R)@
Oxidation(P)@7; 
iTRAQ4plex(K)@

erm; 
1; 
6; 

11

missed R-S@3 -0.0490 1634.7979 545.9399 1634.8467 545.9562 3 49.03

2.03 8.7 SLDLFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0205 1009.6257 505.8201 1009.6052 505.8099 2 46.23

LIC12326

4 21.0 VIMDILDSLQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.9986 1560.9008 781.4576 1561.8993 781.9569 2 48.86

4 21.0 YKPVFDWLNAAMNSK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
15

cleaved F-Y@N-term 0.0086 2215.1912 739.4043 2215.1825 739.4014 3 39.87

LIC12341

2.63 3.7 AIALIHVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0044 1151.7590 576.8868 1151.7634 576.8890 2 48.71

2.63 3.7 AIALIHVKQF
SGK

SNQLLKS

No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(Q)@
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
8; 
9; 
13; 
16; 
20

missed K-Q@8; missed K-S@16 0.1008 2615.6384 654.9169 2615.5376 654.8917 4 49.72

2 632.63 3 73.7 IALIK iTRAQ4plex@N-tiTRAQ4plex@N
iTRAQ4plex(K)@

erm; cleaved T I@N termterm;
5 cleaved T-I@N-term 0 01250.0125 8448 6115 423.6115 4 313023.3130 844 5990844.5990 423 3068 2 42 63423.3068 42.63

2 5.0 IDINYEKPILK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@11

0.0001 1777.0717 593.3645 1777.0715 593.3644 3 32.73

2 5.0 INYEK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved D-I@N-term; cleaved K-P@C-term 0.0530 809.4935 405.7540 809.4405 405.7275 2 32.84

LIC12349

2 1.9 FIDPNLPNEVK

iTRAQ4plex@N-t
Oxidation(P)@4; 
Deamidated(N)@
iTRAQ4plex(K)@

erm; 

5; 
11

cleaved Y-F@N-term 0.0092 1589.8636 795.9391 1589.8545 795.9345 2 38.05

2 1.9 FLATS iTRAQ4plex@N-term cleaved L-F@N-term; cleaved S-F@C-term 0.0320 681.4139 682.4212 681.3819 682.3892 1 55.75

2 1.9 ITSSVIPILIFL No iTRAQ4plex@N-term cleaved L-G@C-term 0.0327 1314.8490 439.2903 1314.8163 439.2794 3 32.01

2 1.9 LEYGQIGILE
SVLIAGDTL

DSFLYFF
LSR

iTRAQ4plex@N-term; 
Oxidation(Y)@3; 
Oxidation(F)@17

-0.0883 3454.7151 864.6860 3454.8034 864.7081 4 46.97

2 1.9 LGVLFAFPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved P-L@N-term 0.0120 1278.8064 640.4105 1278.7944 640.4045 2 39.41

2 1.9 LVSHSYFLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved I-L@N-term -0.0001 1380.8008 691.4077 1380.8009 691.4077 2 33.48

2 1.9 VPEDKPAEEGR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0067 1513.8047 505.6089 1513.7980 505.6066 3 25.76

LIC12371

2 10.7 FLAQDEND
K

KPQGMYA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9; 
iTRAQ4plex(K)@16

0.0027 2286.1709 763.0642 2286.1680 763.0633 3 30.25

LIC12392

2.93 2.2 DMVHSIGG
K

APLTCGS iTRAQ4plex@N-term; 
Methylthio(C)@13; 
iTRAQ4plex(K)@16

0.0665 1906.0020 636.3412 1905.9354 636.3191 3 44.41

2.93 2.2 LIHPIELVESAIQR Carbamyl@N-term 0.0063 1659.9371 830.9758 1659.9308 830.9727 2 52.21
2.93 2.2 LPLGLLFTAAR iTRAQ4plex@N-term -0.0064 1314.8081 658.4113 1314.8145 658.4145 2 51.99

LIC12397
4.01 5.2 GAGSTRSGASSAR iTRAQ4plex@N-term missed R-S@6 -0.0260 1307.6405 654.8275 1307.6664 654.8405 2 29.48

4.01 5.2 GAGSTRSG
GSVSK

ASSARG iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; No 
19 missed R-S@6; missed R-G@13 0.0436 1822.9802 608.6674 1822.9367 608.6529 3 27.72

4.01 5.2 KEENNPEDSL

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
Phospho(S)@9

erm; 
1; 
5; cleaved L-S@C-term 0.1069 1542.7764 772.3954 1542.6694 772.3420 2 23.06



4.01 5.2 0.0080 648.3372 2 25.80

4.01 5.2 KEESASGR
QR

QPNIRQG

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
Deamidated(Q)@
Deamidated(Q)@
Deamidated(R)@

erm; 
1; 
11; 
14; 
16; 
17

missed R-Q@8; missed R-Q@13 -0.0575 2232.0764 745.0327 2232.1338 745.0519 3 23.35

4.01 5.2 LENGDLFG
EEMEK

GVTELSP
iTRAQ4plex@N-term; 
Deamidated(N)@3; 
Oxidation(F)@7; 
iTRAQ4plex(K)@20

0.0574 2498.2554 833.7590 2498.1978 833.7399 3 33.01

4.01 5.2 LSVRLK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
4; 
6

missed R-L@4 -0.0023 1003.6610 502.8378 1003.6633 502.8390 2 36.18

4.01 5.2 MHKIYDNEE
HNAAPDLP

VNQIIEP
VAISR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(N)@7; 
Deamidated(N)@

erm; 
3; 

11

missed K-I@3 0.1114 3617.9507 905.4949 3617.8392 905.4671 4 49.03

4.01 5.2 NLSGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved F-N@N-term 0.0105 661.3986 662.4059 661.3881 662.3954 1 55.90

4.01 5.2 NMAEFDK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
7

cleaved M-N@N-term 0.0769 1142.6290 572.3218 1142.5521 572.2833 2 31.76

4.01 5.2 QPNIR Gln->pyro-Glu@N-term; 
Deamidated(R)@5 0.0472 610.3547 611.3619 610.3075 611.3148 1 54.11

4.01 5.2 RALQEFDYLFGTLFEK
No iTRAQ4plex@
Oxidation(F)@10
iTRAQ4plex(K)@

N-term; 
; 
16

missed R-A@1 0.0063 2136.1077 713.0432 2136.1013 713.0411 3 33.15

4.01 5.2 RSIGVNNLDDK

iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(N)@6; 
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 

7; 
11

missed R-S@1 -0.0027 1535.8008 512.9409 1535.8035 512.9418 3 32.51

4.01 5.2 RTLP No iTRAQ4plex@N-term cleaved M-R@N-term
missed R-T@1

; cleaved P-L@C-term; -0.0071 485.2891 486.2963 485.2962 486.3035 1 33.69

4.01 5.2 SGASSARGSGASSARGGSVSKGSVSK
No iTRAQ4plex@
Deamidated(R)@Deamidated(R)@7;
iTRAQ4plex(K)@

N-term; 
7; missed R-G@7 
13

missed R G@7 0.0080 1291294.66804.6680 6648.341248.3412 1294.65991294.6599 648.3372 2 25.80

4.01 5.2 TLPLDQLRK
iTRAQ4plex@N-t
Oxidation(R)@8; 
iTRAQ4plex(K)@

erm; 

9
missed R-K@8 -0.0193 1386.8246 694.4196 1386.8438 694.4292 2 49.97

4.01 5.2 VKDPLYSIFR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 0.0073 1524.8981 509.3066 1524.8908 509.3042 3 36.16

4.01 5.2 VTGFSSSD
FNLSGK

LLPSFLSE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@22 -0.0144 2619.3533 874.1250 2619.3676 874.1298 3 39.75

LIC12401

2 9.2 LTSIPEGVC
LDLR

SFPNLTQ iTRAQ4plex@N-term; 
Methylthio(C)@9 0.0102 2392.2354 798.4191 2392.2252 798.4157 3 40.60

2 9.2 NSGIK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
5

cleaved L-N@N-term 0.1163 806.5905 404.3025 806.4742 404.2444 2 19.05

LIC12407
28.35 46.3 ANNVLFYDFR iTRAQ4plex@N-term 0.0148 1401.7311 701.8728 1401.7163 701.8654 2 33.55

28.35 46.3 ESVEHMLLDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0048 1487.7849 496.9356 1487.7897 496.9372 3 32.30

28.35 46.3 FDNIK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
3; 
5

cleaved I-F@N-term 0.0014 924.5175 463.2660 924.5160 463.2653 2 28.82

28.35 46.3 FELSLDEIREK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved L-F@N-term; missed R-E@9 -0.0262 1665.8918 556.3046 1665.9181 556.3133 3 33.14

28.35 46.3 FETEIWPWEGR iTRAQ4plex@N-term cleaved R-P@C-term 0.0418 1592.8164 797.4155 1592.7745 797.3945 2 35.41

28.35 46.3 FGTLIEAADNVQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0031 1692.9321 565.3180 1692.9290 565.3169 3 32.65

28.35 46.3 FPDSSANP
LMAGIDGVQ

YLAFAAM
K

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@25 -0.0339 2901.4309 968.1509 2901.4649 968.1622 3 43.15

28.35 46.3 GGYFPVAP
R

VDSQVDL iTRAQ4plex@N-term -0.0282 1862.9366 932.4756 1862.9648 932.4897 2 32.97

28.35 46.3 GIQQMPHTLR iTRAQ4plex@N-term 0.0167 1323.7371 442.2530 1323.7203 442.2474 3 37.66

28.35 46.3 GLPFDGSSIPAWQPI iTRAQ4plex@N-t
Oxidation(P)@14

erm; cleaved I-D@C-term 0.0539 1743.9492 582.3237 1743.8954 582.3057 3 50.36

28.35 46.3 GLPFDGSS
R

IPAWQPID iTRAQ4plex@N-term -0.0267 1999.0018 1000.5080 1999.0285 1000.5215 2 34.85

13.09 17.8 GPPREEDL
R

FELSLDEI iTRAQ4plex@N-t
Oxidation(P)@3

erm; cleaved P-G@N-term; missed R-E@4 -0.0559 2174.0417 1088.0280 2174.0977 1088.0561 2 50.50

28.35 46.3 GYQNLSDT
VLSHAK

AMHYIGG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 0.0009 2549.2949 638.3310 2549.2940 638.3308 4 53.12

28.35 46.3 IDPGPPREE
DEIR

DLFELSL iTRAQ4plex@N-term missed R-E@7 -0.0098 2483.2568 828.7595 2483.2666 828.7628 3 36.47



13.09 17.8 IFDNIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved F-I@N-term 0.0231 1036.6393 519.3269 1036.6161 519.3153 2 48.83

28.35 46.3 IPFVNGDK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@8

-0.0034 1177.6553 589.8349 1177.6587 589.8366 2 31.18

28.35 46.3 KGDVFTEEFIQTYK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
14

missed K-G@1 -0.0114 2136.1355 713.0524 2136.1468 713.0562 3 37.21

28.35 46.3 LLPGFEAPS
NR

ILAYSAQ iTRAQ4plex@N-term 0.0061 2090.1343 697.7187 2090.1282 697.7167 3 38.18

28.35 46.3 MSRTPSEVIAYAK

iTRAQ4plex@N-t
Oxidation(P)@5; 
Oxidation(Y)@11
iTRAQ4plex(K)@

erm; 

; 
13

missed R-T@3 0.0990 1772.0372 591.6863 1771.9382 591.6533 3 35.71

28.35 46.3 NGVNLFAGK
iTRAQ4plex@N-term; 
Deamidated(N)@1; 
iTRAQ4plex(K)@9

0.0049 1207.6854 604.8500 1207.6805 604.8475 2 30.66

13.09 17.8 QMPHTLR No iTRAQ4plex@N-term cleaved Q-Q@N-term 0.0519 881.5060 441.7603 881.4542 441.7344 2 41.96

28.35 46.3 TPSEVIAYAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0166 1365.7582 683.8864 1365.7748 683.8947 2 29.27

28.35 46.3 YLESSGLAD
NEFFIFDNIK

TAYFGPE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@26 0.0245 3274.6199 1092.5470 3274.5954 1092.5391 3 50.08

LIC12438

6 31.1 GQGSPEVN
GTVK

SSLNENS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0230 2191.0730 731.3649 2191.0960 731.3726 3 26.88

6 31.1 IITIPLENIDFSSPGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0151 2031.1345 678.0521 2031.1496 678.0571 3 35.97

6 31.1 ISNDKAEDI
NETR

LISFYDDIP iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 missed K-A@5 -0.0038 2855.4395 952.8204 2855.4433 952.8217 3 38.80

6 31.1 SLIYQMIVAVSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -3.0084 1635.9539 818.9842 1638.9622 820.4884 2 51.75

LIC12446

2 4.0 ALEILEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved I-A@N-term -0.0238 1102.6604 552.3375 1102.6841 552.3493 2 37.21

5.7 11.7 EPTEVK iTRAQ4plex@N-t
iTRAQ4plex(K)@6iTRAQ4plex(K)@6

erm; cleaved E-E@N-term -0.0373 989.5264 495.7705 989.5637 495.7891 2 32.24

5.7 11.7 GTIALEILEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0070 1373.8444 687.9294 1373.8374 687.9260 2 57.30

5.7 11.7 KIEEPTEVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
9

missed K-I@1 -0.0391 1503.8483 502.2900 1503.8874 502.3031 3 29.10

5.7 11.7 KVLDQEIKT
VKQYATFLL

PATDYNT
IQLNQK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
8; 
18; 
31

missed K-V@1; misse
Q@18

d K-T@8; missed K- 0.1742 4343.6455 869.7364 4343.4714 869.7015 5 55.36

5.7 11.7 TLSDLYSRN
ADK

GEFQKA
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
14; 
18

missed R-N@8; missed K-A@14 -0.0052 2475.2917 826.1046 2475.2971 826.1063 3 37.01

5.7 11.7 TPATDYNTVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0061 1396.7380 699.3763 1396.7442 699.3794 2 26.62

5.7 11.7 VLDQEIKTP
KQYATFLLI

ATDYNTV
QLNQ

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(Q)@

erm; 
4; 
7; 
17; 
26

cleaved Q-K@C-term
missed K-Q@17

; missed K-T@7; 0.0037 3801.0491 951.2695 3801.0453 951.2686 4 42.03

LIC12447

8.62 9.1 ALEREEMSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 missed R-E@4 0.0606 1379.7928 690.9037 1379.7322 690.8734 2 45.08

8.62 9.1 EMVIRGTVTSLTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 missed R-G@5 -0.0254 1721.9700 574.9973 1721.9953 575.0057 3 38.58

8.62 9.1 FGAFVELK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0167 1197.7168 599.8657 1197.7001 599.8573 2 52.26

8.62 9.1 GNVLEGVITGITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -2.0321 1585.9119 793.9632 1587.9439 794.9792 2 34.74

2.08 2.3 GNYVSAIVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0034 1237.7240 619.8693 1237.7274 619.8710 2 40.45

2.08 2.3 IEGLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved A-I@N-term 0.0204 846.5623 424.2884 846.5418 424.2782 2 43.53

8.62 9.1 ISCGLK
iTRAQ4plex@N-term; 
Methylthio(C)@3; 
iTRAQ4plex(K)@6

0.0223 953.5505 477.7825 953.5282 477.7714 2 28.62

8.62 9.1 IVEGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved T-I@N-term 0.0235 832.5497 417.2821 832.5262 417.2704 2 36.00

2.08 2.3 LALGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0074 901.6279 451.8212 901.6204 451.8175 2 41.54



8.01 52.5 20 4590.6731 6 41.21

8.62 9.1 LLDEVNEEK
K

WDALLL iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
16

missed K-W@9 -0.0104 2359.3259 787.4493 2359.3364 787.4528 3 37.27

8.62 9.1 NEHPVGTIVEGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0026 1566.8584 523.2934 1566.8609 523.2943 3 28.20

8.62 9.1 QEGRIPR Gln->pyro-Glu@N-term missed R-I@4 0.0620 837.5077 419.7611 837.4457 419.7301 2 29.88
2.08 2.3 QLMENPYEIFR iTRAQ4plex@N-term 0.0256 1582.8192 792.4169 1582.7935 792.4041 2 46.52
2.08 2.3 QWEQSIHEEPELR Gln->pyro-Glu@N-term 0.0090 1662.7728 832.3937 1662.7638 832.3892 2 42.14

2.08 2.3 QWEQSIHEEPELRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 missed R-K@13 -0.0744 2096.0151 699.6790 2096.0894 699.7038 3 37.37

8.62 9.1 RGNVLEGVITGITK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 missed R-G@1 -0.0091 1744.0360 582.3526 1744.0451 582.3556 3 35.78

2.08 2.3 RLSLGLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
7 missed R-L@1 0.0114 929.6258 465.8202 929.6144 465.8145 2 43.29

8.62 9.1 SRESLGSFLNTSLR iTRAQ4plex@N-t
Deamidated(R)@

erm; 
14 cleaved P-S@N-term; missed R-E@2 -0.0114 1710.8909 856.4527 1710.9022 856.4584 2 57.08

8.62 9.1 STFAEVFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.9607 1214.7136 608.3641 1215.6743 608.8444 2 44.79

8.62 9.1 TNKEEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
6

cleaved M-T@N-term -0.0463 1179.6361 590.8253 1179.6825 590.8485 2 26.25

8.62 9.1 TRSGVVSRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; No 
9 missed R-S@2; missed R-K@8 0.0131 1132.6930 567.3538 1132.6798 567.3472 2 27.14

8.62 9.1 VANPTSQLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0034 1244.7299 623.3722 1244.7332 623.3739 2 27.61

8.62 9.1 VANPTSQLKKGDTVR

iTRAQ4plex@N-t
Oxidation(N)@3; 
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

7; 
9; 
10

missed K-K@9; missed K-G@10 -0.0459 2062.1289 688.3836 2062.1748 688.3989 3 29.75

8.62 9.1 YMILDVNLDAQR iTRAQ4plex@N-term; 
Deamidated(N)@7 0.0263 1594.8411 798.4278 1594.8147 798.4146 2 44.24

LIC12454

8.01 52.5
ARIIMVTALG
KAIKMGVKDKAIKMGVKDFVVKPFS
PER

QEDLLA
FVVKPFS

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@iTRAQ4plex(K)@20;
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
17; 
20; missed R-I@2; misse

M@20 
24; 
29

M@
d K-A@17; missed K- -0.00860.0086 4594590.66460.6646 7766.118066.1180 4590.6731 766.1195 6 41.21766.1195

8.01 52.5 DALTQTGH
GNIAVEQYK

EIVGEAEN iTRAQ4plex@N-term; 
Deamidated(N)@16; 
iTRAQ4plex(K)@25

0.0076 2974.4841 992.5020 2974.4763 992.4994 3 59.12

8.01 52.5 DFVVKPFSPER iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0135 1607.9049 536.9756 1607.8915 536.9711 3 49.14

8.01 52.5 EKDGIEAAQEIFK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@13

-0.0203 1909.0320 637.3513 1909.0522 637.3580 3 35.63

8.01 52.5 IIMVTALGQEDLLAK
iTRAQ4plex@N-term; 
Deamidated(Q)@9; 
iTRAQ4plex(K)@15

-0.0730 1903.0215 635.3478 1903.0944 635.3721 3 58.45

8.01 52.5 MDIT iTRAQ4plex@N-term cleaved T-M@N-term; cleaved T-M@C-term 0.0458 622.3576 623.3649 622.3118 623.3191 1 59.66

8.01 52.5 TLKPDLVTMDITMR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 0.0058 1921.0679 641.3632 1921.0620 641.3613 3 33.95

LIC13522

8.46 4.5 AIIESFLTQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0119 1436.8364 719.4255 1436.8482 719.4314 2 47.12

14.09 7.8 APQEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0509 859.4498 860.4571 859.5007 860.5080 1 48.80

14.09 7.8 FSENHFYGLRIR iTRAQ4plex@N-t
iTRAQ4plex(Y)@

erm; 
7 missed R-I@10 0.0457 1826.0288 609.6835 1825.9831 609.6683 3 59.62

14.09 7.8 GLTGASIMG
DIPGI

DGTIIMVL No iTRAQ4plex@N-term cleaved I-V@C-term -0.0128 2143.1143 715.3787 2143.1269 715.3829 3 48.12

14.09 7.8 GVGMNVVNNLIQEFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0107 1949.0754 650.6991 1949.0648 650.6955 3 43.88

14.09 7.8 IDLINR iTRAQ4plex@N-term 0.0355 886.5713 444.2929 886.5358 444.2752 2 29.66

14.09 7.8 IEDDMAASESK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0070 1482.7046 742.3596 1482.7116 742.3631 2 27.65

14.09 7.8 IIGLQDKTDREEF
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(F)@13

erm; 
7; cleaved F-P@C-term

missed R-E@10
; missed K-T@7; -0.0122 1866.9810 934.4977 1866.9931 934.5038 2 52.45

14.09 7.8 IVAEKEEVFR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0088 1506.8562 503.2927 1506.8650 503.2956 3 31.04

14.09 7.8 KIGFMVDELVGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
12

missed K-I@1 -0.0127 1767.0203 590.0140 1767.0330 590.0183 3 39.03

14.09 7.8 KPFVSSEEEYR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 0.0021 1657.8575 553.6265 1657.8555 553.6258 3 29.95
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14.09 7.8 LENVVNTG
VLSQLLK

MMNAGM
iTRAQ4plex@N-term; 
Oxidation(N)@6; 
iTRAQ4plex(T)@7; 
iTRAQ4plex(K)@21

0.0497 2709.5090 904.1769 2709.4593 904.1604 3 55.12

14.09 7.8 MAGILGEYT
EDQIEELNA

ELFLEES
NLLK

No iTRAQ4plex@N-term; 
Deamidated(Q)@19; 
Deamidated(N)@26; 
iTRAQ4plex(K)@29

0.1628 3456.8496 865.2197 3456.6867 865.1790 4 53.83

14.09 7.8 MENLLQLIRDGK

No iTRAQ4plex@
Deamidated(Q)@
Oxidation(D)@10
iTRAQ4plex(K)@

N-term; 
6; 
; 
12

missed R-D@9 -0.0007 1589.8562 795.9354 1589.8569 795.9357 2 37.94

14.09 7.8 NSVDHGIETPAER iTRAQ4plex@N-term -0.0083 1567.7629 523.5949 1567.7712 523.5977 3 26.97

14.09 7.8 PAETSSQAAPPVVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 cleaved K-P@N-term 0.0002 1668.9292 557.3170 1668.9290 557.3169 3 27.13

8.46 4.5 RNSVDHGIETPAER No iTRAQ4plex@
Oxidation(N)@2; 

N-term; 
Oxidation(D)@5 cleaved I-R@N-term; missed R-N@1 -0.0077 1611.7523 538.2581 1611.7601 538.2606 3 34.82

14.09 7.8 SIPDLEELEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0025 1459.7990 730.9067 1459.8014 730.9080 2 32.76

8.46 4.5 TTNPTNVYNHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0015 1575.8263 526.2827 1575.8249 526.2822 3 36.83

14.09 7.8 VIDALGEPLLHLIR iTRAQ4plex@N-term 0.0034 1702.0298 568.3505 1702.0263 568.3494 3 37.61
LIC12457

3.7 14.1 DFYGEPLG
R

NIMTSFDN iTRAQ4plex@N-term cleaved L-D@N-term 0.1839 2119.1641 707.3953 2118.9802 707.3340 3 57.42

3.7 14.1 GEIIPILDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0032 1397.8770 699.9457 1397.8737 699.9441 2 35.37

3.7 14.1 IPNGDDYILGVINLR iTRAQ4plex@N-term; 
Deamidated(N)@3 0.0065 1815.9917 909.0031 1815.9852 908.9999 2 54.83

LIC12460

9.88 22.2 AENGRLESENETLR
iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@

erm; 
3; 
10

missed R-L@5 -0.0142 1762.8314 588.6177 1762.8455 588.6224 3 27.43

9.88 22.2 ALELIADLR iTRAQ4plex@N-term 0.0105 1156.7042 579.3594 1156.6938 579.3542 2 54.01

9 889.88 22 222.2 ALELIADLRAENGRALELIADLR iTRAQ4plex@N-tAENGR iTRAQ4plex@N
Deamidated(N)@

erm; missed R A@9term;
12 missed R-A@ 0 0707-0.0707 1684168 8523 5624.8523 5 624762.6247 1684 92301684.9230 562 6483 3 25 67562.6483 25.67

9.88 22.2 EKELSSLR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0192 1248.7090 417.2436 1248.7281 417.2500 3 58.87

9.88 22.2 ENGRLESENETLR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
2 cleaved A-E@N-term; missed R-L@4 -0.0005 1690.8239 564.6152 1690.8244 564.6154 3 27.65

9.88 22.2 EQLQKTTNELNDLK

Glu->pyro-Glu@N
Deamidated(Q)@
Deamidated(Q)@
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

-term; 
2; 
4; 
5; 
8; 
14

missed K-T@5 -0.0117 1945.9971 649.6730 1946.0088 649.6769 3 30.30

9.88 22.2 IADLR No iTRAQ4plex@N-term cleaved L-I@N-term 0.0082 586.3521 587.3594 586.3439 587.3511 1 54.24
8.35 22.2 INQLLGR iTRAQ4plex@N-term -0.0188 956.5702 479.2924 956.5889 479.3017 2 41.28

8.35 22.2 INQLLGRL iTRAQ4plex@N-t
Deamidated(N)@

erm; 
2 cleaved L-D@C-term; missed R-L@7 -0.0386 1070.6184 536.3165 1070.6570 536.3358 2 58.35

9.88 22.2 LIADLR No iTRAQ4plex@N-term cleaved E-L@N-term 0.0238 699.4517 700.4590 699.4279 700.4352 1 56.81

9.88 22.2 METIEELESK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved T-M@N-term -0.0065 1495.7618 748.8882 1495.7683 748.8914 2 31.38

9.88 22.2 MLTMETIEELESK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0023 1840.9429 921.4787 1840.9406 921.4776 2 50.65

9.88 22.2 TTNELNDLKER iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0003 1619.8726 540.9648 1619.8722 540.9647 3 29.23

LIC12475

11.09 11.3 AGIEYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved A-A@N-term 0.0267 967.5850 484.7997 967.5582 484.7864 2 38.21

11.09 11.3 ALLDSSEEYHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0021 1578.8153 527.2791 1578.8133 527.2784 3 40.62

11.09 11.3
LLGAFVFGP
AELAVAME
AR

RASDMV
FGASAEDI iTRAQ4plex@N-term missed R-A@10 0.0013 3554.8037 889.7082 3554.8023 889.7079 4 56.61

11.09 11.3 LMNRKDQIVK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(R)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
4; 
5; 
10

missed R-K@4 0.0230 1678.0043 560.3420 1677.9813 560.3344 3 52.11

11.09 11.3 LVAVG iTRAQ4plex@N-term cleaved V-L@N-term; cleaved G-R@C-term 0.0188 601.4109 602.4182 601.3921 602.3994 1 53.62

11.09 11.3 NIITSDHAIDVR Carbamyl@N-term 0.0088 1395.7195 698.8670 1395.7106 698.8626 2 41.20
LIC12476

12.15 15.3 ATLTLPEIPKAVPAAR No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
10 missed K-A@10 -0.0645 1791.0095 598.0104 1791.0740 598.0319 3 50.81



0

LIC12486

2 3.6 HIPK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved F-H@N-term -0.0146 637.3887 638.3960 637.4033 638.4106 1 55.89

2 3.6 VEGLEEDHSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0178 1429.7471 477.5896 1429.7293 477.5837 3 26.73

LIC12495

2.04 7.4 IGILNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0153 944.6415 473.3280 944.6262 473.3204 2 41.07

2.04 7.4 LGLPEVSLG
TQR

LIPGFGG iTRAQ4plex@N-term 0.0247 2054.1892 1028.1020 2054.1646 1028.0896 2 53.59

2.04 7.4 QRPS Gln->pyro-Glu@N-term cleaved I-Q@N-term; cleaved S-A@C-term 0.0147 469.2432 470.2504 469.2285 470.2358 1 59.34

LIC12534

2 2.2 IGLINK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved G-I@N-term 0.0159 944.6422 473.3283 944.6262 473.3204 2 40.86

2 2.2 INFMAAFGR iTRAQ4plex@N-term 0.0181 1169.6318 585.8232 1169.6137 585.8141 2 48.40
LIC12537

2 3.7 IEAVLLLLDKEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10; 
iTRAQ4plex(K)@12

-0.0054 1815.1393 606.0537 1815.1447 606.0555 3 37.99

2 3.7 QVIR Gln->pyro-Glu@N-term cleaved D-Q@N-term 0.0034 497.2996 498.3068 497.2962 498.3035 1 56.15
LIC12538

13.43 12.0 AATVILYPN
AVR

FATRELEL No iTRAQ4plex@N-term cleaved L-A@N-term; missed R-E@13 -0.0691 2246.1733 749.7317 2246.2423 749.7547 3 42.81

13.43 12.0 EEAVDLANV
PLR

ISEGALPI iTRAQ4plex@N-term 0.0103 2249.2493 750.7570 2249.2389 750.7536 3 39.76

13.43 12.0 EIENLNK

iTRAQ4plex@N-term; 
Deamidated(N)@4; 
Deamidated(N)@6; 
iTRAQ4plex(K)@7

0.0276 1148.6444 575.3295 1148.6169 575.3157 2 25.68

13.43 12.0 GDFEDYASK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0029 1318.6315 660.3230 1318.6285 660.3215 2 28.75

2.01 1.9 GRPLTIK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0031 927.5956 464.8051 927.5987 464.8066 2 39.37

13.43 12.0 ILAATVILYPNFATR iTRAQ4plex@N-t
Oxidation(P)@1Oxidation(P)@10

erm; cleaved I-I@N-term -0.0013 1822.0463 608.3560 1822.0475 608.3564 3 36.25

13.43 12.0 INQISQENPELILEAK

iTRAQ4plex@N-term; 
Oxidation(N)@2; 
Deamidated(Q)@6; 
iTRAQ4plex(K)@16

0.0017 2143.1633 715.3950 2143.1616 715.3945 3 58.82

13.43 12.0 ITSAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved F-I@N-term 0.0936 806.6041 404.3093 806.5105 404.2625 2 8.83

13.43 12.0 KEFISISPEQK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@11

-0.0474 1736.9564 579.9927 1737.0038 580.0085 3 32.65

13.43 12.0 LGLDLQGGMR Delta:H(2)C(2)@N-term; 
Methyl(L)@3 0.0143 1098.6000 550.3073 1098.5856 550.3001 2 34.25

13.43 12.0 LLELEKAKL
QNLTEPQV

IIDNRLTS
R

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(R)@
Deamidated(N)@
Oxidation(P)@23

erm; 
6; 
8; 
14; 
19; 

missed K-A@6; misse
L@14

d K-L@8; missed R- -0.1678 3483.8201 871.9623 3483.9878 872.0042 4 44.93

13.43 12.0 LRPTLVEEWITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0068 1772.0372 591.6863 1772.0440 591.6886 3 35.71

13.43 12.0 LTSQNLTEPQVR No iTRAQ4plex@N-term -0.0037 1384.7273 693.3709 1384.7310 693.3728 2 29.11

13.43 12.0 LVMDLLVNR iTRAQ4plex@N-term; 
Deamidated(N)@8 0.0375 1216.7346 406.5855 1216.6971 406.5730 3 26.94

13.43 12.0 LYPNFATR iTRAQ4plex@N-term cleaved I-L@N-term 0.0417 1124.6517 563.3331 1124.6100 563.3123 2 26.80

13.43 12.0 SAIAGGVAQIDGSFTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0124 1809.0000 604.0073 1808.9876 604.0031 3 59.25

13.43 12.0 SGAEK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved S-S@N-term 0.0042 634.3450 635.3523 634.3408 635.3481 1 37.78

13.43 12.0 TSQNLTEPQVR No iTRAQ4plex@N-term cleaved L-T@N-term 0.0045 1271.6515 636.8330 1271.6470 636.8308 2 27.42

13.43 12.0 TVTDPSADEKEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10; 
iTRAQ4plex(K)@12

-0.0391 1750.8923 584.6381 1750.9314 584.6511 3 26.44

13.43 12.0 VLEMRFIGP
VGMK

TLGIESIE iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
5; 
21

missed R-F@5 -0.0695 2607.3564 870.1261 2607.4260 870.1493 3 53.72

LIC12540

2 12.0 DTNVSFTASTVLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -2.0488 1667.8643 834.9394 1669.9130 835.9638 2 51.84

2 12.0 GDEVVTSSGIHGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0071 1572.8280 525.2833 1572.8351 525.2856 3 27.03



4 EFFENIHLF  3

2 12.0 KEMIDSLKK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dethiomethyl(M)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 

3; 
8; 
9

missed K-K@8 -0.0769 1618.9337 540.6519 1619.0105 540.6774 3 28.93

LIC12542
2 5.2 IQFFR iTRAQ4plex@N-term cleaved A-I@N-term 0.0410 853.5342 427.7744 853.4932 427.7539 2 34.82
2 5.2 VIFNIPNILTMLR iTRAQ4plex@N-term -0.0153 1686.9824 844.4985 1686.9977 844.5061 2 41.26

2 5.2 VLYPSNLKGMFQK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
8; 
12; 
13

missed K-G@8 -0.0423 1957.0649 653.3622 1957.1072 653.3764 3 40.39

LIC12544

2.8 3.5 IISQAVTENSAK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0008 1403.7734 702.8940 1403.7742 702.8944 2 34.88

6.01 11.3 ILSYTIPEISSLR No iTRAQ4plex@N-term -0.0072 1490.8273 746.4209 1490.8344 746.4245 2 42.58

2.8 3.5 IQNGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved M-I@N-term; cleaved K-P@C-term 0.0455 846.5623 424.2884 846.5167 424.2656 2 43.53

6.01 11.3 KLDIPENIDFLSR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-L@1 -0.0150 1847.0248 616.6822 1847.0396 616.6872 3 34.77

6.01 11.3 LDTGQLINLYRGEK

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
5; 
11; 
14

missed R-G@11 0.0443 1909.0844 637.3687 1909.0400 637.3540 3 33.86

6.01 11.3 LFIDSVEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0002 1237.7164 619.8655 1237.7162 619.8654 2 31.51

6.01 11.3 TASYYTKINVDK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(D)@11
iTRAQ4plex(K)@

erm; 
7; 
; 
12

cleaved P-T@N-term; missed K-I@7 -0.0147 1850.0004 617.6741 1850.0151 617.6790 3 36.18

6.01 11.3 VGDGSAVE
K

MIQNGKP
iTRAQ4plex@N-term; 
Deamidated(N)@12; 
iTRAQ4plex(K)@14; 
iTRAQ4plex(K)@16

0.0195 2062.1289 688.3836 2062.1094 688.3771 3 29.75

LIC12563

4 3 73.7 EFFENIHLFK iTRAQ4plex@N-term; K iTRAQ4plex@N term;
iTRAQ4plex(K)@10 0 00290.0029 1610161 8729 5370.8729 5 964937.9649 1610 87001610.8700 537 9640 3 35 65537.9640 35.65

4 3.7 EKESSVGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
8

cleaved V-E@N-term -0.0866 1294.6593 648.3369 1294.7458 648.3802 2 24.96

4 3.7 INMRAFRHSQK

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
7; 
10; 
11

missed R-A@4; missed R-H@7 0.0176 1676.9199 559.9806 1676.9024 559.9748 3 35.15

4 3.7 KESSVGKWQK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; No 
1; 
7; 
10

cleaved E-K@N-term; missed K-W@7 -0.0470 1607.8890 536.9703 1607.9361 536.9860 3 44.11

4 3.7 LMPFVETVYHYVANK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 0.0349 2098.1514 700.3911 2098.1165 700.3794 3 40.69

4 3.7 VANKVIIPISLEK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
Oxidation(P)@8; 
iTRAQ4plex(K)@

erm; 
3; 
4; 

13

cleaved Y-V@N-term; missed K-V@4 -0.0101 1872.1560 625.0593 1872.1661 625.0626 3 43.56

LIC12568

3.3 6.8 DALDFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0153 995.5685 498.7915 995.5531 498.7838 2 37.22

1.4 0.0 EFPIQIWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0322 1347.8116 674.9131 1347.7794 674.8970 2 49.66

3.3 6.8 EIKDLIEENR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 0.0028 1545.8635 516.2951 1545.8606 516.2941 3 32.14

1.4 0.0 ELLALHER Carbamyl@N-term -0.0099 1022.5410 512.2778 1022.5509 512.2827 2 41.85

1.4 0.0 IDLLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved A-I@N-term -0.0006 888.5882 445.3014 888.5888 445.3017 2 38.84

3.3 6.8 LDFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved A-L@N-term -0.0022 809.4869 405.7507 809.4891 405.7518 2 29.36

3.3 6.8 TQELKDALDFKK

No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
5; 
11; 
12

missed K-K@11 -0.0306 1867.0475 623.3564 1867.0780 623.3666 3 41.44

3.3 6.8 VSEILDSMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0096 1308.7107 655.3626 1308.7203 655.3674 2 32.74

LIC12574

5.4 12.7 IAGQTAPPGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved F-I@N-term -0.0341 1226.6886 614.3516 1226.7227 614.3686 2 26.72



5.4 12.7 KPVVGFIAG
K

QTAPPG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@16

-0.0186 1998.1805 667.0674 1998.1992 667.0737 3 31.15

8 18.2 LGIMPGFIH
SR

SPGSVGIV Carbamyl@N-term 0.0056 1966.0515 984.0330 1966.0459 984.0302 2 49.16

5.4 12.7 TYESVAQITK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
7; 
10

cleaved L-T@N-term 0.0627 1427.8379 714.9262 1427.7751 714.8948 2 46.77

8 18.2 VDENTKVVVQGITGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
6; 
15

cleaved L-V@N-term; missed K-V@6 -0.0687 2018.1050 673.7089 2018.1737 673.7319 3 46.86

5.4 12.7 VVAGVTPGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0049 1114.7003 558.3574 1114.6954 558.3550 2 26.77

8 18.2 VVVQGITGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0148 1187.7334 594.8740 1187.7481 594.8813 2 39.31

5.4 12.7 WEDKVPVFNTIK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
12

missed K-V@4 0.0019 1907.0901 636.7040 1907.0882 636.7033 3 34.54

LIC12575

5.63 9.8 ADFLNALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0109 1178.7012 590.3578 1178.6903 590.3524 2 42.34

5.63 9.8 ATISQDLLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0001 1275.7640 638.8893 1275.7642 638.8894 2 30.03

7.62 7.3 IEALEASHR iTRAQ4plex@N-term -0.0020 1168.6302 585.3224 1168.6322 585.3234 2 38.85

5.63 9.8 IPDDTTLSE
TEKPEYTK

ETNLLEEL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20; 
iTRAQ4plex(K)@25

-0.0314 3339.6873 835.9291 3339.7186 835.9369 4 36.97

5.63 9.8 LNALK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
2; 
5

cleaved F-L@N-term 0.0189 846.5607 424.2876 846.5418 424.2782 2 39.47

7.62 7.3 LTTEETVKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 missed K-R@8 0.0009 1363.7924 455.6047 1363.7915 455.6044 3 36.76

5.63 9.8 NALDTHVQDQLR iTRAQ4plex@N-term 0.0060 1552.8140 518.6119 1552.8080 518.6099 3 31.72

7.62 7.3 NALDTHVQ
AK

DQLRLTQ iTRAQ4plex@N-t
iTRAQ4plex(T)@
iTRAQ4plex(K)@Q p e ( )@

erm; 
14; 
17

missed R-L@12 -0.0514 2382.2830 795.1016 2382.3345 795.1188 3 55.09

5.63 9.8 QLVENTRNIRNLTARK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
16

missed R-N@7; miss
K@15

ed R-N@10; missed R- -0.0324 2213.2637 738.7618 2213.2960 738.7726 3 41.94

5.63 9.8 RYELAKSDTNFLK
No iTRAQ4plex@
Methyl(E)@3; iTR
iTRAQ4plex(K)@

N-term; 
AQ4plex(K)@6; 
13

cleaved L-R@N-term
missed K-S@6

; missed R-Y@1; -0.0252 1886.0253 629.6824 1886.0505 629.6908 3 54.70

5.63 9.8 SSQSILPFN
TK

QANFFTG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0634 2274.1255 759.0491 2274.1888 759.0702 3 35.02

5.63 9.8 TQAVKTYKQ
NIR

LVENTR

iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(Q)@
Deamidated(N)@
Oxidation(R)@15

erm; 
2; 
5; 
8; 
9; 
13; 

missed K-T@5; misse
N@15

d K-Q@8; missed R- -0.0432 2612.4067 871.8095 2612.4499 871.8239 3 56.49

5.63 9.8 VNFNIDLLR iTRAQ4plex@N-term -0.0010 1246.7146 624.3646 1246.7156 624.3651 2 34.53
LIC12618

2.01 3.3 IGPPVVELFQEFAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0151 1861.0443 931.5294 1861.0593 931.5369 2 54.30

2.01 3.3 LFPGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-L@N-term 0.0208 848.5571 425.2858 848.5364 425.2755 2 37.89

2.01 3.3 LGGGFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved N-L@N-term -0.0032 865.5234 433.7690 865.5265 433.7705 2 39.25

2.01 3.3 TVLEIMKR Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
7 missed K-R@7 0.0350 1175.7168 588.8657 1175.6818 588.8482 2 45.07

2.01 3.3 YGLT iTRAQ4plex@N-term cleaved A-Y@N-term; cleaved T-V@C-term 0.0027 596.3318 597.3391 596.3292 597.3364 1 59.75

LIC12620

2.28 1.5 ELPPEADGKPNK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9; 
iTRAQ4plex(K)@12

-0.0192 1725.9435 576.3218 1725.9627 576.3282 3 27.79

2.28 1.5 ETVPK Glu->pyro-Glu@N-term; 
iTRAQ4plex(K)@5 -0.0198 698.3887 699.3960 698.4085 699.4158 1 44.59

2.28 1.5 GIFRAFMVNI iTRAQ4plex@N-term cleaved I-L@C-term; missed R-A@4 -0.0220 1310.7072 656.3608 1310.7291 656.3718 2 41.17

2.28 1.5 GMSGGVVAAPIWGR iTRAQ4plex@N-term 0.0017 1500.8010 751.4078 1500.7993 751.4069 2 31.86

2.28 1.5 NEYEPIAEF
LNIK

YRFSRVV

iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(P)@5; 
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 

18; 
20

missed R-F@11; missed R-V@14 -0.1179 2792.3450 699.0935 2792.4629 699.1230 4 44.17



4.95 8.0 0.0172 3 43.01

2.28 1.5 SPNDSAFGDRLNRFP iTRAQ4plex@N-term cleaved P-Y@C-term
missed R-F@13

; missed R-L@10; 0.0532 1835.9568 612.9929 1835.9036 612.9752 3 27.75

LIC12621

14 44.1 EVTVSGTMIGNIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0058 1635.9167 818.9656 1635.9109 818.9627 2 52.26

9.52 31.6 FYIAGSLR iTRAQ4plex@N-term 0.0028 1069.6071 535.8108 1069.6042 535.8094 2 43.12

14 44.1 GDIIAPALHLAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved L-G@N-term -0.0039 1505.9135 502.9784 1505.9173 502.9797 3 32.50

14 44.1 GNITITGGQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0017 1275.7407 638.8776 1275.7390 638.8768 2 26.36

14 44.1 GSIFEGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
7 cleaved P-G@N-term 0.0304 880.5080 441.2613 880.4776 441.2461 2 25.12

9.52 31.6 IFEGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-I@N-term 0.0201 880.5463 441.2804 880.5262 441.2704 2 45.47

9.52 31.6 IVEESFGGTR iTRAQ4plex@N-term -0.0023 1237.6403 619.8274 1237.6425 619.8285 2 39.66

14 44.1 KIVEESFGGTR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-I@1 0.0035 1509.8430 504.2883 1509.8395 504.2871 3 39.24

14 44.1 LGDIIAPALHLAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 cleaved L-L@N-term -0.0085 1618.9929 540.6716 1619.0014 540.6744 3 35.35

14 44.1 LLGDIIAPALHLAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0000 1732.0854 578.3691 1732.0855 578.3691 3 37.60

14 44.1 TDDTLYIGETGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0011 1599.8225 800.9185 1599.8236 800.9191 2 29.12

14 44.1 TNISAREVT
NIK

VSGTMIG iTRAQ4plex@N-t
Phospho(T)@13; 
iTRAQ4plex(K)@

erm; 

19
missed R-E@6 0.0658 2358.2881 787.1033 2358.2222 787.0813 3 41.29

LIC12629

4.95 8.0 FFDLILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0052 1182.7308 592.3727 1182.7256 592.3701 2 50.24

4.95 8.0 GAMQSFRER No iTRAQ4plex@
Dethiomethyl(M)@

N-term; 
3 missed R-E@7 0.0265 1032.5366 517.2756 1032.5101 517.2623 2 41.52

4.95 8.0 IGLVTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0034 917.6187 459.8166 917.6153 459.8149 2 38.91

4.95 8.0 IVVSGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0060 1002.6622 502.3383 1002.6681 502.3413 2 40.16

4.95 8.0 LPSIIGQGHLPSIIGQGHTRTR iTRAQ4plex@N-termiTRAQ4plex@N term 0.0172 1321321.77601.7760 4441.599341.5993 1321.75881321.7588 441.5935 3 43.01441.5935

4.95 8.0 TAILYLNRPEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0108 1604.9386 535.9868 1604.9494 535.9904 3 42.63

LIC12636

8.35 8.9 ALFDNLTPLYPNER
iTRAQ4plex@N-term; 
Oxidation(P)@11; 
Deamidated(N)@12

0.0569 1822.9792 912.4969 1822.9223 912.4684 2 50.76

13.7 16.8 AYNQVIPTSGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0063 1464.8118 733.4131 1464.8180 733.4163 2 28.17

13.7 16.8 DGQVHAAGVMEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0157 1528.7754 510.5991 1528.7911 510.6043 3 27.09

13.7 16.8 DGQVHAAGVMEKLP
iTRAQ4plex@N-t
Oxidation(M)@10
iTRAQ4plex(K)@

erm; 
; 
12

cleaved P-D@C-term; missed K-L@12 -0.0218 1754.9011 585.9743 1754.9229 585.9816 3 31.14

8.35 8.9 FFAMLR iTRAQ4plex@N-term 0.0084 927.5206 464.7676 927.5122 464.7634 2 46.90
13.7 16.8 GEVVSSTFDEPAQR iTRAQ4plex@N-term -0.0177 1664.7950 833.4048 1664.8128 833.4137 2 28.42
13.7 16.8 GTGNMEIHLDR iTRAQ4plex@N-term -0.0011 1385.6832 462.9017 1385.6843 462.9021 3 29.90

13.7 16.8 HVRGEVVSSTF No iTRAQ4plex@
Deamidated(R)@

N-term; 
3 cleaved F-D@C-term; missed R-G@3 0.0163 1217.6204 609.8174 1217.6041 609.8093 2 61.08

8.35 8.9 ILDLMCPIGK
iTRAQ4plex@N-term; 
Methylthio(C)@6; 
iTRAQ4plex(K)@10

0.0051 1435.7897 718.9021 1435.7845 718.8995 2 51.15

13.7 16.8 LPDGYGFLR iTRAQ4plex@N-term 0.0093 1180.6456 591.3301 1180.6362 591.3254 2 32.86

13.7 16.8 PAIDINKSGTRK

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
6; 
7; 
12

cleaved F-P@N-term
missed R-K@11

; missed K-S@7; 0.0495 1732.0704 578.3641 1732.0209 578.3476 3 38.73

8.35 8.9 QNLIFAILQAQAER iTRAQ4plex@N-term; 
Deamidated(Q)@9 -0.0158 1758.9592 587.3270 1758.9750 587.3323 3 46.76

13.7 16.8 TGDTVEGQIRPPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0147 1684.9204 562.6474 1684.9352 562.6523 3 28.34

LIC12695

1.52 2.7 EEFEEAEITNQI iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
11 cleaved I-A@C-term 0.0328 1595.7653 798.8899 1595.7324 798.8735 2 48.77

1.52 2.7 MESI iTRAQ4plex@N-term cleaved Y-M@N-term; cleaved I-N@C-term 0.0458 622.3576 623.3649 622.3118 623.3191 1 59.66

1.52 2.7 QTNEENTPGVVK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@12 -0.0079 1441.7091 721.8618 1441.7171 721.8658 2 35.02

LIC12701

17.37 17.5 AFQMDLK
iTRAQ4plex@N-t
Oxidation(M)@4; 
iTRAQ4plex(K)@

erm; 

7
cleaved T-A@N-term 0.0451 1155.6653 578.8399 1155.6202 578.8174 2 34.41



17.37 17.5 AYLHELEYEIVR iTRAQ4plex@N-term -0.0156 1677.8691 560.2970 1677.8848 560.3022 3 37.74

17.37 17.5 DTIVLETGSWAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.9804 1605.9006 803.9576 1606.8810 804.4478 2 48.44

17.37 17.5 EIGHGNLAER Glu->pyro-Glu@N-term 0.0043 1076.5406 539.2776 1076.5363 539.2754 2 26.74

17.37 17.5 EILNSDLDLVVAGTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0245 1874.0359 625.6859 1874.0604 625.6941 3 59.38

16.94 13.3 EQVLTKGTR
DEIR

FDGRKL Glu->pyro-Glu@N
iTRAQ4plex(K)@
iTRAQ4plex(K)@

-term; 
6; 
14

missed K-G@6; miss
K@13; missed K-L@1

ed R-F@9; missed R-
4 -0.0072 2530.4153 844.4790 2530.4223 844.4814 3 53.12

17.37 17.5 EVVEFFKDTIEDSDK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@15

0.0243 2232.1770 745.0663 2232.1527 745.0582 3 36.42

17.37 17.5 FHILDIMEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0048 1432.8040 478.6086 1432.7992 478.6070 3 35.12

17.37 17.5 FPGGYFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0125 1102.6180 552.3163 1102.6055 552.3100 2 31.70

17.37 17.5 GISELTGAE
K

LYIEDDG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0244 2097.0964 700.0394 2097.0721 700.0313 3 46.98

17.37 17.5 GITAFQMDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0284 1410.8069 706.4107 1410.7785 706.3965 2 35.05

16.94 13.3 GRREIGHGNLAER

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(R)@
Deamidated(N)@

erm; 
2; 
3; 
9

cleaved P-G@N-term
missed R-E@3

; missed R-R@2; -0.0595 1610.7653 537.9290 1610.8247 537.9488 3 34.55

16.94 13.3 HTISGQYGR iTRAQ4plex@N-t
iTRAQ4plex(S)@

erm; 
4 cleaved T-H@N-term -0.0438 1305.6595 436.2271 1305.7033 436.2417 3 34.62

17.37 17.5 IADFGAFVEILPGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0457 1764.0524 589.0247 1764.0065 589.0095 3 41.67

17.37 17.5 IGELIGPGGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -5.0647 1222.6783 612.3464 1227.7431 614.8788 2 29.93

16.94 13.3 LTTANQTPDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0019 1375.7532 688.8839 1375.7551 688.8848 2 33.78

16.94 13.3 LTTANQTPD
EI

KTARNK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(N)@14
iTRAQ4plex(K)@Q p ( )@

erm; 
10; 
; 
15

cleaved I-S@C-term; 
missed R-N@13

missed K-T@10; -0.1186 2348.1838 783.7352 2348.3025 783.7748 3 32.24

17.37 17.5 LVLPKPDEFPYVIR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0074 1973.1520 658.7246 1973.1594 658.7271 3 35.52

17.37 17.5 MTHTISGQY
ETGSWAK

GRDTIVL
iTRAQ4plex@N-t
Oxidation(M)@1; 
Oxidation(H)@3; 
iTRAQ4plex(K)@

erm; 

23

missed R-D@11 0.0140 2870.4617 718.6227 2870.4476 718.6192 4 42.17

17.37 17.5 PAFSVGEV
R

RRSSGPG iTRAQ4plex@N-t
Oxidation(P)@1

erm; cleaved F-P@N-term
missed R-S@10

; missed R-R@9; 0.0194 1817.9813 607.0010 1817.9618 606.9946 3 29.45

16.94 13.3 REIGHGNLAER Carbamyl@N-term missed R-E@1 0.0028 1293.6566 432.2261 1293.6538 432.2252 3 35.67

17.37 17.5 REIGHGNLAERALK
iTRAQ4plex@N-t
Oxidation(H)@5; 
iTRAQ4plex(K)@

erm; 

14
missed R-E@1; missed R-A@11 -0.0068 1867.0563 623.3594 1867.0632 623.3617 3 43.78

16.94 13.3 SFMLHYNF
VR

PAFSVGE iTRAQ4plex@N-term 0.0135 2144.0769 715.6996 2144.0635 715.6951 3 54.82

17.37 17.5 SISVEINPLP
VFTR

GPHGSA iTRAQ4plex@N-term; 
iTRAQ4plex(S)@15 -0.0049 2365.2949 592.3310 2365.2998 592.3322 4 34.22

16.94 13.3 THTISGQYGR iTRAQ4plex@N-term cleaved M-T@N-term -0.0031 1262.6459 421.8892 1262.6489 421.8903 3 35.10

17.37 17.5 VRDEELLSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 missed R-D@2 -0.0121 1375.7794 459.6004 1375.7915 459.6044 3 30.07

17.37 17.5 VTGVSFDV
AQR

LESVFEQ iTRAQ4plex@N-term -0.0097 2154.0981 719.0400 2154.1079 719.0432 3 46.57

17.37 17.5 VTISGSNQESAEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0081 1636.8594 819.4370 1636.8512 819.4329 2 26.05

17.37 17.5 YAVLSDIAG
MDCK

LEDHFGD iTRAQ4plex@N-term; 
Methylthio(C)@19; 
iTRAQ4plex(K)@20

0.0159 2532.1738 845.0652 2532.1579 845.0599 3 38.29

LIC12706

3.06 4.3 DAMSIDLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -1.9585 1234.7043 618.3594 1236.6628 619.3387 2 30.24

3.06 4.3 DPVGA No iTRAQ4plex@N-term cleaved I-D@N-term; cleaved A-C@C-term 0.0384 457.2557 458.2630 457.2173 458.2245 1 0.29

2.89 2.4 EGELTHGYFQR iTRAQ4plex@N-term 0.0259 1479.7487 494.2568 1479.7228 494.2482 3 41.50

3.06 4.3 EKPVELSR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0048 1244.7284 415.9167 1244.7332 415.9183 3 27.97

2.89 2.4 GQILK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved A-G@N-term 0.0307 845.5885 423.8015 845.5578 423.7862 2 40.38

3.06 4.3 GVRIQSIVR
iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(Q)@

erm; 
3; 
5

missed R-I@3 -0.0708 1172.6292 587.3218 1172.6999 587.3572 2 44.45

2.89 2.4 IVGILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0259 929.6258 465.8202 929.6517 465.8331 2 43.29



3.06 4.3 SEGIKDLET
DLAK

LIEYSQD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@20

-0.0098 2698.4182 900.4800 2698.4278 900.4832 3 39.11

3.06 4.3 SGLEESSELEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved K-P@C-term 0.0901 1494.8558 748.4352 1494.7657 748.3901 2 49.43

3.06 4.3 TVTQYNAELASP iTRAQ4plex@N-term cleaved P-E@C-term 0.0786 1436.8055 719.4100 1436.7269 719.3707 2 58.03
2.89 2.4 VEGIMPR iTRAQ4plex@N-term 0.1180 944.6415 473.3280 944.5235 473.2690 2 41.07

3.06 4.3 VEGIMPRREQNPGEK
iTRAQ4plex@N-t
Dethiomethyl(M)@
iTRAQ4plex(K)@

erm; 
5; 

15
missed R-R@7; missed R-E@8 0.0113 1979.0905 660.7041 1979.0792 660.7003 3 40.56

LIC12725

4.11 11.3 ATEIAIALSE
ELK

SAPLALS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -1.0624 2313.2615 772.0944 2314.3239 772.4486 3 54.69

2.6 3.8 ELFGTHIANR Carbamyl@N-term -0.0050 1199.5997 600.8071 1199.6047 600.8096 2 42.33

4.11 11.3 GFIDRDTIDLGSGNK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
15 cleaved M-G@N-term; missed R-D@5 -0.0098 1894.9894 632.6704 1894.9992 632.6737 3 31.61

4.11 11.3 IIEGLLETPEQNKPR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0069 2024.1442 675.7220 2024.1510 675.7243 3 32.95

4.11 11.3 LLFLAETLNGEEAFR iTRAQ4plex@N-term; 
Deamidated(N)@9 0.0268 1867.0117 934.5131 1866.9849 934.4997 2 50.64

2.6 3.8 VVILTGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0005 1016.6843 509.3494 1016.6838 509.3492 2 40.71

LIC12730

2 1.5 AIYRGISDLLGRLGPR

iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(D)@8; 
Oxidation(P)@15

erm; 
4; missed R-G@4; missed R-L@12 0.0106 1933.0973 967.5559 1933.0867 967.5506 2 57.45

2 1.5 GILR iTRAQ4plex@N-term cleaved V-G@N-term 0.0481 601.4515 602.4587 601.4033 602.4106 1 53.83

2 1.5 GISDLLGRLGPR iTRAQ4plex@N-t
Oxidation(D)@4

erm; missed R-L@8 -0.0612 1412.7609 707.3877 1412.8221 707.4183 2 52.23

2 1.5 LLTSLR iTRAQ4plex@N-term cleaved P-L@N-term 0.0429 845.5885 423.8015 845.5456 423.7801 2 40.38
2 1.5 SLRPLLTSLR Carbamyl@N-term 0.0802 1197.7996 599.9070 1197.7194 599.8670 2 46.15

2 1.5 VRDRSGR iTRAQ4plex@N-t
Oxidation(R)@2; 

erm; 
Oxidation(R)@7 missed R-D@2; missed R-S@4 0.0054 1020.5601 511.2873 1020.5546 511.2846 2 41.43

LIC12739LIC12739

3.52 16.9 DLRGTARMTLK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
7; 
11

missed R-G@3; missed R-M@7 -0.0667 1549.8187 775.9166 1549.8854 775.9500 2 56.24

3.52 16.9 ELKDLRGTAR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
3 cleaved I-E@N-term; missed R-G@6 -0.0689 1445.7870 723.9008 1445.8558 723.9352 2 58.51

3.52 16.9 FADATLDHQ
DK

WIHTDP iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0274 2297.1047 766.7089 2297.1320 766.7180 3 35.36

3.52 16.9 GTAR No iTRAQ4plex@N-term 0.0304 403.2484 404.2556 403.2179 404.2252 1 47.41

3.52 16.9 LKAELIELK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
9

missed K-A@2 -0.0129 1487.9523 496.9914 1487.9652 496.9957 3 35.43

LIC12742
2 5.9 FGAERPSFSPR iTRAQ4plex@N-term -0.0013 1393.7211 465.5810 1393.7224 465.5814 3 29.94

1.7 5.9 GLSDLSK
iTRAQ4plex@N-t
Oxidation(D)@4; 
iTRAQ4plex(K)@

erm; 

7
cleaved M-G@N-term -0.0320 1022.5532 512.2839 1022.5852 512.2999 2 45.69

LIC12743

2 7.3 EDGE Glu->pyro-Glu@N-term cleaved L-E@N-term; cleaved E-S@C-term -0.0397 430.0939 431.1011 430.1336 431.1409 1 19.64

2 7.3 EPRFEVNYLLR
iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(N)@7; 

erm; 
3; 
Oxidation(Y)@8

missed R-F@3 0.0068 1611.8446 538.2888 1611.8379 538.2866 3 29.96

2 7.3 ILMPDNFQGHPLR iTRAQ4plex@N-term 0.0051 1680.8943 561.3054 1680.8892 561.3037 3 32.61
LIC12744

4.02 6.9 DIPIGEDGSVLHR No iTRAQ4plex@N-term cleaved F-D@N-term -0.0095 1406.7059 704.3602 1406.7154 704.3650 2 33.55

4.02 6.9 GGISA No iTRAQ4plex@N-term cleaved I-G@N-term; cleaved A-E@C-term 0.0052 403.2119 404.2191 403.2067 404.2140 1 46.98

4.02 6.9 GLKPAIEEFNSLLLK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@15

-0.0199 2103.2471 702.0896 2103.2669 702.0962 3 39.74

4.02 6.9 IGGLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0069 903.5703 452.7924 903.5633 452.7889 2 28.49

4.02 6.9 LTGARLTTTFCR No iTRAQ4plex@
Methylthio(C)@11

N-term; missed R-L@5 0.0392 1384.7347 693.3746 1384.6955 693.3550 2 28.90

4.02 6.9 VDFDIPIGE
SLVR

DGSVLHR iTRAQ4plex@N-t
Deamidated(R)@

erm; 
16 missed R-S@16 -0.0144 2368.2366 790.4194 2368.2509 790.4242 3 36.08

4.02 6.9 VYNNMEELIYHFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0140 1987.0258 663.3492 1987.0117 663.3445 3 37.99



15.88 20.4 WDWEK cleaved   K 0.0342 3 48.99

4.02 6.9 YEKTAEHFEQK

iTRAQ4plex@N-t
Oxidation(Y)@1; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

3; 
11

cleaved M-Y@N-term; missed K-T@3 -0.0427 1856.9207 929.4676 1856.9634 929.4890 2 43.83

LIC12745

4 15.6 LGIHTGQTTSDQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0028 1672.9015 558.6411 1672.8988 558.6402 3 26.92

4 15.6 SLILPCLYILQR iTRAQ4plex@N-term; 
Methylthio(C)@6 -0.0376 1620.8842 811.4493 1620.9217 811.4681 2 40.88

LIC12746

2 2.9 LKPPFPAVSGLYR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0160 1732.0120 578.3446 1732.0279 578.3499 3 51.74

LIC12750

2.06 1.8 IFLNGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved M-I@N-term -0.0067 978.6039 490.3092 978.6106 490.3126 2 29.80

2.06 1.8 IGAIGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved F-I@N-term 0.0107 845.5685 423.7915 845.5578 423.7862 2 30.74

2.06 1.8 IGDLGMLLGIAFVFW iTRAQ4plex@N-t
Oxidation(D)@3

erm; cleaved W-Y@C-term -0.0513 1810.9301 906.4723 1810.9813 906.4980 2 8.52

2.06 1.8 ILTSYFGPVFIR No iTRAQ4plex@N-term -0.0231 1411.7633 706.8889 1411.7864 706.9005 2 37.55

2.06 1.8 NLVLAENLILLF iTRAQ4plex@N-term cleaved L-N@N-term; cleaved F-L@C-term 0.0129 1514.9323 758.4734 1514.9194 758.4670 2 46.45

2.06 1.8 SGIFIAR No iTRAQ4plex@N-term cleaved I-S@N-term -0.0106 762.4283 763.4355 762.4388 763.4461 1 50.29

2.06 1.8 VPDSEESHTGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0165 1585.8026 529.6082 1585.8191 529.6137 3 26.82

LIC12776

2 10.6 VLLFAESNN
ELK

KVHIGQP

iTRAQ4plex@N-t
iTRAQ4plex(S)@
iTRAQ4plex(K)@
Oxidation(H)@12
iTRAQ4plex(K)@

erm; 
7; 
10; 
; 
19

missed K-V@10 0.0076 2727.5847 682.9034 2727.5771 682.9015 4 37.45

2 10.6 VTQDQEFLTEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0082 1624.8634 813.4390 1624.8552 813.4349 2 29.33

LIC12795

15.88 20.4 AATAVGALE
WDWEK

QIKMDTG No iTRAQ4plex@
iTRAQ4plex(K)@iTRAQ4plex(K)@12;
iTRAQ4plex(K)@

N-term; 
12; cleaved F-A@N-term 
21

 F A@N term;; missed K-M@12missed M@12 0.0342 2602607.35897.3589 8870.126970.1269 2607.32472607.3247 870.1155 3 48.99870.1155

15.88 20.4 AFESFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-A@N-term 0.0072 1015.5654 508.7900 1015.5582 508.7864 2 30.68

23.7 30.6 ALGPYPGHHLGK Carbamyl@N-term; 
iTRAQ4plex(K)@12 0.0129 1432.7826 478.6015 1432.7697 478.5972 3 41.71

23.7 30.6 ALLDETGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0016 1246.7361 624.3753 1246.7376 624.3761 2 41.96

15.88 20.4 AMLMFDNPGMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0032 1541.7681 771.8913 1541.7648 771.8897 2 33.13

15.88 20.4 ANAIMDLK
iTRAQ4plex@N-t
Oxidation(M)@5; 
iTRAQ4plex(K)@

erm; 

8
cleaved I-A@N-term 0.0409 1178.6982 590.3564 1178.6573 590.3359 2 42.13

15.88 20.4 DTGWDWEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved M-D@N-term -0.0043 1323.6296 662.8221 1323.6339 662.8242 2 31.53

15.88 20.4 EGLVENPTR Delta:H(2)C(2)@N-term 0.0007 1039.5305 520.7725 1039.5298 520.7722 2 28.32

15.88 20.4 GVHPNNMG
K

IGQAVAT iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0140 1880.9994 628.0071 1881.0134 628.0118 3 29.43

15.88 20.4 INPNGGSIA
GIR

IGHPFGAT iTRAQ4plex@N-term; 
Deamidated(N)@4 0.0137 2093.1277 698.7165 2093.1140 698.7119 3 46.68

15.88 20.4 IVAEDILAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0093 1258.7646 630.3896 1258.7740 630.3943 2 31.88

15.88 20.4 KINPNGGSI
ATGIR

AIGHPFG iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@

erm; 
1; 
5

missed K-I@1 -0.0621 2365.2490 592.3195 2365.3110 592.3350 4 36.32

15.88 20.4 KLLPDNLPEGVELR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-L@1 -0.9843 1879.1133 627.3784 1880.0975 627.7064 3 32.81

15.88 20.4 LAFESFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0115 1128.6538 565.3342 1128.6423 565.3284 2 32.74

15.88 20.4 LIANAIMDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0033 1388.8273 695.4209 1388.8305 695.4225 2 45.76

15.88 20.4 LLPDNLPEGVELR iTRAQ4plex@N-term -0.0015 1607.8990 804.9568 1607.9005 804.9575 2 33.43

15.88 20.4 LTKPLAICTPR
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
Methylthio(C)@8

-0.0053 1545.8926 516.3048 1545.8979 516.3066 3 40.88

15.88 20.4 MDTGWDWEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0414 1454.7158 728.3652 1454.6744 728.3445 2 37.96

15.88 20.4 RTPFAQIAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 missed R-T@1 -0.0053 1318.7911 440.6043 1318.7965 440.6061 3 31.78

15.88 20.4 SDGAAGVIVTTVEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0209 1633.9340 817.9742 1633.9130 817.9638 2 51.22



23.7 30.6 SHGPTVSIFNASPR Carbamyl@N-term; 
Deamidated(N)@10 -0.9881 1511.7440 756.8793 1512.7321 757.3733 2 41.78

15.88 20.4 VIANLVGMR iTRAQ4plex@N-term 0.0123 1115.6730 558.8438 1115.6607 558.8376 2 32.05
LIC12801

4 6.3 AGLTYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved A-A@N-term 0.0015 939.5649 470.7897 939.5633 470.7889 2 40.08

4 6.3 LLETFLIEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0069 1392.8403 697.4274 1392.8472 697.4309 2 49.19

4 6.3 LPNVQSVFTR iTRAQ4plex@N-term 0.0103 1303.7473 652.8809 1303.7370 652.8758 2 44.59
LIC12805

1.52 3.0 AIDPSMNEN
AFGETVK

PDNEVMI iTRAQ4plex@N-term; 
Oxidation(D)@3; 
iTRAQ4plex(K)@23

0.1056 2824.4558 942.4926 2824.3503 942.4574 3 41.71

1.52 3.0 EIIEEKPTLK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6; 
iTRAQ4plex(K)@10

-0.0016 1630.9856 544.6691 1630.9871 544.6696 3 30.33

1.52 3.0 IIEEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved E-I@N-term; cleaved K-P@C-term -0.0283 918.5347 460.2746 918.5630 460.2888 2 23.70

1.52 3.0 ISAEFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0078 981.5817 491.7981 981.5739 491.7942 2 32.72

1.52 3.0 RNLASPESS
R

QSILLTE
iTRAQ4plex@N-t
Deamidated(R)@
Oxidation(P)@6; 
Deamidated(Q)@

erm; 
1; 

10

missed R-N@1 0.0301 2062.0964 688.3727 2062.0664 688.3627 3 40.41

1.52 3.0 RSGALEETS
AAK

VKNFQN iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
11; 
18

cleaved I-R@N-term;
missed K-N@11

 missed R-S@1; -0.0305 2381.2722 794.7647 2381.3028 794.7749 3 46.25

LIC12812
2 4.9 DINGRVIGINR iTRAQ4plex@N-term cleaved L-D@N-term; missed R-V@5 -0.0444 1369.7468 685.8807 1369.7912 685.9029 2 36.29

2 4.9 HPGP iTRAQ4plex@N-term cleaved A-H@N-term; cleaved P-F@C-term 0.0259 550.3245 551.3317 550.2985 551.3058 1 46.25

2 4.9 IKPEGEIVPI
VK

ELGDSSA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@19

-0.0163 2412.3679 805.1299 2412.3841 805.1353 3 33.02

2 5.7 IQNVPAHPG
DQFFGRDQFFGR

PFGDPFF iTRAQ4plex@N-term -0.0016 2633.2920 878.7713 2633.2937 878.7719 3 56.33

2 5.7 LALLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved D-L@N-term 0.0125 844.6115 423.3130 844.5990 423.3068 2 42.63

2 4.9 QGNISRISIQLKERP
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(R)@

erm; 
12; 
14

cleaved P-N@C-term; missed R-I@6 -0.0903 2027.0828 676.7015 2027.1731 676.7316 3 39.36

2 4.9 QGNISRISIQLKERPN

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(N)@
iTRAQ4plex(K)@
Deamidated(R)@

erm; 
1; 
3; 
12; 
14

missed R-I@6 -0.0080 2143.1760 715.3993 2143.1841 715.4020 3 46.71

LIC12821

5.41 16.4 DLIDLEYSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0089 1382.7448 692.3796 1382.7537 692.3841 2 31.50

5.41 16.4 DSLSVEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0111 1064.6068 533.3107 1064.5957 533.3051 2 26.88

2.69 5.5 FFINGSLK
iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@8

0.0009 1213.6959 607.8552 1213.6950 607.8548 2 44.67

2.69 5.5 ILGDIR iTRAQ4plex@N-term 0.0066 829.5210 415.7678 829.5143 415.7644 2 40.97

5.41 16.4 SLQAEQLYIGVTGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0071 1794.0201 599.0140 1794.0131 599.0116 3 48.17

5.41 16.4 TPELIIQNGVILEGR iTRAQ4plex@N-term; 
Deamidated(N)@8 0.0058 1796.0223 899.0184 1796.0165 899.0156 2 54.26

5.41 16.4 VMLLPTSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0096 1175.7096 588.8621 1175.7191 588.8669 2 30.37

LIC12822

2.01 3.9 ISHEQILELQK
No iTRAQ4plex@
Deamidated(Q)@
iTRAQ4plex(K)@

N-term; 
5; 
11

cleaved A-I@N-term -0.0305 1481.7906 494.9375 1481.8211 494.9477 3 28.35

2.01 3.9 LPVLNETHV
NEK

RFDFSHT
iTRAQ4plex@N-t
Oxidation(P)@2; 
Deamidated(N)@
iTRAQ4plex(K)@

erm; 

5; 
19

cleaved Y-L@N-term; missed R-F@10 -0.0005 2587.3269 863.4496 2587.3274 863.4498 3 34.70

2.01 3.9 NEFLNK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
5; 
6

cleaved F-N@N-term 0.0497 1052.6243 527.3194 1052.5746 527.2946 2 43.60

2.01 3.9 QEFREQLSR iTRAQ4plex@N-t
Deamidated(R)@

erm; 
9 missed R-E@4 -0.0973 1336.5884 669.3015 1336.6857 669.3501 2 32.96

2.01 3.9 YKENPNEAGR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0156 1464.7408 489.2542 1464.7565 489.2594 3 26.17



11.49 14.5 LSGFGHR 916.5001 2 38.68

2.01 3.9 YQKMIHQLEK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
3; 
7; 
10

missed K-M@3 0.0191 1750.0002 584.3407 1749.9813 584.3344 3 32.07

LIC12829

11.49 14.5 AEVAILK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved M-A@N-term -0.0010 1030.6620 516.3383 1030.6630 516.3388 2 40.12

11.49 14.5 AIDISK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0126 933.5613 467.7879 933.5739 467.7942 2 37.33

16.98 26.6 ALGIPVNMF
GR

TVMFAM iTRAQ4plex@N-term -0.0037 1998.0338 1000.0240 1998.0375 1000.0260 2 49.26

16.98 26.6 ELEETALHDPYFVER iTRAQ4plex@N-term -0.0024 1990.9733 664.6650 1990.9758 664.6659 3 31.96

16.98 26.6 FPTIAAFAYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0029 1415.8086 708.9116 1415.8057 708.9101 2 34.32

16.98 26.6 GVQDSLLDIAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved L-G@N-term 0.0066 1445.8400 723.9272 1445.8333 723.9239 2 32.65

11.49 14.5 GWIAQWK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved P-G@N-term -0.0136 1175.6559 588.8352 1175.6695 588.8420 2 47.20

16.98 26.6 HGGANQEV
QASGLPVK

LEMLQEI iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 -0.0073 2735.4446 912.8221 2735.4520 912.8246 3 42.30

16.98 26.6 HISMIR iTRAQ4plex@N-term 0.1940 899.7073 450.8609 899.5133 450.7639 2 53.41

16.98 26.6 IDGKEYELPIVIGTEK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@16

0.0128 2235.2856 746.1025 2235.2728 746.0982 3 34.12

16.98 26.6 IPSDSELKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; 
9

missed K-K@8 -0.0639 1447.7972 483.6064 1447.8612 483.6277 3 29.61

16.98 26.6 ISMIR iTRAQ4plex@N-term cleaved H-I@N-term -0.0061 762.4484 763.4556 762.4544 763.4617 1 57.23

11.49 14.5 KLYPNVDFYSGIIYR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@

erm; 
1; 
5

missed K-L@1 0.0170 2136.1670 713.0629 2136.1499 713.0572 3 53.08

16.98 26.6 LGVQDSLLDIAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0107 1558.9067 780.4606 1558.9174 780.4660 2 33.59

16.98 26.6 LPGWIAQWK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0052 1385.8115 693.9130 1385.8063 693.9104 2 35.72

11.49 14.5 LSGFGHR iTRAQ4plex@N-termiTRAQ4plex@N term -0.00100.0010 916916.4991.4991 4459.256859.2568 916.5001 459.2573 2 38.68459.2573

16.98 26.6 LVGSSLANL
CALWGPR

YGAISAGI iTRAQ4plex@N-term; 
Oxidation(Y)@10; 
Methylthio(C)@18

-0.0178 2594.3293 865.7837 2594.3471 865.7896 3 41.72

16.98 26.6 LYPNVDFYSGIIYR iTRAQ4plex@N-term -0.0338 1862.9351 932.4748 1862.9689 932.4917 2 50.75

16.98 26.6 QIYTGSTETSYK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@12 0.0062 1503.7278 752.8712 1503.7215 752.8680 2 38.33

11.49 14.5 SVPSEDYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved F-S@N-term 0.0091 1211.6368 606.8257 1211.6278 606.8212 2 34.71

LIC12909

2 2.7 VSEDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved V-V@N-term 0.0465 864.5261 433.2703 864.4796 433.2471 2 39.70

2 2.7 YGGTSVGTPER iTRAQ4plex@N-term 0.0030 1266.6356 634.3251 1266.6326 634.3236 2 34.05
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37.48 32.2 AVSFSEEIA
SSHDK

DGNLIAQ iTRAQ4plex@N-term; 
iTRAQ4plex(S)@18; 
iTRAQ4plex(K)@21

-0.0216 2649.3396 663.3422 2649.3611 663.3476 4 37.47

37.48 32.2 DEIGTLLSSMNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0106 1594.8586 798.4366 1594.8480 798.4313 2 34.07

37.48 32.2 DSNR iTRAQ4plex@N-term cleaved F-D@N-term 0.0800 634.3957 635.4030 634.3156 635.3229 1 54.64
37.48 32.2 DYLDTGMGIIR iTRAQ4plex@N-term -0.0360 1396.6782 699.3464 1396.7142 699.3644 2 32.90

37.48 32.2 EEAVLEQKR Glu->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
8 cleaved I-E@N-term; missed K-R@8 0.0002 1226.6743 409.8987 1226.6741 409.8986 3 26.85

37.48 32.2 EEIVLEAAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0068 1288.7550 645.3848 1288.7482 645.3814 2 29.74

37.48 32.2 ELEYYLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0043 1331.7174 666.8660 1331.7217 666.8681 2 32.55

37.48 32.2 EMQDLVELAALSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0080 1733.9557 867.9851 1733.9477 867.9811 2 35.48

37.48 32.2 FPLLFSAPPR iTRAQ4plex@N-term 0.0108 1287.7570 644.8857 1287.7461 644.8803 2 35.27

37.48 32.2 FTTDSDGY
IGK

THYYFPFH iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 0.0016 2583.2332 646.8156 2583.2314 646.8151 4 39.41

37.48 32.2 GFAVVAEEIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0027 1406.8041 704.4093 1406.8013 704.4079 2 50.17

37.48 32.2 GIYAVNGFDSNR iTRAQ4plex@N-term; 
Deamidated(N)@6 -0.0252 1456.6816 729.3481 1456.7068 729.3607 2 29.82

37.48 32.2 GQAR iTRAQ4plex@N-term cleaved H-G@N-term -0.0063 574.3246 575.3318 574.3309 575.3382 1 37.85

37.48 32.2 GQTKEEIVLEAAK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@13

0.0064 1847.0793 616.7004 1847.0729 616.6983 3 32.55
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37.48 32.2 GSLVNSTN
TK

TAVLNGN iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
5; 
17

cleaved I-G@N-term 0.0674 1978.1250 660.3823 1978.0575 660.3598 3 42.68

37.48 32.2 ILSILFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved A-I@N-term -0.0204 1120.7261 561.3703 1120.7464 561.3805 2 52.36

37.48 32.2 ISDAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0110 820.4789 411.2467 820.4898 411.2522 2 30.36

37.48 32.2 ITEILSIITEISER iTRAQ4plex@N-term -0.0668 1759.9385 880.9765 1760.0053 881.0099 2 44.56

37.48 32.2 KDEIGTLLSSMNK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@13

-0.0192 1867.0259 623.3492 1867.0450 623.3556 3 38.14

37.48 32.2 KLEQEVVNSSEITAER iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-L@1 0.0097 2119.1462 707.3893 2119.1364 707.3861 3 31.30

37.48 32.2 KPFQDLGYLTLISPK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@15

-0.0173 2151.2495 718.0905 2151.2669 718.0962 3 36.68

37.48 32.2 LAYEPNSLD
QNTLGHDS

GNDLEF
TGR

iTRAQ4plex@N-term; 
Deamidated(N)@11; 
iTRAQ4plex(T)@24

-0.0232 3151.4707 788.8749 3151.4938 788.8807 4 33.04

37.48 32.2 LKEQIVNINR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2 -0.0090 1513.9094 505.6437 1513.9184 505.6467 3 30.75

37.48 32.2 LREQVEEFDR iTRAQ4plex@N-term missed R-E@2 0.0063 1463.7554 488.9257 1463.7490 488.9236 3 30.32
37.48 32.2 NQIIAALR No iTRAQ4plex@N-term 0.0050 897.5446 449.7796 897.5396 449.7771 2 29.93

37.48 32.2 PFHIGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved F-P@N-term -0.0521 985.5432 493.7789 985.5953 493.8049 2 35.64

37.48 32.2 RATDEITK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 missed R-A@1 -0.0073 1220.6896 611.3521 1220.6968 611.3557 2 25.22

37.48 32.2 REMQDLVELAALSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 cleaved N-R@N-term; missed R-E@1 -0.0060 1890.0428 631.0215 1890.0488 631.0235 3 35.58

37.48 32.2 RTNLLALNAAIEAAR
iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(N)@8

erm; 
3; cleaved E-R@N-term; missed R-T@1 0.0824 1757.0742 586.6987 1756.9917 586.6712 3 38.16

37.48 32.2 VAEAFNILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0043 1291.7700 646.8923 1291.7744 646.8945 2 33.23

37 4837.48 32 232.2 VLREIGGSAVLREIGGSANTLRDTS
EK

NTLRDTS
iTRAQ4plex@N-t
Deamidated(N)@Deamidated(N)@10;
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
10; missed R E@3; missed13; 
18

missed -E@3; misse R D@13d -D@13 0 09910.0991 2235223 2942 7465.2942 7 105346.1053 2235 19502235.1950 746 0723 3 36 27746.0723 36.27

37.48 32.2 VNINREMQ
SK

DLVELAAL iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
8; 
18

cleaved I-V@N-term; missed R-E@5 0.0578 2331.3291 778.1169 2331.2712 778.0977 3 40.66

37.48 32.2 WTYEVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0026 1112.6136 557.3141 1112.6110 557.3128 2 30.14

21.16 18.1 AVLSMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0096 935.5814 468.7979 935.5718 468.7932 2 38.36

21.16 18.1 AVLSMKEIDGNVIR
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6; 
Deamidated(N)@11

-0.1115 1832.9159 917.4652 1833.0274 917.5210 2 54.94

21.16 18.1 ENLLKVLRE
LR

IGGSANT
No iTRAQ4plex@
Oxidation(N)@2; 
iTRAQ4plex(K)@
Deamidated(N)@

N-term; 

5; 
15

missed K-V@5; missed R-E@8 0.0103 2143.2185 715.4135 2143.2083 715.4100 3 55.83

21.16 18.1 FIPYLHR iTRAQ4plex@N-term -0.0116 1088.6138 545.3141 1088.6253 545.3199 2 44.41
21.16 18.1 IPYLHR iTRAQ4plex@N-term cleaved F-I@N-term -0.0012 941.5557 471.7851 941.5569 471.7857 2 43.01

21.16 18.1 LKVLR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 cleaved L-L@N-term; missed K-V@2 0.0121 915.6594 458.8370 915.6473 458.8309 2 54.64

21.16 18.1 NVLTSVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0019 1047.6552 524.8348 1047.6532 524.8339 2 38.41

21.16 18.1 TEILSIITEISER iTRAQ4plex@N-t
Dehydrated(T)@1

erm; cleaved I-T@N-term -0.9957 1627.9150 814.9648 1628.9107 815.4626 2 54.92

21.16 18.1 VNDHYFGAR Carbamyl@N-term 0.0088 1120.5138 561.2642 1120.5050 561.2598 2 39.01
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6.89 9.2 DPNSGELNYR iTRAQ4plex@N-term 0.0794 1307.7021 436.9080 1307.6228 436.8815 3 28.70

6.89 9.2 ELFTAMQVIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0784 1523.9409 762.9777 1523.8625 762.9385 2 47.21

6.89 9.2 IEDILK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-I@N-term 0.0108 1017.6422 509.8284 1017.6314 509.8230 2 34.58

6.89 9.2 INLFDGFPGK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
2; 
10

cleaved M-I@N-term -0.0084 1395.7559 698.8852 1395.7642 698.8894 2 41.43

6.89 9.2 LPGWLAHWR iTRAQ4plex@N-term 0.0046 1278.7152 427.2457 1278.7107 427.2442 3 35.76

6.89 9.2 LPTEQQLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0094 1243.7286 622.8716 1243.7380 622.8763 2 28.33

4.54 5.9 QIYSGEMGR Gln->pyro-Glu@N-term; 
iTRAQ4plex(Y)@3 -0.0157 1166.5355 584.2750 1166.5512 584.2829 2 37.14

6.89 9.2 RDPNSGELNYR iTRAQ4plex@N-term missed R-D@1 0.0225 1463.7463 488.9227 1463.7239 488.9152 3 27.46



 

6.89 9.2 SEFIEIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved M-S@N-term -0.0184 1152.6450 577.3298 1152.6634 577.3390 2 38.07

6.89 9.2 SVPEYFEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0150 1285.6948 643.8547 1285.6798 643.8472 2 29.72

4.54 5.9 SYQFPLISGTDGKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
13; 
14

missed K-K@13 0.0367 1972.1361 658.3860 1972.0995 658.3738 3 54.35

6.89 9.2 TGLISYDPG
VSR

FFNTAYA iTRAQ4plex@N-term 0.0044 2222.1172 1112.0660 2222.1130 1112.0638 2 37.55

6.89 9.2 VSGNYSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0057 1041.5756 521.7950 1041.5698 521.7922 2 24.11
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4 10.3 ARKNGLLSLEDNLK

iTRAQ4plex@N-t
Oxidation(R)@2; 
iTRAQ4plex(K)@
Oxidation(N)@4; 
iTRAQ4plex(K)@

erm; 

3; 

14

missed R-K@2; missed K-N@3 -0.0235 2034.1564 679.0594 2034.1799 679.0672 3 36.89

4 10.3 GVIALQSGD
RMNPFID

NRRILME No iTRAQ4plex@
Deamidated(N)@

N-term; 
19

missed R-R@11; mis
M@17

sed R-I@12; missed R- 0.0951 2645.4370 882.8196 2645.3418 882.7879 3 34.08

4 10.3 KLPLGELFLDFAER iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-L@1 -0.0118 1935.0956 646.0391 1935.1073 646.0430 3 45.25

4 10.3 KNGLLSLEDNLK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
2; 
12

missed K-N@1 -0.0201 1776.0157 593.0125 1776.0358 593.0192 3 36.95

4 10.3 RQAIIR iTRAQ4plex@N-term missed R-Q@1 0.1146 899.6933 450.8539 899.5787 450.7966 2 51.39
4 10.3 SGDNR No iTRAQ4plex@N-term cleaved Q-S@N-term 0.0849 547.3199 548.3272 547.2350 548.2423 1 40.34

LIC12936

4 11.0 EVENGGPYQENPKE
iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@13

-0.0021 1877.8866 626.9695 1877.8887 626.9702 3 26.15

4 11.0 ITNEGPNSIELVVR No iTRAQ4plex@N-term; 
Deamidated(N)@3 0.0238 1540.8336 514.6185 1540.8097 514.6105 3 30.57

4 11.0 MRPQYEEISILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0025 1793.9978 599.0065 1793.9953 599.0057 3 32.68

4 11.0 NRYMLDLR

iTRAQ4plex@N-tiTRAQ4plex@N
Deamidated(N)@
Deamidated(R)@
Oxidation(D)@6

erm; term;
1; 
2; missed R-Y@2 0.0035 1241.6232 621.8188 1241.6196 621.8171 2 31.15

4 11.0 QEFEPDGK Gln->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
8 cleaved S-Q@N-term -0.0032 1075.4912 538.7529 1075.4944 538.7545 2 37.08

4 11.0 VSGAGATNSPLK
iTRAQ4plex@N-term; 
Oxidation(P)@10; 
iTRAQ4plex(K)@12

-0.0057 1404.7759 703.3952 1404.7816 703.3981 2 27.55

LIC12958

2 12.9 DEIYMVK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0745 1040.6079 521.3112 1040.5334 521.2740 2 40.79

2 12.9 DKYILR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 cleaved A-D@N-term; missed K-Y@2 -0.0264 1094.6428 548.3287 1094.6692 548.3419 2 57.19

2 12.9 ELPIKDEIYMVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@12

-0.0357 1909.0603 637.3607 1909.0960 637.3726 3 57.49
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36.5 47.6 ADAINEASLSLTGITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0154 1891.0660 631.3626 1891.0506 631.3575 3 49.12

36.5 47.6 AGFAASMATGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved V-A@N-term 0.0079 1298.6975 650.3560 1298.6896 650.3521 2 28.37

36.5 47.6 AKGQSWGAK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
9

missed K-G@2 -0.0734 1363.7203 682.8674 1363.7938 682.9042 2 23.49

36.5 47.6 ANLATYYFSTGDFEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0024 2013.9904 672.3374 2013.9927 672.3382 3 33.90

36.5 47.6 DVEYPVFPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved V-D@N-term 0.0186 1380.7720 691.3932 1380.7533 691.3839 2 42.91

36.5 47.6 DVNTGNEPVSKPTG iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved G-V@C-term -0.0044 1701.8733 851.9439 1701.8777 851.9461 2 25.68

36.5 47.6 DVNTGNEP
R

VSKPTGV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.1111 1956.9362 653.3193 1957.0472 653.3564 3 26.99

36.5 47.6 EAWEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0059 949.5172 475.7659 949.5113 475.7629 2 27.32

36.5 47.6 ELLQEGYEE
FK

IVGETPS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0011 2355.2078 786.0765 2355.2089 786.0769 3 35.87

36.5 47.6 EPVSKPTGVR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved N-E@N-term -0.0104 1356.7865 453.2694 1356.7969 453.2729 3 26.26

36.5 47.6 GQSWGAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0018 1020.5579 511.2862 1020.5596 511.2871 2 25.87
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36.5 47.6 IDAVAAGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0473 1144.6587 573.3366 1144.7059 573.3602 2 29.78

36.5 47.6 IFNSVGNLECPSIL
iTRAQ4plex@N-t
Oxidation(N)@7; 
Methylthio(C)@10

erm; 
cleaved L-D@C-term 0.0625 1710.9067 856.4606 1710.8443 856.4294 2 6.62

36.5 47.6 IFNSVGNLE
GQGLDEAA

CPSILDSF
AYIK

iTRAQ4plex@N-term; 
Methylthio(C)@10; 
iTRAQ4plex(K)@29

0.0036 3404.6912 1135.9040 3404.6876 1135.9031 3 41.99

36.5 47.6 IGNLIGAEA
Y

ILYIGYQKP
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@
Oxidation(P)@18

erm; 
16; 
17; cleaved Y-T@C-term -0.0729 2400.2456 801.0891 2400.3184 801.1134 3 36.54

36.5 47.6 IPLDATLIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved L-I@N-term -0.0113 1270.7991 636.4068 1270.8104 636.4125 2 32.34

36.5 47.6 KSLWEAIFG
QMPSK

EGSSFID iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
21

missed K-S@1 0.0399 2788.4871 930.5029 2788.4471 930.4897 3 44.78

36.5 47.6 MMLIPLDATLIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0116 1645.9639 823.9892 1645.9754 823.9950 2 36.92

36.5 47.6 NVGLAVEAPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0463 1284.7183 643.3664 1284.7645 643.3895 2 28.23

36.5 47.6 PVSKPTGVR No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved E-P@N-term 0.0040 1083.6563 542.8354 1083.6522 542.8334 2 27.20

36.5 47.6 RVEATFAVDESNAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
14 missed R-V@1 -0.0577 1679.8024 840.9084 1679.8600 840.9373 2 24.21

36.5 47.6 SLWEAIFGE
MPSK

GSSFIDQ iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 0.0059 2516.2561 839.7593 2516.2501 839.7573 3 40.59

36.5 47.6 SSPAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved V-S@N-term 0.0052 632.3668 633.3740 632.3615 633.3688 1 51.34

36.5 47.6 TGNEPVSKPTGVR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved N-T@N-term -0.0235 1628.8855 543.9691 1628.9090 543.9769 3 26.30

36.5 47.6 VAAGLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved A-V@N-term 0.0063 845.5641 423.7893 845.5578 423.7862 2 27.52

36.5 47.6 VAGFAASMATGK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0087 1253.6473 627.8309 1253.6560 627.8353 2 28.91

36 536.5 47 647.6 VEATFAVDESNAKVEATFAVDE iTRAQ4plex@N-term; SNAK iTRAQ4plex@N term;
iTRAQ4plex(K)@13 0 02820.0282 1667166 8892 8347.8892 8 951834.9518 1667 86101667.8610 834 9378 2 58 41834.9378 58.41

36.5 47.6 VETGEVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0024 1048.6031 525.3088 1048.6008 525.3077 2 25.23

36.5 47.6 VFEAFDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0075 1142.6290 572.3218 1142.6215 572.3180 2 31.76

36.5 47.6 VFEAFDKESYYK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7; 
iTRAQ4plex(K)@12

0.0365 1957.0563 653.3594 1957.0198 653.3472 3 40.60

36.5 47.6 VFVKDEDEEVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@11

-0.0236 1767.9384 590.3201 1767.9620 590.3279 3 30.67

19.09 19.0 AGFAASMA
GNEPVSKP

TGKDVNT
TGVR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
11; 
22

cleaved V-A@N-term -7.0968 3086.5273 618.3127 3093.6243 619.7321 5 35.65

19.09 19.0 DVNTGNEPVSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved K-P@C-term 0.0014 1446.7572 724.3859 1446.7558 724.3852 2 32.64

19.09 19.0 LSPIVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0273 943.6037 472.8091 943.6310 472.8228 2 38.97

19.09 19.0 LTDLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0022 963.5823 482.7984 963.5844 482.7995 2 37.90

19.09 19.0 LYEEAMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0048 1170.6150 586.3148 1170.6198 586.3172 2 39.28

19.09 19.0 PVFPK
iTRAQ4plex@N-t
Oxidation(P)@1; 
iTRAQ4plex(K)@

erm; 

5
cleaved Y-P@N-term 0.0566 890.6036 446.3091 890.5469 446.2807 2 42.48

19.09 19.0 VETGEVKK
Carbamyl@N-ter
iTRAQ4plex(K)@
iTRAQ4plex(K)@

m; 
7; 
8

missed K-K@7 -0.0165 1219.6852 610.8499 1219.7016 610.8581 2 34.61

LIC13009

4.03 3.9 AHGVMQAALEAALR iTRAQ4plex@N-term; 
Oxidation(H)@2; Oxidation(M)@5 -0.0033 1612.8444 538.6221 1612.8477 538.6232 3 44.05

4.03 3.9 AIGTIGYR iTRAQ4plex@N-term -0.0031 993.5699 497.7922 993.5729 497.7937 2 38.71

6.96 7.4 AVFQKPIYEYNLTK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@14

-0.0128 2145.2070 716.0763 2145.2199 716.0806 3 32.76

4.03 3.9 DKWLPLLASGER iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-W@2 -0.0006 1671.9547 558.3255 1671.9552 558.3257 3 52.41



2 1.4   F 0.0186 1438.7911 3 39.47

6.96 7.4 GGTQEQK

iTRAQ4plex@N-term; 
iTRAQ4plex(T)@3; 
Deamidated(Q)@6; 
iTRAQ4plex(K)@7

-0.0100 1179.6361 590.8253 1179.6461 590.8303 2 26.25

6.96 7.4 HDDIIPEDIIGGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0085 1821.9995 608.3405 1822.0080 608.3433 3 35.07

6.96 7.4 IFNDEINQF
NYNEIAEK

LENAMAIQ

iTRAQ4plex@N-term; 
Deamidated(N)@7; 
Deamidated(Q)@8; 
iTRAQ4plex(Y)@19; 
iTRAQ4plex(K)@25

0.0233 3404.7043 1135.9090 3404.6812 1135.9010 3 41.68

6.96 7.4 IQTAARAHG
EAALRYAR

VMQAAL iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
12 missed R-A@6; missed R-Y@20 0.0371 2612.4463 871.8227 2612.4091 871.8103 3 3.85

6.96 7.4 SEISSRPSEYGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0173 1739.9125 580.9781 1739.9297 580.9839 3 28.80

6.96 7.4 WLPLLASGER iTRAQ4plex@N-term 0.0130 1284.7443 643.3794 1284.7312 643.3729 2 34.79
LIC13017

4.08 1.9 ARTIVINANL
iTRAQ4plex@N-t
Oxidation(R)@2; 
Deamidated(N)@

erm; 

7
cleaved L-A@C-term; missed R-T@2 -0.0107 1244.7104 623.3625 1244.7210 623.3678 2 39.59

4.08 1.9 ILSLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-I@N-term 0.0197 860.6136 431.3141 860.5939 431.3042 2 41.65

4.08 1.9 LIPLSAISVGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0001 1384.8899 693.4522 1384.8897 693.4521 2 46.35

4.08 1.9 LISYQMPTV
AGLNVPVG

VIANRLKT
K

No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; No 
16; 
26

missed R-L@14; missed K-T@16 -0.1479 2925.5481 732.3943 2925.6960 732.4313 4 52.29

LIC13021

2 1.4 EVPTSLDEM
K

GQNFFE
iTRAQ4plex@N-term; 
iTRAQ4plex(S)@5; 
Deamidated(N)@12; 
iTRAQ4plex(K)@16

0.0120 2303.1477 768.7231 2303.1357 768.7192 3 46.04

2 1.4 FEFASLYEANVR iTRAQ4plex@N-term; 
Deamidated(N)@10 -0.0364 1589.7484 795.8815 1589.7848 795.8997 2 52.58

2 1.4 FIGENSLVEFIGENSLVEKK
iTRAQ4plex@N-t
Oxidation(N)@5; Oxidation(N)@5;
iTRAQ4plex(K)@

erm; 
cleaved F-F@N-term

10
cleaved F@N term 0.0186 1431438.80978.8097 4480.610580.6105 1438.7911 480.6043 3 39.47480.6043

2 1.4 ISGILK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved Q-I@N-term 0.0034 917.6187 459.8166 917.6153 459.8149 2 38.91

2 1.4 IVLPIFAQGDLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0094 1600.9702 801.4924 1600.9796 801.4971 2 49.88

2 1.4 LANVLDQISGILK iTRAQ4plex@N-term; No 
iTRAQ4plex(K)@13 -0.0276 1526.8878 764.4512 1526.9154 764.4650 2 52.25

2 1.4 VHEL iTRAQ4plex@N-term cleaved V-V@N-term; cleaved L-M@C-term 0.0144 640.3810 641.3883 640.3666 641.3739 1 58.72

LIC13046

3.05 3.8 ASIHKNVR

iTRAQ4plex@N-t
Oxidation(H)@4; 
iTRAQ4plex(K)@
Oxidation(N)@6

erm; 

5; missed K-N@5 0.0187 1243.7428 622.8787 1243.7241 622.8693 2 54.30

3.05 3.8 ATIETTTVGNHTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0105 1659.8929 554.3049 1659.9035 554.3085 3 26.74

3.05 3.8 FIELLSLFEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0146 1525.9146 763.9645 1525.9000 763.9573 2 40.30

LIC13050

13.53 21.9 AEPITIDAQGEHTIEAK

iTRAQ4plex@N-t
Oxidation(P)@3; 
Oxidation(H)@12
iTRAQ4plex(K)@

erm; 

; 
17

cleaved Y-A@N-term 0.0162 2142.1211 715.0476 2142.1048 715.0422 3 47.77

13.53 21.9 AGVNLIK
iTRAQ4plex@N-term; 
Oxidation(N)@4; 
iTRAQ4plex(K)@7

0.0124 1017.6550 509.8348 1017.6426 509.8286 2 44.44

13.53 21.9 AIDNVGNESETK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0001 1563.7983 782.9064 1563.7984 782.9065 2 26.50

13.53 21.9 AIDNVGNESETKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
12; 
13

missed K-K@12 -0.0386 1835.9568 612.9929 1835.9954 613.0058 3 27.75

13.53 21.9 ALVVVVDNTAPTVK
iTRAQ4plex@N-term; 
Deamidated(N)@8; 
iTRAQ4plex(K)@14

-0.0530 1713.9591 857.9868 1714.0120 858.0133 2 45.40

13.53 21.9 AVDGQSGIK

iTRAQ4plex@N-term; 
Oxidation(D)@3; 
Deamidated(Q)@5; 
iTRAQ4plex(K)@9

0.0542 1178.6929 590.3537 1178.6387 590.3266 2 45.63

13.53 21.9 DAQGEHTIEAK
iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
3; 
11

cleaved I-D@N-term -0.0227 1486.7280 496.5833 1486.7507 496.5909 3 26.05



13.53 21.9 IGEMDYAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0009 1213.6266 607.8206 1213.6256 607.8201 2 28.90

13.53 21.9 IVPSEILYNL
K

DGYNFGS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0122 2316.2124 773.0781 2316.2245 773.0821 3 37.11

13.53 21.9 KVEVGTNN
SK

GSQSTSE
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
8; 
17

cleaved K-P@C-term; missed K-V@1 -0.0181 2184.1055 729.0424 2184.1235 729.0485 3 27.14

4.18 5.5 PAPAPAAPAAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved K-P@N-term; cleaved K-P@C-term -0.0003 1248.7432 625.3788 1248.7434 625.3790 2 32.63

13.53 21.9 TSQNSGTTQGEEVKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
14; 
15

missed K-K@14 -0.0273 2025.0430 676.0216 2025.0704 676.0307 3 26.06

13.53 21.9 YTSPITILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0019 1322.8073 662.4109 1322.8053 662.4099 2 31.82

LIC13056

8 21.1
AGMPEVRIS
SRPALPNTS
NR

AASMGA
PENRSS

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@

erm; 
22; 
31

missed R-I@7; missed R-S@28 0.1396 3456.8357 865.2162 3456.6960 865.1813 4 57.13

8 21.1 ALNVLHTMIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0096 1426.8669 476.6296 1426.8574 476.6264 3 33.20

8 21.1 FQIEGHTDDTPTGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0018 1945.9971 649.6730 1945.9989 649.6736 3 30.30

8 21.1 GYTNWELASSR iTRAQ4plex@N-term -0.0032 1426.6931 714.3538 1426.6963 714.3554 2 29.95

8 21.1 GYTNWELA
LHTMIK

SSRALNV
iTRAQ4plex@N-t
Oxidation(W)@5; 
Deamidated(R)@
iTRAQ4plex(K)@

erm; 

11; 
21

missed R-A@11 0.1001 2708.5200 903.8473 2708.4200 903.8139 3 52.66

8 21.1 PALPNTSPENR No iTRAQ4plex@N-term cleaved R-P@N-term 0.0044 1194.6038 598.3091 1194.5993 598.3069 2 27.11
LIC10405

1.7 1.6 EALGDYLLENK
iTRAQ4plex@N-term; 
Deamidated(N)@10; 
iTRAQ4plex(K)@11

0.0474 1552.8702 518.6307 1552.8228 518.6149 3 32.93

1.7 1.6 QASNLSPNEAK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@11 -0.0087 1284.6345 643.3245 1284.6432 643.3289 2 34.40

LIC10396LIC10396

5.71 13.2 AAQYLAVQK

iTRAQ4plex@N-t
Deamidated(Q)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
3; 
8; 
9

cleaved F-A@N-term 0.0390 1280.7610 641.3878 1280.7220 641.3683 2 30.05

5.71 13.2 DLSAVDLGVLVSK
No iTRAQ4plex@N-term; 
Methyl(L)@2; Oxidation(D)@6; 
iTRAQ4plex(K)@13

0.0752 1488.9274 745.4709 1488.8521 745.4333 2 55.51

5.71 13.2 IYLGDADAV
MSNAPYVV

LAGGVES
R iTRAQ4plex@N-term 0.0299 2710.4058 904.4758 2710.3758 904.4659 3 51.91

5.71 13.2 LKEEIFTVTIPGK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@13

-0.0229 1906.1276 636.3831 1906.1505 636.3908 3 34.49

2.03 3.8 MGIGPALAIPAALKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
14; 
15

missed K-K@14 -0.0163 1882.1639 628.3953 1882.1803 628.4007 3 48.62

5.71 13.2 TGLPLGVPALTLNR iTRAQ4plex@N-term -0.0067 1564.9355 783.4750 1564.9423 783.4784 2 34.33

5.71 13.2 TPFGNFGGTLK
iTRAQ4plex@N-term; 
Deamidated(N)@5; 
iTRAQ4plex(K)@11

-0.0769 1426.6931 714.3538 1426.7700 714.3923 2 29.95

LIC10380

2 7.2 ASIEIYEPLTEHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0064 1816.9878 606.6699 1816.9814 606.6678 3 32.13

LIC10362

2 7.1 SNLFKPSVFR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0114 1481.8484 494.9568 1481.8598 494.9605 3 49.69

LIC10361

15.31 36.0 AENADVIIGGR iTRAQ4plex@N-term; 
Deamidated(N)@3 -0.0122 1258.6517 630.3331 1258.6639 630.3392 2 28.97

15.31 36.0 AMGADRAVHIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved Y-A@N-term; missed R-A@6 -0.0247 1455.7977 486.2732 1455.8224 486.2814 3 33.91

15.31 36.0 EIVGLEPPPPR iTRAQ4plex@N-term cleaved I-E@N-term -0.0011 1346.7670 674.3907 1346.7680 674.3913 2 30.39

15.31 36.0 EVEGGTQT
ALTAQK

VETSTPV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@21 -0.0300 2433.2544 812.0920 2433.2842 812.1020 3 29.41

12.35 26.5 GGEVIAVSLGPDR iTRAQ4plex@N-term cleaved H-G@N-term 4.9589 1417.7334 709.8740 1412.7745 707.3945 2 48.88

15.31 36.0 GLEPP iTRAQ4plex@N-term cleaved V-G@N-term; cleaved P-P@C-term 0.0043 655.3706 656.3779 655.3663 656.3736 1 55.94

12.35 26.5 HGGEVIAVSLGPDR Carbamyl@N-term 0.0733 1448.8105 725.4125 1448.7372 725.3759 2 54.66
15.31 36.0 IEIVGLEPPPPR iTRAQ4plex@N-term -0.0138 1459.8383 730.9264 1459.8520 730.9333 2 32.28

15.31 36.0 IIVLVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0004 971.6983 486.8564 971.6987 486.8566 2 57.82



K

15.31 36.0 ISPYDEFAIEEGIRLR iTRAQ4plex@N-term cleaved I-I@N-term; missed R-L@14 -0.0466 2051.0342 1026.5240 2051.0809 1026.5477 2 40.78

15.31 36.0 PDTETSIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
8 cleaved V-P@N-term 0.0026 1033.5439 517.7792 1033.5413 517.7779 2 37.54

12.35 26.5 PVALTAQKGLNEPR
No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(N)@

N-term; 
8; 
11

cleaved T-P@N-term; missed K-G@8 0.0766 1637.9989 820.0067 1637.9223 819.9684 2 56.85

15.31 36.0 QVPDTETSIK Gln->pyro-Glu@N-term; 
iTRAQ4plex(K)@10 -0.0028 1243.6390 622.8268 1243.6418 622.8282 2 37.49

15.31 36.0 SAADLGSPASK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0039 1290.6984 646.3564 1290.7023 646.3584 2 25.47

12.35 26.5 SINETGIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0008 1148.6653 575.3399 1148.6645 575.3395 2 35.61

12.35 26.5 SLKGIMTAK
Acetyl@N-term; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

3; 
9

cleaved P-S@N-term; missed K-G@3 0.0256 1277.7876 426.9365 1277.7621 426.9280 3 43.85

12.35 26.5 TAYAMGADR iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@3 0.0054 1242.6324 415.2181 1242.6270 415.2163 3 35.62

15.31 36.0 VDNYVPFD
SNFAK

TNNTAELI iTRAQ4plex@N-term; 
Deamidated(N)@11; 
iTRAQ4plex(K)@21

0.0085 2660.3298 887.7839 2660.3213 887.7811 3 36.75

15.31 36.0 WIISPYDEFAIEEGIR iTRAQ4plex@N-term 0.0146 2081.0737 1041.5440 2081.0591 1041.5368 2 38.81

15.31 36.0 YPSLKGIMTAK

iTRAQ4plex@N-t
Acetyl(S)@3; No 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

5; 
11

missed K-G@5 0.0407 1537.9189 513.6469 1537.8782 513.6333 3 32.45

LIC10360

25.75 45.8 AGAGAVEATS
iTRAQ4plex@N-t
Dehydrated(T)@9
Dehydrated(S)@

erm; 
; 

10
cleaved S-P@C-term -0.0032 940.4705 471.2425 940.4736 471.2441 2 25.03

25.75 45.8 AGAGAVEA
A

TSPSAGN iTRAQ4plex@N-term cleaved A-K@C-term -0.0151 1473.7030 737.8588 1473.7181 737.8663 2 33.63

25.75 45.8 AGAGAVEA
AK

TSPSAGN iTRAQ4plex@N-term; 
Deamidated(N)@15; 
iTRAQ4plex(K)@17

0.0061 1746.9054 874.4600 1746.8992 874.4569 2 25.52

18.92 38.6 AQNPAVVL
K

LPHTSQG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16iTRAQ4plex(K)@16 0.0116 1947.1261 650.0493 1947.1145 650.0455 3 43.95

25.75 45.8 AYANFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0013 1000.5598 501.2872 1000.5586 501.2866 2 28.66

25.75 45.8 GPENWPILQ
GAALGASR

ELADTL iTRAQ4plex@N-term; 
Cation:K(E)@10 0.0235 2560.3044 854.4421 2560.2810 854.4343 3 5.95

18.92 38.6 IADSIGGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0146 1047.6313 524.8229 1047.6168 524.8157 2 36.90

18.92 38.6 ISREITSAGR
GK

KIADSIG

iTRAQ4plex@N-t
Oxidation(R)@3; 
iTRAQ4plex(K)@
Oxidation(D)@14
iTRAQ4plex(K)@

erm; 

11; 
; 
19

missed R-E@3; misse
I@11

d R-K@10; missed K- -0.0046 2422.3823 808.4681 2422.3869 808.4696 3 58.31

25.75 45.8 IVAINK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved Y-I@N-term -0.0048 944.6215 473.3180 944.6262 473.3204 2 30.42

25.75 45.8 IVGELK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved F-I@N-term 0.0337 945.6439 473.8292 945.6103 473.8124 2 49.84

25.75 45.8 IVSSDLSGGSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.1367 1336.6074 669.3110 1336.7442 669.3794 2 32.84

25.75 45.8 KISREITSAGR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-I@1; missed R-E@4 0.0610 1504.9539 502.6586 1504.8929 502.6382 3 41.31

25.75 45.8 PNSQEITQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved R-P@N-term -0.0031 1331.7258 666.8702 1331.7289 666.8717 2 25.53

25.75 45.8 SNVFIVGELK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved M-S@N-term -0.0196 1392.8025 697.4085 1392.8220 697.4183 2 41.62

25.75 45.8 SNVFIVGELKDGEL
iTRAQ4plex@N-t
Oxidation(F)@4; 
iTRAQ4plex(K)@

erm; 

10
cleaved M-S@N-term; cleaved L-K@C-term 0.0547 1823.0468 608.6895 1822.9920 608.6713 3 34.10

25.75 45.8 TVRPNSQEITQK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved F-T@N-term -0.0179 1687.9281 563.6500 1687.9461 563.6560 3 26.57

25.75 45.8 VATYGIVGD
VTAEFK

LFEVVPA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@22 0.0117 2612.4463 871.8227 2612.4345 871.8188 3 3.85

25.75 45.8 VGAGIIADV
GK

VGFSVDG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0057 1948.0929 650.3716 1948.0873 650.3697 3 37.32

25.75 45.8 VIALLIGNGVEK
iTRAQ4plex@N-term; 
Deamidated(N)@8; 
iTRAQ4plex(K)@12

0.0052 1513.9375 757.9760 1513.9323 757.9734 2 51.84

25.75 45.8 VQLTEASIIVSGGR iTRAQ4plex@N-term -0.0008 1572.8949 787.4547 1572.8957 787.4551 2 44.75

25.75 45.8 VSSDLSGGSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved I-V@N-term 0.0061 1223.6663 612.8404 1223.6601 612.8373 2 25.71

25.75 45.8 VTSPIQIFTVRPN iTRAQ4plex@N-term cleaved N-S@C-term -0.0072 1614.9143 808.4644 1614.9215 808.4680 2 34.16



25.75 45.8 VTSPIQIFTV
TQK

RPNSQEI iTRAQ4plex@N-term; 
Deamidated(N)@13; 
iTRAQ4plex(K)@20

-0.0063 2574.4199 859.1472 2574.4261 859.1493 3 34.03

25.75 45.8 YIVAINK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0057 1107.6838 554.8492 1107.6896 554.8521 2 29.70

LIC10351

3.7 10.9 ENQIEFLPMGGIDLR

iTRAQ4plex@N-term; 
Deamidated(N)@2; 
Deamidated(Q)@3; 
Deamidated(R)@15

-0.0553 1877.8650 626.9623 1877.9203 626.9807 3 26.37

3.7 10.9 ISIPGFLTGE
K

EFLTFSG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0148 2230.2278 744.4165 2230.2129 744.4116 3 39.37

3.7 10.9 KIPAELVALGANILK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
15

missed K-I@1 -0.0151 1981.2513 661.4244 1981.2665 661.4294 3 39.36

3.7 10.9 LKEGK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
5

cleaved S-L@N-term -0.0604 1005.5944 503.8045 1005.6548 503.8347 2 28.70

LIC10344

4 13.6 DIGHSDEVEAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved L-D@N-term -0.0242 1486.7264 496.5828 1486.7507 496.5909 3 26.15

2 10.2 HTLVALNGR No iTRAQ4plex@N-term; 
Deamidated(N)@7 0.0022 980.5425 491.2785 980.5403 491.2774 2 39.21

2 10.2 ISSSG iTRAQ4plex@N-term cleaved Y-I@N-term; cleaved G-D@C-term 0.0195 593.3337 594.3409 593.3142 594.3215 1 50.51

4 13.6 LDIGHSDEVEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0100 1599.8248 534.2822 1599.8348 534.2855 3 29.03

LIC10339

2 2.0 AQEYEKAAGVR
iTRAQ4plex@N-t
Oxidation(Y)@4; 
iTRAQ4plex(K)@

erm; 

6
missed K-A@6 0.0692 1524.8832 509.3017 1524.8140 509.2786 3 38.48

2 2.0 ILNNLNINLNELRK

iTRAQ4plex@N-t
Deamidated(N)@
Deamidated(N)@
Deamidated(N)@
Deamidated(N)@( )@
iTRAQ4plex(K)@

erm; 
3; 
4; 
8; 
10; 

missed R-K@13

;
14

-0.0840 1972.0244 658.3488 1972.1084 658.3768 3 58.23

2 2.0 KILNN iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1

cleaved I-K@N-term; 
missed K-I@1

cleaved N-L@C-term; 0.0187 888.5823 445.2984 888.5636 445.2891 2 63.02

2 2.0 NDRYLPDK
AK

AIDIIDEAG
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
8; 
19

cleaved I-N@N-term;
missed K-A@8

 missed R-Y@3; -0.0661 2549.3042 638.3333 2549.3703 638.3498 4 57.05

2 2.0 NLNELRKEVER
iTRAQ4plex@N-t
Oxidation(R)@6; 
iTRAQ4plex(K)@

erm; 

7
cleaved I-N@N-term; missed R-K@6 -0.0028 1702.9541 568.6586 1702.9570 568.6596 3 35.42

2 2.0 RTREASGA
GQDRYQK

LLMDVAG
iTRAQ4plex@N-t
Oxidation(R)@19
iTRAQ4plex(Y)@
iTRAQ4plex(K)@

erm; 
; 
20; 
22

missed R-T@1; misse
Y@19

d R-E@3; missed R- -0.0657 2869.4536 957.4918 2869.5194 957.5137 3 53.78

2 2.0 SFSVNYNVIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved Y-S@N-term 0.0269 1457.8391 729.9268 1457.8122 729.9134 2 48.64

2 2.0 SIILLDEIEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 cleaved Y-S@N-term -0.0753 1459.7990 730.9067 1459.8741 730.9443 2 32.76

2 2.0 TPILDEFARDLTQLAR iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
13 missed R-D@9 0.0306 2003.1116 668.7111 2003.0809 668.7009 3 31.23

2 2.0 VAEPSVDD
K

AIQILQGL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0073 2083.1694 695.3971 2083.1769 695.3996 3 37.85

LIC10325

10 16.1 AAALFQEATDK
iTRAQ4plex@N-term; 
Deamidated(Q)@6; 
iTRAQ4plex(K)@11

0.0110 1452.7815 727.3980 1452.7704 727.3925 2 30.14

10 16.1 AAALFQEAT
PVGR

DKYPDS iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 missed K-Y@11 -0.0210 2323.1843 775.4020 2323.2052 775.4090 3 33.18

10 16.1 AVDIFSELSAR iTRAQ4plex@N-term 0.0039 1350.7305 676.3725 1350.7265 676.3705 2 44.94
10 16.1 EIPEEHSFR iTRAQ4plex@N-term -0.0082 1286.6295 429.8838 1286.6377 429.8865 3 28.74

10 16.1 ESLDQVEDNLHYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0083 1876.9493 626.6570 1876.9410 626.6543 3 31.37

10 16.1 SAWK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved A-S@N-term -0.0110 634.3450 635.3523 634.3560 635.3633 1 37.78

10 16.1 SGILEKAR No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
6 missed K-A@6 -0.0347 1016.5753 509.2949 1016.6100 509.3123 2 30.16

10 16.1 SKEDLETEKLD
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
9

missed K-L@9 -0.0404 1737.8958 580.3058 1737.9362 580.3193 3 30.03

LIC10318
4 3.6 ISLTFR iTRAQ4plex@N-term cleaved N-I@N-term 0.0515 879.5815 440.7980 879.5300 440.7723 2 42.23



 

LIC10314

4.03 4.9 AGEEVRGTNEK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
11 missed R-G@6 -0.0168 1332.6588 667.3367 1332.6755 667.3450 2 37.18

4.03 4.9 DVHTDELEDEVNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0060 1829.8826 610.9681 1829.8887 610.9702 3 28.75

4.03 4.9 ELEELKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 missed K-R@6 -0.0003 1203.7064 402.2427 1203.7067 402.2428 3 29.74

5.82 4.0 FVTPQSIGISK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0035 1463.8557 732.9351 1463.8591 732.9369 2 42.89

4.03 4.9 GDFNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0068 867.4763 434.7454 867.4694 434.7420 2 24.95

5.82 4.0 IGISK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved S-I@N-term 0.0044 804.5357 403.2751 804.5313 403.2729 2 38.14

5.82 4.0 ILFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0076 920.6379 461.3262 920.6303 461.3224 2 46.28

4.03 4.9 LQNEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved D-L@N-term -0.0032 918.5347 460.2746 918.5378 460.2762 2 23.70

5.82 4.0 SDSSSSKSGSDK

No iTRAQ4plex@
Oxidation(D)@2; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 

7; 
12

missed K-S@7 -0.0028 1474.6963 738.3554 1474.6991 738.3568 2 53.73

5.82 4.0 THTQGGISVTR iTRAQ4plex@N-term 0.0003 1299.7020 434.2413 1299.7017 434.2412 3 35.35

4.03 4.9 TQILIPLVEDVLGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0253 1825.1422 913.5784 1825.1168 913.5657 2 0.17

5.82 4.0 VGSGLAESLK Carbamyl@N-term; 
iTRAQ4plex(K)@10 -0.0046 1146.6321 574.3233 1146.6366 574.3256 2 43.15

4.03 4.9 VRFINRSSA
R

RAGEEV iTRAQ4plex@N-t
Deamidated(R)@

erm; 
10

missed R-F@2; misse
A@10

d R-S@6; missed R- -0.1034 1990.9747 664.6655 1991.0783 664.7000 3 31.86

LIC10301

3.4 17.7 EELILGDWVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0557 1488.7875 745.4010 1488.8432 745.4289 2 9.10

3.4 17.7 KEELILGDWVK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@11

-0.0234 1761.0168 588.0129 1761.0402 588.0207 3 40.03

3.4 17.7 KTNAEEYFE

iTRAQ4plex@N-t
iTRAQ4plex(K)@

K
iTRAQ4plex(K)@1;
iTRAQ4plex(T)@
Oxidation(Y)@7; 
iTRAQ4plex(K)@

erm; 
1; 
2; 

10

missed K-T@1 0.0079 1849.9988 617.6735 1849.9909 617.6709 3 42.46

1.78 8.0 NHLQIFPQGLAK No iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0517 1508.8069 755.4107 1508.8585 755.4365 2 52.50

3.4 17.7 YDAFHLTYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0013 1444.7607 482.5942 1444.7594 482.5938 3 32.24

LIC10290

8.45 10.9 ATQEIVTALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0060 1360.8109 681.4127 1360.8169 681.4158 2 30.26

8.45 10.9 DLYNILTDR iTRAQ4plex@N-term -0.0134 1265.6604 633.8375 1265.6738 633.8442 2 33.46

7.83 12.9 EIVTALK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved Q-E@N-term 0.0161 1060.6897 531.3521 1060.6736 531.3441 2 49.03

8.45 10.9 GIDVEFAIHPVAGR iTRAQ4plex@N-term 0.0095 1623.8950 542.3056 1623.8855 542.3024 3 58.82

7.83 12.9 GVYLSVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved I-G@N-term -0.0506 1052.5968 527.3057 1052.6474 527.3310 2 43.90

8.45 10.9 INLIYLLSSILFI iTRAQ4plex@N-term cleaved I-I@N-term; cleaved I-I@C-term -0.0950 1664.9290 833.4717 1665.0239 833.5192 2 38.00

8.45 10.9 KATQEIVTALK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
11

missed K-A@1 -0.1285 1632.8855 545.3024 1633.0140 545.3453 3 32.88

8.45 10.9 LLSHPKTAVR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 missed K-T@6 0.0914 1408.9672 705.4908 1408.8758 705.4452 2 55.30

8.45 10.9 SLPNVLFGG
NSK

LGAAVD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 0.0023 2046.1377 683.0532 2046.1353 683.0524 3 36.10

8.45 10.9 TDPGSPIAGMPIL iTRAQ4plex@N-t
Oxidation(P)@11

erm; cleaved L-D@C-term 0.0865 1427.8318 714.9232 1427.7452 714.8799 2 28.49

8.45 10.9 TDPGSPIAG
K

MPILDVD
iTRAQ4plex@N-term; 
Oxidation(P)@11; 
Oxidation(D)@16; 
iTRAQ4plex(K)@17

0.0303 2045.0897 682.7039 2045.0594 682.6938 3 38.90

7.83 12.9 TVIVIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0071 959.6694 480.8420 959.6623 480.8384 2 40.35

8.45 10.9 VVIVPGYGM
HAVR

AVAQAQ iTRAQ4plex@N-term 1.0058 2110.1697 704.3972 2109.1639 704.0619 3 58.97

LIC10253

11.92 18.7 AIWDIAGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0034 1160.6831 581.3488 1160.6797 581.3471 2 38.60

11.92 18.7 FNHWGALTSEINK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0098 1803.9609 602.3276 1803.9512 602.3243 3 33.17



11.92 18.7 GLNDLVIDKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
9; 
10

missed K-K@9 -0.0283 1545.9174 516.3130 1545.9456 516.3225 3 32.86

11.92 18.7 LQGSHFANDENSK
iTRAQ4plex@N-term; 
Deamidated(N)@8; 
iTRAQ4plex(K)@13

0.0065 1734.8481 579.2900 1734.8417 579.2878 3 26.94

4.66 5.5 MYAQVVRPER Carbamyl@N-term -0.0099 1290.6405 646.3275 1290.6503 646.3324 2 40.14

11.92 18.7 QGSHFANDENSK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
7; 
12

cleaved L-Q@N-term 0.0590 1621.8168 541.6129 1621.7576 541.5931 3 26.75

11.92 18.7 RLQGSHFANDENSK
iTRAQ4plex@N-t
Oxidation(N)@12
iTRAQ4plex(K)@

erm; 
; 
14

missed R-L@1 0.0553 1906.0090 636.3436 1905.9537 636.3252 3 32.97

11.92 18.7 SQIESVPIG
VPK

TLPPLGQ iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
19 cleaved M-S@N-term 0.0073 2247.3154 750.1124 2247.3082 750.1100 3 33.51

11.92 18.7 VGDEVVLHCGIWDK
iTRAQ4plex@N-term; 
Methylthio(C)@9; 
iTRAQ4plex(K)@14

0.0997 1903.0573 635.3597 1902.9576 635.3265 3 58.08

11.92 18.7 YAQVVRPER iTRAQ4plex@N-term cleaved M-Y@N-term -0.0047 1260.7013 421.2411 1260.7061 421.2426 3 28.03
LIC10244

2 4.0 AFHSLSYNELK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0730 1595.7821 798.8983 1595.8551 798.9348 2 48.57

2 4.0 EGIETIQKE
R

LPISVFLE iTRAQ4plex@N-t
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
7; 
8

cleaved F-E@N-term -0.1121 2389.2227 797.4149 2389.3348 797.4522 3 59.85

2 4.0 ELPISVFLER iTRAQ4plex@N-term 0.0057 1345.7784 673.8965 1345.7727 673.8936 2 36.19

2 4.0 IISGSYEGKELLDR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved Y-I@N-term 0.0384 1867.0679 623.3632 1867.0295 623.3504 3 41.74

2 4.0 QVSLPDLAEALK
Gln->pyro-Glu@N-term; 
Oxidation(P)@5; 
iTRAQ4plex(K)@12

0.0235 1425.8071 476.2763 1425.7837 476.2685 3 41.83

LIC10237

3.1 2.7 ANFEGMVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0031 1182.6281 592.3213 1182.6311 592.3228 2 29.52

3.1 2.7 DENLVLDLLTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11iTRAQ4plex(K)@11 0.9987 1560.9001 781.4573 1559.9014 780.9580 2 43.24

3.1 2.7 FIIR No iTRAQ4plex@N-term cleaved F-F@N-term 0.0461 547.3944 548.4017 547.3482 548.3555 1 52.52

3.1 2.7 IADTLLTLVEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0691 1502.8472 752.4308 1502.9163 752.4654 2 37.21

2.03 2.7 LVHVYR Carbamyl@N-term -0.0002 828.4605 415.2375 828.4606 415.2376 2 40.43
LIC10235

4 16.0 ISNDDLESLITGVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0140 1790.9729 896.4937 1790.9869 896.5007 2 34.95

4 16.0 KISNDDLESLITGVK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
1; 
4; 
15

missed K-I@1 0.0410 2064.2090 689.0770 2064.1680 689.0633 3 35.23

4 16.0 NNGLCIVCGNK

No iTRAQ4plex@N-term; 
Methylthio(C)@5; 
Methylthio(C)@8; 
iTRAQ4plex(K)@11

0.0967 1369.7064 685.8605 1369.6097 685.8121 2 37.34

4 16.0 VQLLYQK

iTRAQ4plex@N-term; 
Deamidated(Q)@2; 
Oxidation(Y)@5; 
iTRAQ4plex(K)@7

-0.0039 1195.7018 598.8582 1195.7056 598.8601 2 29.31

LIC10232

2.09 3.1 ALPVENIHDLVGNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0004 1806.0247 603.0155 1806.0243 603.0154 3 32.60

2.09 3.1 EEIARYNVENQVLIGK

Glu->pyro-Glu@N
Deamidated(R)@
Deamidated(N)@
Deamidated(N)@
iTRAQ4plex(K)@

-term; 
5; 
7; 
10; 
16

missed R-Y@5 0.0803 2003.1135 668.7118 2003.0333 668.6851 3 40.24

2.09 3.1 IFLVTSR iTRAQ4plex@N-term cleaved L-I@N-term 0.0050 978.6035 490.3090 978.5984 490.3065 2 29.70

2.09 3.1 TVGFFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0196 985.6036 493.8091 985.5840 493.7993 2 40.39

2.09 3.1 VAGLLSLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0020 1087.7189 544.8667 1087.7209 544.8677 2 32.69

LIC10231

2 4.5 GILGISMTAIFSF iTRAQ4plex@N-t
Oxidation(F)@13

erm; cleaved L-G@N-term; cleaved F-L@C-term -0.0935 1515.7195 758.8670 1515.8129 758.9137 2 31.44

2 4.5 KPVETLEQFIPSGAR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 0.0022 1959.1055 654.0424 1959.1033 654.0417 3 34.44

2 4.5 LVELFQTNGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0209 1435.8069 718.9107 1435.8278 718.9212 2 51.36

2 4.5 VAVGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved V-V@N-term 0.0564 616.4594 617.4667 616.4030 617.4103 1 55.94



 

2 4.5 VIPMK
iTRAQ4plex@N-term; 
Oxidation(M)@4; 
iTRAQ4plex(K)@5

0.0533 890.6036 446.3091 890.5503 446.2824 2 42.48

NA

2.02 14.0 EALNFAIGAAK
iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@11

0.0344 1392.8201 697.4173 1392.7856 697.4001 2 44.77

2.02 14.0 EIKEALNFAIGAAK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@14

0.0051 1906.1305 636.3841 1906.1253 636.3824 3 34.39

2.02 14.0 EQADSILLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -2.9676 1300.7915 651.4030 1303.7591 652.8868 2 29.64

2.02 14.0 YIEDALHSV
VNSK

EGVAGQ iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -0.0118 2303.1882 768.7367 2303.2001 768.7406 3 35.81

LIC10225
2.07 3.6 AELSNREEENIR iTRAQ4plex@N-term missed R-E@6 -0.0004 1602.8079 535.2766 1602.8083 535.2767 3 27.37

2.07 3.6 EEENIRMEDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
10 missed R-M@6 0.0660 1579.8416 790.9280 1579.7756 790.8951 2 39.56

2.07 3.6 ELKVTNLGKISK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
3; 
6; 
9; 
12

missed K-V@3; missed K-I@9 -0.0548 1906.1401 636.3873 1906.1950 636.4056 3 34.84

2.07 3.6 FNQALEEIGVDKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 missed K-R@12 -0.0114 1805.9766 602.9995 1805.9879 603.0033 3 32.83

2.07 3.6 LSASN iTRAQ4plex@N-term cleaved N-L@N-term; cleaved N-S@C-term 0.0364 634.3772 635.3845 634.3408 635.3481 1 54.37

2.07 3.6 NLSKDKTLD
DGEEDALR

LVSRCG
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Methylthio(C)@14

erm; 
4; 
6; 

cleaved M-N@N-term
missed R-C@13

; missed K-T@6; -0.0027 3011.5354 1004.8520 3011.5381 1004.8533 3 52.79

2.07 3.6 TGLSPEALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.1443 1202.8557 602.4351 1202.7114 602.3630 2 52.15

LIC10215
6.01 14.3 ARGRR iTRAQ4plex@N-term missed R-G@2; missed R-R@4 -0.0051 758.4694 759.4767 758.4745 759.4818 1 59.81

6.64 14.3 EIQLISDSSD

iTRAQ4plex@N-term; 

PIK

iTRAQ4plex@N-term;
Deamidated(Q)@3; 
Oxidation(D)@7; 
Oxidation(P)@11; 
iTRAQ4plex(K)@13

0.0520 1764.9757 883.4951 1764.9237 883.4691 2 3.43

6.64 14.3 EIQLISDSSDPIKR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 missed K-R@13 -0.0146 1888.0364 630.3527 1888.0509 630.3576 3 31.72

6.64 14.3 ILDIADTHFLDGPLILPN iTRAQ4plex@N-term cleaved N-F@C-term 0.0063 2120.1702 707.7307 2120.1639 707.7286 3 40.71

6.64 14.3 ILDIADTHFL
FVLR

DGPLILPN iTRAQ4plex@N-term 0.0043 2635.4902 879.5040 2635.4859 879.5026 3 40.47

6.64 14.3 ILDTSVVIDGR iTRAQ4plex@N-term 0.0160 1330.7738 666.3942 1330.7578 666.3862 2 32.74

6.64 14.3 LDIADTHFL
FVLR

DGPLILPN iTRAQ4plex@N-term cleaved I-L@N-term -0.0844 2522.3176 841.7798 2522.4019 841.8079 3 50.97

6.01 14.3 LSGVAFAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved I-L@N-term -0.0095 1079.6488 540.8317 1079.6583 540.8364 2 38.57

6.01 14.3 MIFTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0121 926.5624 464.2885 926.5503 464.2824 2 41.02

6.64 14.3 VTVTSIIQTAAGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0019 1575.9421 788.9783 1575.9439 788.9792 2 33.80

LIC10214

2 12.2 GVTQEEAG
ASTLSPSEK

NLVSDVL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@24 0.0184 2718.4353 907.1523 2718.4167 907.1462 3 37.69

2 12.2 MKVMIPVDK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(M)@4; 
Oxidation(D)@8; 
iTRAQ4plex(K)@

erm; 
2; 

9

missed K-V@2 0.0573 1523.9354 762.9750 1523.8781 762.9463 2 52.75

2 12.2 RASGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 missed R-A@1 -0.0007 661.3986 662.4059 661.3993 662.4066 1 55.90

LIC10211

2 16.2 SMGKPGLP
YR

PEDQDQ iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0172 2105.0283 702.6833 2105.0455 702.6891 3 28.91

LIC10208

8 9.6 TLEWTIPSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -9.0210 2304.1675 769.0631 2313.1885 772.0701 3 55.36

LIC10206
21.87 36.3 EFESGPGVIADENYIR iTRAQ4plex@N-term 0.0020 1938.9465 970.4805 1938.9445 970.4795 2 32.17
21.87 36.3 GDIEIHVTAR iTRAQ4plex@N-term 0.0000 1253.6849 418.9023 1253.6850 418.9023 3 59.15

21.87 36.3 GYPPAMPS
DEINALIEYI

YQGQLSD
K

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@26 0.0064 3199.6057 1067.5420 3199.5991 1067.5403 3 38.32



21.87 36.3 IEYIK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved L-I@N-term 0.0147 952.5984 477.3065 952.5837 477.2991 2 26.79

21.87 36.3 IPPTELGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0149 1141.6802 571.8474 1141.6950 571.8548 2 28.12

21.87 36.3 KSILQPTAQVVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
12

missed K-S@1 -0.0077 1743.0908 582.0375 1743.0984 582.0401 3 31.19

11.2 15.3 LFGSTR iTRAQ4plex@N-term cleaved G-L@N-term 0.0416 823.5090 412.7617 823.4674 412.7410 2 39.97

21.87 36.3 LNTLFQPNGIYVPVGK
iTRAQ4plex@N-term; 
Deamidated(N)@8; 
iTRAQ4plex(K)@16

0.0016 2048.1565 1025.0860 2048.1550 1025.0848 2 35.22

11.2 15.3 LVGPSYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0007 1050.6324 526.3235 1050.6317 526.3231 2 37.69

21.87 36.3 LVMTSQDV
AFR

LHSFYVP iTRAQ4plex@N-term -0.0106 2253.1633 752.0617 2253.1738 752.0652 3 36.37

21.87 36.3 PNGIYVPVGK
No iTRAQ4plex@
Deamidated(N)@
iTRAQ4plex(K)@

N-term; 
2; 
10

cleaved Q-P@N-term 0.0096 1187.6768 594.8456 1187.6672 594.8409 2 35.37

11.2 15.3 PPTELGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
7 cleaved I-P@N-term -0.0113 884.4977 443.2561 884.5089 443.2617 2 40.84

21.87 36.3 QPTAQVVK Gln->pyro-Glu@N
iTRAQ4plex(K)@

-term; 
8 cleaved L-Q@N-term -0.0137 996.5590 499.2867 996.5726 499.2936 2 35.65

21.87 36.3 QWQWTFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0283 1310.7299 656.3722 1310.7015 656.3580 2 54.16

21.87 36.3 SILQPTAQVVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0339 1470.8674 736.4410 1470.9013 736.4580 2 29.11

21.87 36.3 TSFMPVQASEVAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 cleaved A-T@N-term -0.0121 1681.8833 841.9489 1681.8953 841.9549 2 30.32

21.87 36.3 VDNETFDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved V-V@N-term 0.0004 1254.6340 628.3243 1254.6336 628.3241 2 27.47

21.87 36.3 VGPSYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-V@N-term 0.0030 937.5507 469.7826 937.5477 469.7811 2 26.31

21.87 36.3 VQASEVAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved P-V@N-term -0.1043 1118.5497 560.2821 1118.6539 560.3342 2 36.66

21.87 36.3 VVDNETFDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9iTRAQ4plex(K)@9 -0.0251 1353.6769 677.8457 1353.7020 677.8583 2 28.23

21.87 36.3 WLNLITATS
EVAK

FMPVQAS

iTRAQ4plex@N-t
Oxidation(W)@1; 
Deamidated(N)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 

3; 
14; 
20

cleaved T-W@N-term -0.0542 2511.2632 838.0950 2511.3174 838.1131 3 57.89

21.87 36.3 WYAEAGNVDLSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0363 1639.8813 820.9479 1639.8450 820.9298 2 59.60

21.87 36.3 YTTLTFTPTEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0209 1588.8383 795.4264 1588.8592 795.4369 2 30.74

LIC10191

2 19.4 EHSLNLPANIQAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0071 1721.9597 574.9938 1721.9668 574.9962 3 30.53

2 19.4 ILFFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved M-I@N-term 0.0128 954.6275 478.3210 954.6146 478.3146 2 47.80

LIC10175
43.52 57.9 AANR iTRAQ4plex@N-term cleaved A-A@N-term -0.0063 574.3246 575.3318 574.3309 575.3382 1 37.85

34.51 48.7 AAPEPSTQ
R

EQSAAAN iTRAQ4plex@N-term cleaved S-A@N-term -0.0064 1770.8555 886.4350 1770.8618 886.4382 2 30.11

43.52 57.9 ADVTPGDFSEWSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0236 1725.8218 863.9182 1725.8453 863.9300 2 31.70

34.51 48.7 APEPSTQEQSAAANR iTRAQ4plex@N-term cleaved A-A@N-term -0.0059 1699.8188 850.9167 1699.8247 850.9196 2 30.65

34.51 48.7 DGLTRPGFSYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved P-D@N-term 0.0008 1527.8297 510.2838 1527.8289 510.2836 3 45.35

43.52 57.9 DVTPGDFSEWSK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved A-D@N-term -0.0068 1654.8015 828.4080 1654.8082 828.4114 2 31.72

43.52 57.9 EESAAPEPSTQEQ iTRAQ4plex@N-t
Dehydrated(E)@

erm; 
12 cleaved Q-S@C-term 0.0285 1527.7096 764.8621 1527.6811 764.8478 2 23.18

43.52 57.9 EESAAPEPS
AANR

TQEQSA iTRAQ4plex@N-term -0.0060 2115.9731 706.3317 2115.9791 706.3336 3 23.07

43.52 57.9 EESAAPEPS
AANRN

TQEQSA iTRAQ4plex@N-t
Deamidated(N)@

erm; 
20 cleaved N-V@C-term; missed R-N@19 -0.0158 2230.9902 744.6707 2231.0060 744.6759 3 24.55

43.52 57.9 EPSTQEQSAAANR iTRAQ4plex@N-term cleaved P-E@N-term -7.0193 1524.7156 763.3651 1531.7348 766.8747 2 24.95

43.52 57.9 ESAAPEPST
ANR

QEQSAA iTRAQ4plex@N-term cleaved E-E@N-term -0.0027 1986.9338 663.3185 1986.9365 663.3194 3 22.01

43.52 57.9 GAGSSEPVSGLDAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0177 1561.8014 781.9080 1561.8191 781.9168 2 27.31

43.52 57.9 GNIFYSELR iTRAQ4plex@N-term -0.0295 1241.6232 621.8188 1241.6526 621.8336 2 31.15
34.51 48.7 IFYSELR iTRAQ4plex@N-term cleaved N-I@N-term 0.0031 1070.5913 536.3029 1070.5882 536.3014 2 42.84



S  

43.52 57.9 KADVTPGDFSEWSK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
14

missed K-A@1 -0.0147 1998.0276 667.0165 1998.0424 667.0214 3 33.48

43.52 57.9 KEESAAPE
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(E)@8

erm; 
1; cleaved E-P@C-term 0.0053 1129.5912 565.8029 1129.5859 565.8002 2 23.84

43.52 57.9 KEESAAPEPS
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(S)@

erm; 
1; 
10

cleaved S-T@C-term -0.0025 1313.6682 657.8414 1313.6707 657.8426 2 22.40

43.52 57.9 KEESAAPEPST
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(S)@

erm; 
1; 
10

cleaved T-Q@C-term 0.0062 1414.7246 708.3696 1414.7184 708.3665 2 23.47

43.52 57.9 KEESAAPEPSTQ
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(T)@1

erm; 
1; 
1

cleaved Q-E@C-term -0.0006 1542.7764 772.3954 1542.7769 772.3957 2 23.06

43.52 57.9 KEESAAPEPSTQE
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(E)@

erm; 
1; 
13

cleaved E-Q@C-term -0.0075 1671.8120 558.2780 1671.8195 558.2805 3 25.13

43.52 57.9 KEESAAPEPSTQEQ
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(E)@

erm; 
1; 
13

cleaved Q-S@C-term -0.0279 1799.8502 600.9573 1799.8781 600.9666 3 22.24

43.52 57.9 KEESAAPEPSTQEQS
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(S)@

erm; 
1; 
15

cleaved S-A@C-term 0.0082 1886.9183 629.9800 1886.9101 629.9773 3 22.13

43.52 57.9 KEESAAPEP
AA

STQEQS iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(S)@

erm; 
1; 
10

cleaved A-A@C-term -0.0265 2028.9578 677.3265 2028.9844 677.3354 3 24.85

43.52 57.9 KEESAAPEP
AAAN

STQEQS iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 cleaved N-R@C-term 0.0014 2232.0764 745.0327 2232.0750 745.0323 3 23.35

43.52 57.9 KEESAAPEP
AAANR

STQEQS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
Cation:K(E)@8

-0.0174 2426.1147 607.5359 2426.1320 607.5403 4 21.78

43.52 57.9 KEESAAPEP
AAANRN

STQEQS iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(Q)@

erm; 
1; 
12

cleaved N-V@C-term; missed R-N@20 0.0021 2503.2051 835.4090 2503.2030 835.4083 3 24.71

43.52 57.9
KEESAAPEPSTQEQSKEE AAPEP
AAANRNVD
ADSLNEK

iTRAQ4plex@N-tSTQEQS
VNSPEAI

iTRAQ4plex@N
iTRAQ4plex(K)@
Oxidation(P)@7; 
iTRAQ4plex(K)@

erm; term;
1; 

37

missed R-N@20 -0.4751 4343.6567 869.7386 4344.1319 869.8337 5 52.04

43.52 57.9 KGNIFYSELR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-G@1 -0.0107 1513.8389 505.6202 1513.8496 505.6238 3 46.29

43.52 57.9 LEITGHTDA
GAK

IGPEQAE iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
19 cleaved A-L@N-term -0.0112 2224.1467 742.3895 2224.1579 742.3932 3 30.84

34.51 48.7
LLGAIAFSF
KEESAAPEP
AAANR

TLCSSAEK
STQEQS

iTRAQ4plex@N-t
Methylthio(C)@1
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
2; 
17; 
18

cleaved I-L@N-term; missed K-K@17 -7.2011 4309.9609 1078.4980 4317.1623 1080.2978 4 31.83

43.52 57.9 LPDSYALEI
PEQAEGAK

TGHTDAIG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@25 -0.0053 2870.4487 957.8235 2870.4542 957.8253 3 47.17

43.52 57.9 NRRVTFRFATSAPQQ

iTRAQ4plex@N-t
Oxidation(R)@3; 
Deamidated(R)@
Deamidated(Q)@
Deamidated(Q)@

erm; 

7; 
14; 
15

missed R-R@2; miss
F@7

ed R-V@3; missed R- 0.0025 1940.9851 648.0023 1940.9826 648.0015 3 35.75

43.52 57.9 NVDVNSPE
K

AIADSLNE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0508 2102.0227 1052.0190 2102.0735 1052.0440 2 31.46

43.52 57.9 PEPSTQEQSAAANR No iTRAQ4plex@N-term cleaved A-P@N-term 0.0024 1484.6880 743.3513 1484.6855 743.3501 2 23.64

43.52 57.9 PGFSYK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved R-P@N-term 0.0027 985.5504 493.7825 985.5477 493.7811 2 28.51

43.52 57.9 PSTQEQSAAANR No iTRAQ4plex@N-term cleaved E-P@N-term 0.0039 1258.5941 630.3043 1258.5902 630.3024 2 23.55

43.52 57.9 PSTQEQSA
VNS

AANRNVD No iTRAQ4plex@N-term cleaved E-P@N-term
missed R-N@12

; cleaved S-P@C-term; 0.0465 1886.9183 629.9800 1886.8718 629.9646 3 22.19

34.51 48.7 PSTQEQSA
VNSPEAI

AANRNVD No iTRAQ4plex@
Oxidation(N)@17
Oxidation(P)@19

N-term; 
; cleaved E-P@N-term

missed R-N@12
; cleaved I-A@C-term; -0.0339 2329.0442 777.3553 2329.0782 777.3667 3 33.39

43.52 57.9 QEQSAAANR No iTRAQ4plex@N-term cleaved T-Q@N-term -0.0032 973.4545 487.7345 973.4577 487.7361 2 23.95

43.52 57.9 QGIPANRIVTK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 missed R-I@7 0.0321 1483.9401 742.9773 1483.9078 742.9612 2 35.96

43.52 57.9 QSAAA Gln->pyro-Glu@N-term cleaved E-Q@N-term; cleaved A-N@C-term 0.0358 429.2218 430.2290 429.1860 430.1932 1 25.71

34.51 48.7 RFATSAPQQ iTRAQ4plex@N-term cleaved F-R@N-term; missed R-F@1 0.0088 1148.6149 575.3147 1148.6060 575.3103 2 33.00

34.51 48.7 RYPDGLTRPGFSYK
No iTRAQ4plex@
Amino(Y)@2; Ox
iTRAQ4plex(K)@

N-term; 
idation(P)@3; 
14

cleaved F-R@N-term; missed R-Y@1 0.0042 1830.9541 611.3253 1830.9499 611.3239 3 42.76

43.52 57.9 SAAPEPSTQ
NR

EQSAAA iTRAQ4plex@N-term cleaved E-S@N-term -0.0107 1857.8832 929.9489 1857.8939 929.9542 2 20.87



 l d G N t l d Q C

34.51 48.7 SSAEKKEES
TQEQSAAA

AAPEPS
NR

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
5; 
6

cleaved C-S@N-term; missed K-K@5 -9.0555 3025.4614 757.3726 3034.5169 759.6365 4 32.65

43.52 57.9 TNAPVIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0022 1029.6448 515.8297 1029.6426 515.8286 2 25.27

43.52 57.9 TQEQSAAANR No iTRAQ4plex@N-term cleaved S-T@N-term 0.0020 1074.5074 538.2610 1074.5054 538.2600 2 23.74
43.52 57.9 YPDGLTR iTRAQ4plex@N-term cleaved R-P@C-term 0.0033 964.5133 483.2639 964.5100 483.2623 2 28.79
43.52 57.9 YPDGLTRPG iTRAQ4plex@N-term cleaved G-F@C-term -0.0004 1118.5839 560.2992 1118.5842 560.2994 2 28.10

43.52 57.9 YPDGLTRPGFSY iTRAQ4plex@N-t
iTRAQ4plex(Y)@

erm; 
12 cleaved Y-K@C-term 0.0271 1659.8772 554.2997 1659.8500 554.2906 3 31.67

43.52 57.9 YPDGLTRPGFSYK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 0.0079 1787.9529 596.9916 1787.9450 596.9889 3 53.73

43.52 57.9 YSELRANAVK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
7; 
10

cleaved F-Y@N-term; missed R-A@5 0.0418 1438.8442 480.6220 1438.8024 480.6081 3 32.03

LIC10132
2 2.0 AIEVVVGEVEAR iTRAQ4plex@N-term -0.0021 1413.7928 707.9037 1413.7949 707.9047 2 32.84

2 2.0 IDVRVIAATNADLEK
iTRAQ4plex@N-t
Oxidation(D)@2; 
iTRAQ4plex(K)@

erm; 
Oxidation(R)@4;
15

missed R-V@4 -0.0372 1947.0509 650.0242 1947.0880 650.0366 3 45.35

2 2.0 SDDIPLLINHFIAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 -0.0077 1883.0684 628.6967 1883.0760 628.6993 3 37.03

LIC10125

2.01 1.0 ALISLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved E-A@N-term 0.0077 931.6387 466.8266 931.6310 466.8228 2 42.87

2.01 1.0 ALSIDK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0126 933.5613 467.7879 933.5739 467.7942 2 37.33

2.01 1.0 ILSGEYEAALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0351 1480.8733 741.4439 1480.8381 741.4263 2 48.24

2.01 1.0 IQTATPYK
No iTRAQ4plex@N-term; 
Deamidated(Q)@2; 
iTRAQ4plex(K)@8

-0.0037 1065.5791 533.7968 1065.5828 533.7987 2 48.26

2.01 1.0 IVLFK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved G-I@N-term 0.0003 906.6149 454.3147 906.6146 454.3146 2 43.71

2.01 1.0 KLESLQ
iTRAQ4plex@N-tiTRAQ4plex@N
iTRAQ4plex(K)@
Deamidated(Q)@

erm; l d G K@N tterm;
1; 
6

c eave  -K@ - erm
term; missed K-L@1

l d Q V@C; c eave  -V@ - -0.0090 1005.5860 503.8003 1005.5950 503.8048 2 37.93

2.01 1.0 LISLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved A-L@N-term 0.0197 860.6136 431.3141 860.5939 431.3042 2 41.65

LIC10124

4 6.2 DVSGVWR iTRAQ4plex@N-t
Oxidation(W)@6

erm; cleaved L-D@N-term 0.0694 977.5746 489.7946 977.5052 489.7599 2 26.62

4 6.2 IGIASFR iTRAQ4plex@N-term 0.0670 906.6078 907.6151 906.5409 907.5482 1 55.65

4 6.2 ILSFPEALQVALDGLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 0.0003 2001.1758 668.0659 2001.1754 668.0657 3 41.37

4 6.2 IQEMSWKN
LK

PSQLSQE
No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(Q)@
iTRAQ4plex(K)@

N-term; 
7; 
11; 
17

missed K-N@7 0.0789 2334.2922 779.1047 2334.2133 779.0784 3 34.59

4 6.2 SASSADTEVL iTRAQ4plex@N-term cleaved F-S@N-term; cleaved L-F@C-term -0.0197 1122.5330 562.2737 1122.5526 562.2836 2 25.17

4 6.2 SLKEEEAIL
YK

GGSSDSD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@18

0.0122 2359.2241 787.4153 2359.2120 787.4113 3 33.17

4 6.2 SSLVPIWEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0453 1345.7396 673.8771 1345.7849 673.8997 2 33.99

4 6.2 VLEDRLDVS
LTRGENFSK

GVWRISI
RSPLR

No iTRAQ4plex@
iTRAQ4plex(K)@
Oxidation(P)@28

N-term; 
25; missed R-L@5; misse

G@19; missed K-R@
d R-I@13; missed R-
25; missed R-S@26 -0.0612 3657.9575 610.6669 3658.0189 610.6771 6 47.61

4 6.2 WVVNQKITDPVK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
6; No 
12

missed K-I@6 -0.0364 1713.9658 857.9902 1714.0021 858.0083 2 58.54

LIC10123

2.22 3.6 EADRNNADEITK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 missed R-N@4 -0.0213 1662.8203 555.2807 1662.8417 555.2878 3 26.58

2.22 3.6 GESSEVILSKNR
No iTRAQ4plex@
iTRAQ4plex(K)@
Deamidated(N)@

N-term; 
10; 
11

missed K-N@10 0.0672 1462.8420 488.6213 1462.7749 488.5989 3 37.31

2.22 3.6 IVWLLGDVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0019 1329.8246 665.9196 1329.8264 665.9205 2 36.79

2.22 3.6 NRELRIEKNQK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
8; No 
11

missed R-E@2; misse
N@8

d R-I@5; missed K- 0.0591 1715.0637 572.6952 1715.0046 572.6755 3 31.35

LIC10117

6 7.5 DSVSVDFQNRSLER iTRAQ4plex@N-t
Oxidation(N)@9

erm; cleaved I-D@N-term; missed R-S@10 -0.0037 1810.8895 906.4520 1810.8931 906.4538 2 61.13



6 7.5 FGIGGYQK
iTRAQ4plex@N-term; 
Deamidated(Q)@7; 
iTRAQ4plex(K)@8

0.0347 1157.6672 579.8409 1157.6324 579.8235 2 38.35

6 7.5 IFWESILED
ILNR

PEYLTSLG iTRAQ4plex@N-term -1.0799 2650.3169 884.4462 2651.3969 884.8062 3 43.50

6 7.5 KIDQLIEGILFR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-I@1 -0.0161 1732.0331 578.3516 1732.0491 578.3570 3 43.48

6 7.5 LPDGDLYYIHELK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13 -0.0102 1862.9919 622.0046 1863.0022 622.0080 3 34.08

6 7.5 LQAELFRAVR iTRAQ4plex@N-term missed R-A@7 -0.0168 1345.7784 673.8965 1345.7952 673.9049 2 36.19

6 7.5 SLFFRMPKSK

iTRAQ4plex@N-t
Oxidation(M)@6; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

8; 
10

missed R-M@5; missed K-S@8 0.0639 1688.0449 563.6889 1687.9809 563.6676 3 35.74

LIC10115

8 13.1 FVFSEIK
iTRAQ4plex@N-t
Oxidation(F)@3; 
iTRAQ4plex(K)@

erm; 

7
cleaved L-F@N-term -0.0253 1172.6432 587.3289 1172.6685 587.3415 2 48.18

8 13.1 GLYGGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved L-G@N-term 0.0480 881.5694 441.7920 881.5214 441.7680 2 39.29

8 13.1 INSTPTLFINSKPLPK

iTRAQ4plex@N-term; 
Deamidated(N)@10; 
iTRAQ4plex(K)@12; 
iTRAQ4plex(K)@16

0.0193 2202.3181 735.1133 2202.2989 735.1069 3 49.05

8 13.1 NGLNMNQFR

iTRAQ4plex@N-term; 
Oxidation(N)@4; 
Oxidation(M)@5; 
Deamidated(N)@6

-0.0062 1269.5831 635.7988 1269.5894 635.8020 2 40.03

8 13.1 SISEQLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0149 1091.6580 546.8362 1091.6430 546.8288 2 42.64

8 13.1 SLSDK
iTRAQ4plex@N-term; 
Oxidation(D)@4; 
iTRAQ4plex(K)@5

0.0205 852.5002 427.2574 852.4796 427.2471 2 35.11

8 13.1 YGGK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
4 cleaved L-Y@N-term 0.0376 567.3514 568.3587 567.3138 568.3211 1 59.50

LIC10103LIC10103
1.7 4.5 FLSLLTDLR iTRAQ4plex@N-term 0.0108 1220.7358 611.3752 1220.7251 611.3698 2 51.73

1.7 4.5 GYRSPFGK
iTRAQ4plex@N-t
Deamidated(R)@
iTRAQ4plex(K)@

erm; 
3; 
8

missed R-S@3 0.0140 1199.6682 600.8414 1199.6542 600.8344 2 48.53

LIC10095

13.7 28.0 AESKKEEAA
TPAGEEQ

PASESS Formyl@N-term; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

4; 
5

missed K-K@4 -0.0098 2548.1924 850.4047 2548.2020 850.4079 3 25.78

15.28 28.0 EEAAPASES
EQ

STPAGE iTRAQ4plex@N-term; 
Dehydrated(E)@2; 
iTRAQ4plex(S)@7; Methyl(E)@8

-0.0147 1972.8959 987.4552 1972.9105 987.4625 2 31.99

13.7 28.0 EETSETPSEQTESPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
15 cleaved A-E@N-term -0.0108 1965.9152 656.3123 1965.9258 656.3159 3 21.58

15.28 28.0 ETSETPSEQTESPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
14 cleaved E-E@N-term -0.0152 1836.8680 919.4413 1836.8833 919.4489 2 31.21

15.28 28.0 FPFRSLK
iTRAQ4plex@N-t
Oxidation(P)@2; 
iTRAQ4plex(K)@

erm; 
Oxidation(R)@4;
7

cleaved S-F@N-term; missed R-S@4 -0.0104 1213.6959 607.8552 1213.7063 607.8604 2 44.67

13.7 28.0 ILIQLLIAAMALTGF iTRAQ4plex@N-t
Deamidated(Q)@

erm; 
4 cleaved F-S@C-term 0.0403 1732.0734 578.3651 1732.0331 578.3516 3 44.11

13.7 28.0 KEEAAPASESST
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(S)@

erm; 
1; 
11

cleaved T-P@C-term 0.0189 1475.7537 738.8841 1475.7347 738.8746 2 22.48

13.7 28.0 KEEAAPASE
E

SSTPAG iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(E)@

erm; 
1; 
16

cleaved E-E@C-term -0.0023 1829.8865 915.9505 1829.8887 915.9516 2 22.79

13.7 28.0 KEEAAPASE
EE

SSTPAG iTRAQ4plex@N-t
iTRAQ4plex(K)@
Dehydrated(E)@

erm; 
1; 
17

cleaved E-Q@C-term -0.0075 1958.9238 980.4692 1958.9313 980.4729 2 22.83

13.7 28.0 KEEAAPASE
EEQ

SSTPAG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1 -0.0070 2104.9932 1053.5040 2105.0004 1053.5075 2 24.43

13.7 28.0 PSEQTESPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
9 cleaved T-P@N-term -0.0008 1289.6699 645.8422 1289.6707 645.8426 2 22.75

15.28 28.0 SALVAEETS
ESPK

ETPSEQT iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
20 cleaved F-S@N-term 2.9373 2410.1218 804.3812 2407.1846 803.4021 3 31.42

15.28 28.0 SETPSEQTESPK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
12 cleaved T-S@N-term -0.0022 1462.6887 732.3516 1462.6909 732.3527 2 30.84

13.7 28.0 TSETPSEQTESPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 cleaved E-T@N-term -0.0018 1707.8389 854.9267 1707.8407 854.9276 2 23.20



)@8

LIC10076

1.52 11.7 NANSTEEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0386 1179.6361 590.8253 1179.5975 590.8060 2 26.25

1.52 11.7 RDPSQPQELGR iTRAQ4plex@N-term missed R-D@1 -0.0066 1425.7380 476.2533 1425.7446 476.2555 3 25.99

1.52 11.7 RDPSQPQELGRDK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 missed R-D@1; missed R-D@11 -0.0150 1812.9536 605.3251 1812.9686 605.3301 3 30.69

2.09 12.8 RRDPSQPQELGR Carbamyl@N-term missed R-R@1; missed R-D@2 -0.0052 1480.7443 494.5887 1480.7495 494.5904 3 34.60
LIC10064

5.1 15.6 DAQVDVHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0185 1198.6365 400.5528 1198.6550 400.5589 3 26.27

9.53 23.7 EKDAQVDVHK
Carbamyl@N-term; 
iTRAQ4plex(K)@2; 
iTRAQ4plex(K)@10

-0.0044 1498.7939 500.6053 1498.7983 500.6067 3 35.56

5.1 15.6 EPTYPADSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0032 1294.6681 648.3413 1294.6649 648.3397 2 25.86

9.53 23.7 IDVHNKDESLR Carbamyl@N-term; 
iTRAQ4plex(K)@6 -0.0107 1511.7708 504.9308 1511.7814 504.9344 3 38.15

5.1 15.6 IVWLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0142 945.6397 473.8271 945.6255 473.8200 2 52.94

9.53 23.7 LTLRNADTLDLK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
5; 
12

missed R-N@4 -0.0050 1660.9553 554.6591 1660.9603 554.6607 3 45.04

9.53 23.7 NADTLDLK Carbamyl@N-term; 
iTRAQ4plex(K)@8 0.0123 1075.5754 538.7950 1075.5631 538.7888 2 40.58

9.53 23.7 PTYPADSK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
8 cleaved E-P@N-term -0.0082 1021.5121 511.7633 1021.5202 511.7674 2 34.57

5.1 15.6 VGFMMIGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0030 1169.6575 585.8360 1169.6544 585.8345 2 33.11

5.1 15.6 VYDPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0071 908.5283 455.2714 908.5211 455.2678 2 26.58

LIC10060

7.52 5.6 AVIFVVLVLF iTRAQ4plex@N-t
Oxidation(F)@10

erm; cleaved F-A@N-term; cleaved F-P@C-term -0.0010 1278.8064 640.4105 1278.8073 640.4109 2 39.41

2.91 1.3 DAFVNTNK
iTRAQ4plex@N-term; 
Deamidated(N)@5; No 
iTRAQ4plex(K)@8Q p e (

0.0717 1052.5978 527.3062 1052.5260 527.2703 2 44.16

7.52 5.6 DLAEEVAK
iTRAQ4plex@N-t
Oxidation(D)@1; 
iTRAQ4plex(K)@

erm; 

8
cleaved F-D@N-term 0.0426 1177.6860 589.8503 1177.6434 589.8290 2 31.97

7.52 5.6 EFVHPTSVK
Glu->pyro-Glu@N-term; 
iTRAQ4plex(H)@4; 
iTRAQ4plex(K)@9

-0.0397 1312.6986 657.3566 1312.7383 657.3764 2 42.91

7.52 5.6 ENLSNLVNLSDIYR iTRAQ4plex@N-t
Deamidated(N)@

erm; 
8 cleaved P-E@N-term 0.0041 1793.9323 598.9847 1793.9281 598.9833 3 30.25

7.52 5.6 EQALQASLKLNDIQP
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(N)@11

erm; 
9; cleaved Y-E@N-term

missed K-L@9
; cleaved P-E@C-term; 0.0365 1971.1245 658.0488 1971.0880 658.0366 3 50.77

7.52 5.6 EVLNNYLK
iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
5; 
8

cleaved I-E@N-term 0.0207 1280.7428 641.3787 1280.7220 641.3683 2 35.30

7.52 5.6 FKPAETR
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(T)@

erm; 
2; 
6

cleaved Y-F@N-term -0.0095 1279.7520 427.5912 1279.7614 427.5944 3 27.73

7.52 5.6 GDVLILGSD
TP

GRDDIDL iTRAQ4plex@N-term cleaved P-E@C-term; missed R-D@11 -0.0024 2014.0316 672.3511 2014.0340 672.3520 3 58.12

7.52 5.6 GGDR No iTRAQ4plex@N-term cleaved T-G@N-term 0.0147 403.1963 404.2035 403.1815 404.1888 1 46.96

7.52 5.6 GKGNLEDIESEIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-G@2 0.0257 1746.9613 583.3277 1746.9356 583.3191 3 31.81

7.52 5.6 IEVALNPDIIYEDAK
iTRAQ4plex@N-term; 
Oxidation(D)@13; 
iTRAQ4plex(K)@15

0.0424 2006.1240 669.7153 2006.0816 669.7011 3 38.70

7.52 5.6 IILDESPEYFAGHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@14 0.0010 1906.0090 636.3436 1906.0080 636.3433 3 32.97

2.91 1.3 LLGLLSFK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0232 1177.7911 589.9028 1177.7678 589.8912 2 51.33

7.52 5.6 LNNLLSGVEK
iTRAQ4plex@N-t
Oxidation(N)@3; 
iTRAQ4plex(K)@

erm; 

10
cleaved P-L@N-term 0.0349 1389.8420 695.9283 1389.8071 695.9108 2 42.50

2.91 1.3 LSLLK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved D-L@N-term 0.0197 860.6136 431.3141 860.5939 431.3042 2 41.65

7.52 5.6 LVNVEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved F-L@N-term 0.0018 988.6179 495.3162 988.6161 495.3153 2 28.56

7.52 5.6 RELQDYAENLEEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 missed R-E@1 0.0103 1923.9884 642.3367 1923.9782 642.3333 3 32.65

2.91 1.3 SAANNR
iTRAQ4plex@N-term; 
iTRAQ4plex(S)@1; 
Oxidation(R)@6

0.0127 935.5155 468.7650 935.5028 468.7587 2 46.53
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7.52 5.6 VDLQNTLIY
DR

EEIASLKE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@16 -0.0053 2536.3574 846.4598 2536.3628 846.4615 3 37.53

7.52 5.6 YEQALQASLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0318 1437.7754 719.8950 1437.8071 719.9108 2 30.15

2.91 1.3 YFSYFKPAETR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 0.0281 1695.9146 566.3121 1695.8864 566.3028 3 45.82

LIC10055

2 5.1 FITGIDIHPGAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0140 1555.9106 519.6442 1555.8966 519.6395 3 45.63

2 5.1 SNDNLEEIL
G

DEFIHGG iTRAQ4plex@N-t
Deamidated(N)@
Oxidation(H)@14

erm; 
4; cleaved G-I@C-term -0.0159 2018.9031 673.9750 2018.9191 673.9803 3 35.05

LIC10046
16.53 18.5 AGASLVSR iTRAQ4plex@N-term -0.0449 903.4811 904.4883 903.5260 904.5332 1 41.50

12.8 16.7 APLLITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0057 1042.7052 522.3599 1042.6994 522.3570 2 41.64

16.53 18.5 AVLLAASHLAR iTRAQ4plex@N-term -0.0439 1264.7299 633.3722 1264.7737 633.3941 2 51.55

16.53 18.5 EQVHSLGAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0017 1255.7146 419.5788 1255.7128 419.5782 3 26.11

16.53 18.5 FADPTTLGK Formyl@N-term; 
iTRAQ4plex(K)@9 cleaved H-F@N-term 0.0012 1120.5898 561.3022 1120.5886 561.3016 2 37.12

12.8 16.7 GVTVIGHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 0.0006 1097.6807 549.8476 1097.6801 549.8473 2 37.87

16.53 18.5 HGQNVVTPK Delta:H(2)C(2)@N-term; 
iTRAQ4plex(K)@9 0.0020 1148.6444 575.3295 1148.6424 575.3285 2 25.68

16.53 18.5 IGATVLVEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0172 1216.7463 609.3804 1216.7635 609.3890 2 36.51

16.53 18.5 IVDALK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved D-I@N-term 0.0295 945.6397 473.8271 945.6103 473.8124 2 52.94

16.53 18.5 KAPLLITK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
8

missed K-A@1 -0.0492 1314.8473 439.2897 1314.8964 439.3061 3 32.15

16.53 18.5 KIGATVLVEK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
10

missed K-I@1 -0.1119 1488.8486 497.2902 1488.9605 497.3274 3 49.44

16 5316.53 18 518.5 KVEVLSLDAIARKVEVLSLDA iTRAQ4plex@N-tIAR iTRAQ4plex@N
iTRAQ4plex(K)@

erm; missed K V@1term;
1 missed K-V@1 0 0234-0.0234 1600160 9523 5340.9523 5 658034.6580 1600 97561600.9756 534 6658 3 33 28534.6658 33.28

12.8 16.7 LDAIAR No iTRAQ4plex@N-term cleaved S-L@N-term -0.0186 657.3624 658.3696 657.3810 658.3883 1 44.33

16.53 18.5 LGAVVDVFDTRPEVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@15 -0.0055 1932.0869 645.0363 1932.0924 645.0381 3 34.20

12.8 16.7 LTLDALGSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0020 1204.7291 603.3718 1204.7271 603.3708 2 43.27

12.8 16.7 MNIGILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0020 1075.6688 538.8417 1075.6667 538.8406 2 43.60

16.53 18.5 NKSNLIVSIHF

iTRAQ4plex@N-t
Deamidated(N)@
iTRAQ4plex(K)@
Deamidated(N)@

erm; 
1; 
2; 
4

cleaved I-N@N-term;
missed K-S@2

 cleaved F-A@C-term; 0.0485 1560.9241 781.4693 1560.8755 781.4450 2 48.80

16.53 18.5 NLAGSIPADASK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0239 1430.7734 716.3940 1430.7973 716.4059 2 27.92

16.53 18.5 NVLNFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0022 1134.7028 568.3586 1134.7005 568.3575 2 51.72

16.53 18.5 SGAAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved K-P@C-term 0.0366 576.3719 577.3792 576.3353 577.3426 1 57.36

16.53 18.5 VSRQDVINK

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
3; 
4; 
9

cleaved L-V@N-term; missed R-Q@3 0.0427 1347.8030 674.9088 1347.7602 674.8874 2 31.92

16.53 18.5 VSVTPDIVDALK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0076 1543.8989 772.9567 1543.9065 772.9605 2 33.28

16.53 18.5 VSVTPDIVDALKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
12; 
13

missed K-K@12 -0.0053 1816.0983 606.3734 1816.1035 606.3751 3 33.34

LIC10043

4.01 4.4 EIVSGNFLMEIPEK
iTRAQ4plex@N-term; 
iTRAQ4plex(S)@4; 
iTRAQ4plex(K)@14

0.0193 2037.1375 680.0531 2037.1182 680.0467 3 47.34

4.01 4.4 ESIKDIVNLIDNTTK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4; 
iTRAQ4plex(K)@15

-0.0170 2134.2041 712.4086 2134.2211 712.4143 3 40.83

4.01 4.4 LDEIVK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved T-L@N-term 0.0458 1003.6616 502.8380 1003.6157 502.8151 2 32.90

4.01 4.4 LNYRKEIR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved I-L@N-term; missed R-K@4 0.0633 1378.8922 460.6380 1378.8289 460.6169 3 34.39

4.01 4.4 NTILNYRK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
8 cleaved I-N@N-term; missed R-K@7 -0.0487 1308.7271 655.3708 1308.7758 655.3952 2 31.28



8.83 16.1 0.0103 1409.8112 2 59.53

4.01 4.4 TFEKAILAMNEIK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
4; 
13

missed K-A@4 0.0201 1939.1379 647.3866 1939.1178 647.3799 3 38.19

4.01 4.4 TNLLSLNASIESAR No iTRAQ4plex@N-term; 
Oxidation(N)@7 0.0885 1503.8778 752.9462 1503.7893 752.9019 2 50.74

4.01 4.4 VNESIQNVSK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0057 1404.7759 703.3952 1404.7816 703.3981 2 27.55

LIC10037

4.01 5.0 AQVIHDGPTK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0031 1352.7687 451.9302 1352.7656 451.9291 3 26.32

4.01 5.0 ELIFPFTDM
R

ETPVLVD iTRAQ4plex@N-term -0.0057 2165.1143 1083.5640 2165.1200 1083.5673 2 40.18

4.01 5.0 FDWVLEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 0.0104 1223.6898 612.8522 1223.6794 612.8470 2 34.09

4.01 5.0 IITPK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0278 858.6060 859.6133 858.5782 859.5855 1 55.95

4.01 5.0 KMLAEVQAAAGAK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
13

cleaved L-K@N-term; missed K-M@1 0.0146 1719.0225 574.0148 1719.0078 574.0099 3 31.56

4.01 5.0 NMLRGLK
iTRAQ4plex@N-t
Oxidation(R)@4; 
iTRAQ4plex(K)@

erm; 

7
missed R-G@4 0.0230 1134.7018 568.3582 1134.6787 568.3466 2 33.67

LIC10027

4.13 7.3 GETTENPAPRAAR
iTRAQ4plex@N-t
Oxidation(R)@10
term

erm; 
; Cation:K@C- missed R-A@10 0.0520 1566.7794 523.2671 1566.7274 523.2498 3 25.07

4.13 7.3 ILGGGLLGS
W

LMWFNV iTRAQ4plex@N-term cleaved I-I@N-term; cleaved W-F@C-term -0.0207 1906.0090 636.3436 1906.0297 636.3505 3 32.97

4.13 7.3 KATQQLVPR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-A@1 -0.0246 1327.7933 443.6051 1327.8180 443.6133 3 37.90

4.13 7.3 PMLFLMGAAR No iTRAQ4plex@N-term cleaved I-P@N-term 0.0144 1105.5920 553.8033 1105.5776 553.7961 2 44.49

4.13 7.3 TNTLLSIPM
R

LFLMGAA iTRAQ4plex@N-term -0.0034 1992.0989 665.0402 1992.1022 665.0413 3 50.52

2.8 7.3 VLWWFR iTRAQ4plex@N-term 0.0260 1049.6193 525.8169 1049.5933 525.8039 2 52.55
LIC10002

8.83 16.1 AIHAVEGVIAIHAVEGVITTRTTR iTRAQ4plex@N-termiTRAQ4plex@N term 0.0103 1401409.82159.8215 7705.918005.9180 1409.8112 705.9129 2 59.53705.9129

8.83 16.1 EQVIPK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
6 cleaved Y-E@N-term -0.0531 1000.5630 501.2888 1000.6161 501.3153 2 32.03

8.83 16.1 FIFNGLYMIPNGDK
No iTRAQ4plex@N-term; 
Oxidation(P)@10; 
iTRAQ4plex(K)@14

0.0404 1787.9443 596.9887 1787.9038 596.9752 3 37.48

8.83 16.1 FSTSISKEEFQVSLR

iTRAQ4plex@N-term; 
Oxidation(F)@1; 
iTRAQ4plex(K)@7; 
Deamidated(Q)@11; 
Deamidated(R)@15

0.0203 2063.0869 688.7029 2063.0666 688.6962 3 31.32

8.83 16.1 GEYLMDIFR iTRAQ4plex@N-term 0.0073 1286.6523 644.3334 1286.6451 644.3298 2 35.55

8.83 16.1 IEFSDANSP
DPEFISVIM

VIFKDPS
PMK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@13; 
iTRAQ4plex(K)@28

-0.9247 3583.9265 896.9889 3584.8512 897.2201 4 37.65

8.83 16.1 ISGMDADEIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0100 1365.7155 683.8650 1365.7054 683.8600 2 29.00

8.83 16.1 LTFSKNNLN
ASEASINK

LFAQTLG
iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@

erm; 
5; 
9; 
24

cleaved K-P@C-term; missed K-N@5 0.0079 3013.6528 754.4205 3013.6450 754.4185 4 57.13

8.83 16.1 PSRQVRLTFSK

iTRAQ4plex@N-t
Deamidated(R)@
Deamidated(Q)@
iTRAQ4plex(K)@

erm; 
3; 
4; 
11

cleaved E-P@N-term
missed R-L@6

; missed R-Q@3; 0.0633 1607.9872 537.0030 1607.9239 536.9819 3 36.37

8.83 16.1 QVLTAAEEPSRQVR
iTRAQ4plex@N-t
Deamidated(Q)@
Oxidation(P)@9

erm; 
1; missed R-Q@11 0.0745 1743.9983 873.0064 1743.9237 872.9691 2 52.48

8.83 16.1 TSYAIAHEDQR iTRAQ4plex@N-term -0.0031 1433.6990 478.9070 1433.7021 478.9080 3 26.57

8.83 16.1 VNTSEFLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0006 1224.6952 613.3549 1224.6958 613.3552 2 30.56

LIC12853
2 2.6 GWSTGTELEPAR iTRAQ4plex@N-term -0.0019 1446.7206 724.3676 1446.7225 724.3685 2 29.14
2 2.6 ITLPGAMF iTRAQ4plex@N-term cleaved F-L@C-term -0.0069 992.5418 497.2782 992.5487 497.2816 2 29.94

2 2.6 NVLILLILFI iTRAQ4plex@N-t
Deamidated(N)@

erm; 
1 cleaved L-N@N-term; cleaved I-L@C-term -0.0242 1314.8407 439.2875 1314.8648 439.2956 3 49.34

2 2.6 PIIFASSLILF iTRAQ4plex@N-t
Oxidation(F)@11

erm; cleaved M-P@N-term; cleaved F-P@C-term -0.0043 1379.8143 690.9144 1379.8186 690.9166 2 45.52

LIC12856
6.4 22.5 FSFNALSVVGDQR iTRAQ4plex@N-term -0.0036 1582.8190 792.4167 1582.8225 792.4185 2 46.41

6.4 22.5 GISLNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@6 -0.0065 918.5677 460.2911 918.5742 460.2944 2 37.12



K

6.4 22.5 IGFGK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
5 cleaved G-I@N-term -0.0182 808.4869 405.2507 808.5051 405.2598 2 37.75

6.4 22.5 LFGKD iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 0.0049 866.5154 434.2650 866.5105 434.2625 2 39.91

6.4 22.5 VILKPSTAG
VR

TGIIAGAS iTRAQ4plex@N-term; 
iTRAQ4plex(K)@4 -0.0191 2098.2527 700.4248 2098.2718 700.4312 3 54.04

LIC11336

8.29 42.7 ASIKPLGDR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
4 cleaved M-A@N-term -0.0227 1243.7264 415.5828 1243.7492 415.5903 3 28.31

8.29 42.7 ESDILAVVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -1.9914 1258.7618 630.3882 1260.7533 631.3839 2 31.82

9.79 47.9 EYLIIR iTRAQ4plex@N-term -0.0015 949.5704 475.7925 949.5719 475.7932 2 41.87

9.79 47.9 GSIFVPDTAK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
10 cleaved I-G@N-term 0.0120 1177.6584 589.8365 1177.6465 589.8305 2 42.97

9.79 47.9 GTEIK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
5 cleaved S-G@N-term 0.0106 690.4139 691.4212 690.4034 691.4107 1 57.98

8.29 42.7 IGSIFVPDTAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 0.0049 1434.8375 718.4260 1434.8326 718.4236 2 31.61

8.29 42.7 LIPLEVK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0040 1098.7217 550.3681 1098.7256 550.3701 2 32.03

8.29 42.7 RESDILAVVK
iTRAQ4plex@N-t
Oxidation(D)@4; 
iTRAQ4plex(K)@

erm; 

10
cleaved I-R@N-term; missed R-E@1 0.0622 1432.9115 478.6444 1432.8493 478.6237 3 31.05

8.29 42.7 VGDTVLYGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0391 1238.6724 620.3434 1238.7114 620.3630 2 28.89

8.29 42.7 VLVEPRQEAEEK
iTRAQ4plex@N-t
Cation:K(E)@4; O
iTRAQ4plex(K)@

erm; 
xidation(P)@5; 

12
missed R-Q@6 0.0492 1767.9504 590.3241 1767.9013 590.3077 3 29.17

9.79 47.9 VVEIGSGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0089 1075.6393 538.8269 1075.6481 538.8313 2 36.86

8.29 42.7 YSGTEIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0144 1084.5864 543.3005 1084.6008 543.3077 2 27.56

LIC11335

69.71 63.0 AAVEEGIVP
K

GGGLTLL iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17iTRAQ4plex(K)@17 -0.0406 1911.0879 956.5512 1911.1284 956.5715 2 33.57

69.71 63.0 AKDIEYNETAR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 cleaved M-A@N-term -0.0328 1596.8024 533.2747 1596.8351 533.2856 3 27.52

69.71 63.0 AQEAVGSLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0109 1189.6801 595.8473 1189.6910 595.8528 2 27.29

69.71 63.0 AVTAAVESIQK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.0564 1403.7664 702.8904 1403.8228 702.9187 2 29.07

69.71 63.0 DGVITVEEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0201 1347.7289 674.8717 1347.7489 674.8817 2 28.24

69.71 63.0 DIANVASISA
NLIADAMDK

NNDNTIG iTRAQ4plex@N-term; 
iTRAQ4plex(K)@26 -0.0173 2947.4629 983.4949 2947.4800 983.5006 3 38.14

69.71 63.0 DIEYNETAR iTRAQ4plex@N-term -0.0013 1253.5997 627.8071 1253.6010 627.8078 2 25.71
69.71 63.0 DLIH iTRAQ4plex@N-term cleaved H-I@C-term -0.0038 640.3628 641.3701 640.3666 641.3739 1 56.98

69.71 63.0 DLIHILEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0252 1267.7491 423.5903 1267.7744 423.5987 3 33.52

69.71 63.0 EDTTSEYDREK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved I-E@N-term; missed R-E@9 -0.0190 1659.7640 554.2620 1659.7831 554.2683 3 26.31

69.71 63.0 EIELEDPLE
VK

NMGAQM iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0488 2233.0725 745.3648 2233.1214 745.3811 3 34.93

69.71 63.0 EIQGRIGQIK
SEYDREK

KQIEDTT

iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@
Deamidated(Q)@
Oxidation(D)@15
iTRAQ4plex(K)@

erm; 
10; 
11; 
12; 
; 
24

missed R-I@5; misse
Q@11; missed R-E@

d K-K@10; missed K-
22 -0.0115 3456.8433 865.2181 3456.8547 865.2210 4 45.65

69.71 63.0 ENTTLQMLGR iTRAQ4plex@N-term cleaved L-E@N-term -0.0445 1305.6388 653.8267 1305.6833 653.8489 2 29.69

69.71 63.0 FGAPTITK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8 -0.0085 1121.6604 561.8375 1121.6688 561.8417 2 28.64

45.86 44.0 FGAPTITKDGVTVAK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@8; 
iTRAQ4plex(K)@15

-0.0045 1936.1313 646.3844 1936.1359 646.3859 3 41.42

69.71 63.0 GNEGFNAL
MIQAGVVD

TMVWED
PAK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@25 -0.0254 2979.4460 994.1559 2979.4714 994.1644 3 49.47

69.71 63.0 GYISPYMVT
ATLNDPFIL

DAESMV
IYDK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@28 -0.0275 3453.7056 1152.2420 3453.7332 1152.2517 3 46.34

69.71 63.0 IEDTTSEYDREK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
12 cleaved Q-I@N-term; missed R-E@10 0.0018 1772.8690 591.9636 1772.8672 591.9630 3 27.88

45.86 44.0 IGQIK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 -0.0087 845.5491 423.7818 845.5578 423.7862 2 36.63

45.86 44.0 IIFRALEEPIR No iTRAQ4plex@N-term missed R-A@4 0.0391 1355.8315 452.9511 1355.7925 452.9381 3 43.92

69.71 63.0 ISSMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0086 852.5069 427.2607 852.4983 427.2564 2 26.68



69.71 63.0 KDIANVASIS
GNLIADAMD

ANNDNTI
K

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@1; 
iTRAQ4plex(K)@27

-0.0101 3219.6670 805.9240 3219.6771 805.9265 4 39.72

69.71 63.0 KDIEYNETAR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 cleaved A-K@N-term -0.0387 1525.7593 509.5937 1525.7980 509.6066 3 28.14

69.71 63.0 KEIELEDPL
MVK

ENMGAQ iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
1; 
18

cleaved A-K@N-term -0.0111 2505.3074 627.3341 2505.3184 627.3369 4 34.74

69.71 63.0 KGNEGFNA
DMIQAGVV

LTMVWE
DPAK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Oxidation(M)@11
iTRAQ4plex(K)@

erm; 
1; 
; 
26

missed K-G@1 -0.0361 3267.6272 817.9141 3267.6633 817.9231 4 50.56

69.71 63.0 KQIEDTTSEYDR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
1 missed K-Q@1 -0.0120 1771.8711 591.6310 1771.8832 591.6350 3 28.24

69.71 63.0 KTISCVAVK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Methylthio(C)@5; 
iTRAQ4plex(K)@

erm; 
1; 

9

missed K-T@1 -0.0214 1425.8199 476.2806 1425.8413 476.2877 3 50.49

69.71 63.0 LAGGVAVIH
EMK

VGAATEV iTRAQ4plex@N-term; 
iTRAQ4plex(K)@19 -1.0485 2138.1479 713.7233 2139.1965 714.0728 3 7.11

69.71 63.0 LDGDEATGAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 0.0211 1263.6761 632.8453 1263.6550 632.8348 2 24.23

69.71 63.0 LEGVNKLANAVK

iTRAQ4plex@N-t
Oxidation(N)@5; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

6; 
12

cleaved L-L@N-term; missed K-L@6 -0.0733 1702.9574 852.4860 1703.0307 852.5226 2 50.28

69.71 63.0 LENTTLQMLGR No iTRAQ4plex@N-term; 
Oxidation(M)@8 -0.0006 1290.6597 646.3371 1290.6602 646.3374 2 30.72

45.86 44.0 LIHILEK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
7 cleaved D-L@N-term -0.0259 1152.7216 577.3680 1152.7474 577.3810 2 52.64

45.86 44.0 LLEGVNK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@7 -0.0135 1059.6398 530.8271 1059.6532 530.8339 2 39.25

69.71 63.0 LLEGVNKLANAVK

iTRAQ4plex@N-t
iTRAQ4plex(K)@
Deamidated(N)@
iTRAQ4plex(K)@Q p ( )@

erm; 
7; 
10; 
13

missed K-L@7 -0.0718 1801.0321 601.3513 1801.1039 601.3752 3 52.70

45.86 44.0 MAKDIEYNETAR

Protein Terminal Acetyl@N-term; 
No iTRAQ4plex(K)@3; 
Dehydrated(D)@4; 
Deamidated(N)@8

0.0766 1464.7321 733.3733 1464.6555 733.3350 2 35.65

69.71 63.0 MITSNAGLE
AK

GSVIVEH iTRAQ4plex@N-term; 
iTRAQ4plex(K)@18 -0.0025 2143.1526 715.3915 2143.1551 715.3923 3 58.88

69.71 63.0 MVTDAESM
FILIYDK

VATLNDP iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
22 cleaved Y-M@N-term -0.0105 2773.4058 925.4758 2773.4162 925.4793 3 40.03

69.71 63.0 MVTDAESM
FILIYDKK

VATLNDP iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
22; 
23

cleaved Y-M@N-term; missed K-K@22 0.0010 3045.6143 762.4108 3045.6132 762.4106 4 41.42

69.71 63.0 NVTAGANPMSLK
iTRAQ4plex@N-term; 
Oxidation(M)@9; 
iTRAQ4plex(K)@12

0.0087 1505.8203 753.9174 1505.8115 753.9130 2 26.92

69.71 63.0 NVTAGANPMSLKK

iTRAQ4plex@N-t
Oxidation(M)@9; 
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 

12; 
13

missed K-K@12 -0.0013 1778.0073 593.6764 1778.0086 593.6768 3 27.77

45.86 44.0 NVVIDKK
No iTRAQ4plex@
iTRAQ4plex(K)@
iTRAQ4plex(K)@

N-term; 
6; 
7

missed K-K@6 0.0073 1102.7028 552.3586 1102.6954 552.3550 2 36.70

69.71 63.0 PGGGLTLLK No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
9 cleaved V-P@N-term 0.0040 998.6287 500.3216 998.6246 500.3196 2 34.12

69.71 63.0 QIEDTTSEYDR iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@9 -0.0130 1643.7753 548.9324 1643.7882 548.9367 3 26.77

69.71 63.0 QIEDTTSEYDREK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
13 missed R-E@11 -0.0677 1900.8582 634.6266 1900.9258 634.6492 3 27.40

45.86 44.0 RALEEPIR iTRAQ4plex@N-term cleaved F-R@N-term; missed R-A@1 -0.0032 1126.6549 564.3347 1126.6580 564.3363 2 39.41
69.71 63.0 SALQNAASIGSM iTRAQ4plex@N-term cleaved M-I@C-term 0.0024 1292.6541 647.3343 1292.6516 647.3331 2 40.26

69.71 63.0 SIETTLDVVEGMQFDR iTRAQ4plex@N-term 0.0102 1982.9844 992.4995 1982.9741 992.4943 2 52.48

69.71 63.0 SMLEDIAILT
DLGMK

GGQVISE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@22 -0.0103 2607.3640 870.1286 2607.3743 870.1320 3 48.63

45.86 44.0 TISCVAVK
iTRAQ4plex@N-term; 
Methylthio(C)@4; 
iTRAQ4plex(K)@8

-0.0107 1153.6335 577.8240 1153.6443 577.8294 2 41.54

69.71 63.0 TNDVAGDG
QSIINEGLK

TTTATILA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@25 -0.0143 2790.4712 931.1643 2790.4855 931.1691 3 37.17

69.71 63.0 VEDALSATR iTRAQ4plex@N-term 0.0073 1104.5969 553.3057 1104.5897 553.3021 2 27.82



2 R No  0 2

45.86 44.0 VGKDGVITVEEAK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@13

-0.0076 1776.0282 593.0167 1776.0358 593.0192 3 42.99

69.71 63.0 VTVDKENTTIIEGK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5; 
iTRAQ4plex(K)@14

-0.0929 1978.0383 660.3534 1978.1312 660.3843 3 30.02

69.71 63.0 YNETAR iTRAQ4plex@N-term cleaved E-Y@N-term 0.0515 896.4989 449.2567 896.4474 449.2310 2 24.35
LIC13219

2.23 1.6 EVGLDAILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 -0.0125 1244.7460 623.3802 1244.7584 623.3865 2 45.75

2.23 1.6 IHTDIHFINAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@11 -0.1316 1595.7711 798.8928 1595.9027 798.9586 2 47.05

2.23 1.6 IKNEMPEEQSVLR iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
2 missed K-N@2 -0.0134 1859.9884 621.0034 1860.0019 621.0079 3 30.57

2.23 1.6 IRKSIR No iTRAQ4plex@
iTRAQ4plex(K)@

N-term; 
3 missed R-K@2; missed K-S@3 0.0560 915.6660 458.8403 915.6100 458.8123 2 54.69

2.23 1.6 LPVIR No iTRAQ4plex@N-term cleaved T-L@N-term 0.0779 596.4789 597.4862 596.4010 597.4083 1 53.77
LIC10157

6.01 6.7 DFTGPNGELIQVAR iTRAQ4plex@N-term; 
Deamidated(N)@6 -0.0130 1660.8413 831.4279 1660.8542 831.4344 2 31.86

6.01 6.7 TDKESGVDFAGTGSR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3 0.0057 1813.9106 605.6442 1813.9050 605.6423 3 27.96

6.01 6.7 TKESNSADPVVQK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
Deamidated(N)@5; 
iTRAQ4plex(K)@13

-0.0151 1834.9850 612.6689 1835.0002 612.6740 3 26.89

6.01 6.7 DFTGPNGELIQVAR iTRAQ4plex@N-term; 
Deamidated(N)@6 0.0051 1660.8594 831.4370 1660.8542 831.4344 2 31.96

6.01 6.7 TKESNSADPVVQK

iTRAQ4plex@N-term; 
iTRAQ4plex(K)@2; 
Deamidated(N)@5; 
iTRAQ4plex(K)@13

-0.0134 1834.9867 612.6695 1835.0002 612.6740 3 27.00

LIC10161

2 10.2 HTLVALNGR No iTRAQ4plex@N-term; 
Deamidated(N)@7 -0.0032 980.5372 491.2758 980.5403 491.2774 2 39.32

2 10 210.2 HTLVALNGRHTLVALNG No iTRAQ4plex@N-term;  iTRAQ4plex@N term;
Deamidated(N)@7 0 00220.0022 98098 5425 491.5425 4 278591.2785 980 5403980.5403 491 2774 2 39 21491.2774 39.21

4 13.6 DIGHSDEVEAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved L-D@N-term -0.0242 1486.7264 496.5828 1486.7507 496.5909 3 26.15

4 13.6 LDIGHSDEVEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0100 1599.8248 534.2822 1599.8348 534.2855 3 29.03

4 13.6 DIGHSDEVEAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved L-D@N-term -0.0227 1486.7280 496.5833 1486.7507 496.5909 3 26.05

4 13.6 DIGHSDEVEAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved L-D@N-term -0.0086 1486.7421 496.5880 1486.7507 496.5909 3 25.98

4 13.6 DIGHSDEVEAK iTRAQ4plex@N-t
iTRAQ4plex(K)@

erm; 
11 cleaved L-D@N-term -0.0092 1486.7416 496.5878 1486.7507 496.5909 3 26.09

4 13.6 LDIGHSDEVEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0006 1599.8354 534.2858 1599.8348 534.2855 3 29.13

4 13.6 LDIGHSDEVEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0645 1599.8994 534.3071 1599.8348 534.2855 3 37.96

4 13.6 LDIGHSDEVEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0321 1599.8027 534.2748 1599.8348 534.2855 3 28.86

4 13.6 LDIGHSDEVEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0695 1599.9043 534.3087 1599.8348 534.2855 3 40.10

LIC10219

4 11.0 EVENGGPYQENPKE
iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@13

-0.0021 1877.8866 626.9695 1877.8887 626.9702 3.00 26.15

4 11.0 MRPQYEEISILK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0025 1793.9978 599.0065 1793.9953 599.0057 3.00 32.68

4 11.0 EVENGGPYQENPKE
iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@13

-0.0021 1877.8866 626.9695 1877.8887 626.9702 3.00 26.09

4 11.0 EVENGGPYQENPKE
iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@13

-0.0237 1877.8650 626.9623 1877.8887 626.9702 3.00 26.37

4 11.0 EVENGGPYQENPKE
iTRAQ4plex@N-term; 
Deamidated(N)@4; 
iTRAQ4plex(K)@13

-0.0294 1877.8594 626.9604 1877.8887 626.9702 3.00 26.48

LIC10901
11.48 17.4 GRDAISGLPR Carbamyl@N-term missed R-D@2 -0.0056 1083.5730 542.7938 1083.5785 542.7965 2 38.38
11.48 17.4 IVIGVPSGITEVER No iTRAQ4plex@N-term -0.0115 1467.8182 734.9164 1467.8297 734.9221 2 43.73

11.48 17.4 AENPLTCVVLGTGK
iTRAQ4plex@N-term; 
Methylthio(C)@7; 
iTRAQ4plex(K)@14

-0.0014 1734.9238 868.4692 1734.9252 868.4699 2 47.72

11.48 17.4 IVIGVPSGITEVER iTRAQ4plex@N-term -0.0094 1611.9224 806.9684 1611.9318 806.9732 2 44.56
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11.48 17.4 TPGEIVAIRPMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0031 1598.9392 533.9870 1598.9422 533.9880 3 43.54

11.48 17.4 VLAVGQEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0118 1201.7393 601.8769 1201.7274 601.8710 2 37.79

11.48 17.4 IVIGVPSGITEVER iTRAQ4plex@N-term -0.0042 1611.9276 806.9711 1611.9318 806.9732 2 44.66

11.48 17.4 TPGEIVAIRPMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0120 1598.9302 533.9840 1598.9422 533.9880 3 43.60

11.48 17.4 VLAVGQEAK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0049 1201.7323 601.8734 1201.7274 601.8710 2 37.68

14.01 24.4 LTIGNAFPEKK
iTRAQ4plex@N-t
iTRAQ4plex(K)@
iTRAQ4plex(K)@

erm; 
10; 
11

missed K-K@10 -0.0048 1648.9830 550.6683 1648.9878 550.6699 3 32.51

14.01 24.4 TPGEIVAIRPMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0049 1598.9374 533.9864 1598.9422 533.9880 3 40.47

14.01 24.4 ALKEPTDEILDGIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@14

-0.0117 1973.1293 658.7170 1973.1410 658.7210 3 33.23

14.01 24.4 GQGIVLSEP
ATGK

SVVAVHA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -0.0061 2207.2458 736.7559 2207.2518 736.7579 3 32.30

14.01 24.4 IVIGVPSGITEVER iTRAQ4plex@N-term -0.0182 1611.9136 806.9641 1611.9318 806.9732 2 33.18

14.01 24.4 TPGEIVAIRPMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0100 1598.9323 533.9847 1598.9422 533.9880 3 50.35

14.01 24.4 TPPELASDIVER iTRAQ4plex@N-term 0.0038 1469.7886 735.9016 1469.7848 735.8997 2 31.13

14.01 24.4 ALKEPTDEILDGIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@14

-0.0113 1973.1296 658.7172 1973.1410 658.7210 3 33.38

14.01 24.4 ALKEPTDEILDGIK
iTRAQ4plex@N-term; 
iTRAQ4plex(K)@3; 
iTRAQ4plex(K)@14

-0.0109 1973.1302 658.7173 1973.1410 658.7210 3 33.67

14.01 24.4 GQGIVLSEP
ATGK

SVVAVHA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -0.0281 2207.2236 736.7485 2207.2518 736.7579 3 59.28

14.01 24.4 GQGIVLSEP
ATGK

SVVAVHA iTRAQ4plex@N-term; 
iTRAQ4plex(K)@20 -1.9538 2205.2979 736.1066 2207.2518 736.7579 3 59.52

14.01 24.4 IVIGVPSGITEVER iTRAQ4plex@N-term -0.0075 1611.9243 806.9694 1611.9318 806.9732 2 33.07

14 0114.01 24 424.4 TPGEIVAIRPMKTPGEIVAIRP iTRAQ4plex@N-term; MK iTRAQ4plex@N term;
iTRAQ4plex(K)@12 0 0100-0.0100 1598159 9323 5338.9323 5 984733.9847 1598 94221598.9422 533 9880 3 40 30533.9880 40.30

14.01 24.4 TPGEIVAIRPMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0022 1598.9445 533.9888 1598.9422 533.9880 3 43.77

14.01 24.4 TPGEIVAIRPMK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 0.0032 1598.9454 533.9891 1598.9422 533.9880 3 46.92

14.01 24.4 TPPELASDIVER iTRAQ4plex@N-term -0.0173 1469.7675 735.8910 1469.7848 735.8997 2 30.61
14.01 24.4 TPPELASDIVER iTRAQ4plex@N-term -0.0157 1469.7690 735.8918 1469.7848 735.8997 2 30.72

LIC11243
4 14.0 LDHYEFDVER Carbamyl@N-term -0.0097 1364.5901 683.3023 1364.5997 683.3071 2 43.38
4 14.0 LDHYEFDVER Carbamyl@N-term -0.0028 1364.5969 683.3057 1364.5997 683.3071 2 43.28
4 14.0 LDHYEFDVER Carbamyl@N-term -0.0084 1364.5913 683.3029 1364.5997 683.3071 2 43.49

4 14.0 YTYLKPIYPGR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0073 1657.9509 553.6576 1657.9435 553.6551 3 44.96

4 14.0 YTYLKPIYPGR iTRAQ4plex@N-term; 
iTRAQ4plex(K)@5 0.0136 1657.9572 553.6597 1657.9435 553.6551 3 45.16

LIC11635

10 10.3 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
Deamidated(N)@14; 
iTRAQ4plex(K)@17

-0.0542 2304.0977 769.0398 2304.1518 769.0579 3 48.78

10 10.3 PVITGGPYEYR iTRAQ4plex@N-t
iTRAQ4plex(Y)@

erm; 
10 cleaved T-P@N-term -0.0630 1538.7708 770.3926 1538.8337 770.4241 2 39.91

10 10.3 STATASHTD
K

NYLNHE Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
16 cleaved M-S@N-term 0.0070 1974.9222 659.3147 1974.9153 659.3124 3 37.16

10 10.3 TAGDNPWGGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0180 1289.6428 645.8287 1289.6608 645.8377 2 37.64

10 10.3 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0201 2303.1477 768.7231 2303.1677 768.7299 3 46.04

10 10.3 TPVITGGPYEYR iTRAQ4plex@N-term -0.0182 1495.7611 748.8878 1495.7793 748.8969 2 40.38

10 10.3 STATASHTD
K

NYLNHE Carbamyl@N-ter
Deamidated(N)@
iTRAQ4plex(K)@

m; 
13; 
16

cleaved M-S@N-term 0.0066 1975.9059 659.6426 1975.8993 659.6404 3 36.47

10 10.3 STATASHTD
K

NYLNHE Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
16 cleaved M-S@N-term 0.0092 1974.9244 659.3154 1974.9153 659.3124 3 37.31

10 10.3 STATASHTD
K

NYLNHE Carbamyl@N-ter
iTRAQ4plex(K)@

m; 
16 cleaved M-S@N-term -0.0016 1974.9137 659.3118 1974.9153 659.3124 3 37.41

10 10.3 TAGDNPWGGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0131 1289.6477 645.8311 1289.6608 645.8377 2 37.58

10 10.3 TAGDNPWGGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0134 1289.6475 645.8310 1289.6608 645.8377 2 37.79

10 10.3 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0012 2303.1689 768.7302 2303.1677 768.7299 3 45.97
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10 10.3 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0096 2303.1580 768.7266 2303.1677 768.7299 3 46.14

10 10.3 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0129 2303.1548 768.7255 2303.1677 768.7299 3 49.19

10 10.3 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0087 2303.1589 768.7269 2303.1677 768.7299 3 49.30

10 10.3 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0071 2303.1606 768.7275 2303.1677 768.7299 3 49.40

10 10.3 TPVITGGPYEYR iTRAQ4plex@N-term -0.0067 1495.7726 748.8936 1495.7793 748.8969 2 40.32
10 10.3 TPVITGGPYEYR iTRAQ4plex@N-term -0.0154 1495.7639 748.8892 1495.7793 748.8969 2 40.49

10 10.3 TPVITGGPYEYR iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@9 0.0001 1639.8816 547.6345 1639.8813 547.6344 3 40.43

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.9822 2302.1855 768.4025 2303.1677 768.7299 3 51.19

2 9.6 GIWSWLTTIDHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0150 1743.9402 582.3207 1743.9552 582.3257 3 39.11

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -1.9281 2301.2397 768.0872 2303.1677 768.7299 3 55.05

2 9.6 GIWSWLTTIDHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0003 1743.9548 582.3256 1743.9552 582.3257 3 39.22

2 9.6 GIWSWLTTIDHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0041 1743.9510 582.3243 1743.9552 582.3257 3 39.28

2 9.6 GIWSWLTTIDHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0065 1743.9486 582.3235 1743.9552 582.3257 3 39.38

2 9.6 GIWSWLTTIDHK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@12 -0.0102 1743.9449 582.3223 1743.9552 582.3257 3 39.21

2 9.6 TAGDNPWGGK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0013 1289.6595 645.8370 1289.6608 645.8377 2 27.89

2 9.6 TAGDNPWGGK Carbamyl@N-term; 
iTRAQ4plex(K)@10 0.0557 1188.6202 595.3174 1188.5645 595.2895 2 28.01

2 9.6 TAGDNPWGGK Carbamyl@N-term; 
iTRAQ4plex(K)@10 0.0451 1188.6096 595.3121 1188.5645 595.2895 2 28.11

2 9.6 TAGDNPWGGK Carbamyl@N-term; 
iTRAQ4plex(K)@10 0.0382 1188.6028 595.3087 1188.5645 595.2895 2 28.21

2 9 69.6 TLEWTISSPTLEWTISSPPTHENFE
K

PTHENFE iTRAQ4plex@N-term; iTRAQ4plex@N term;
iTRAQ4plex(K)@17 0 9811-0.9811 2302230 1868 7682.1868 7 402868.4028 2303 16772303.1677 768 7299 3 46 09768.7299 46.09

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.9859 2302.1819 768.4012 2303.1677 768.7299 3 49.83

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0146 2303.1824 768.7347 2303.1677 768.7299 3 58.86

2 9.6 TPVITGGPYEYR iTRAQ4plex@N-term -0.0654 1495.7139 748.8642 1495.7793 748.8969 2 29.78
2 9.6 TPVITGGPYEYR iTRAQ4plex@N-term -0.0578 1495.7214 748.8680 1495.7793 748.8969 2 29.67

2 9.6 TPVITGGPYEYR iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@11 -0.0035 1639.8779 547.6332 1639.8813 547.6344 3 30.11

2 9.6 TPVITGGPYEYR iTRAQ4plex@N-term; 
iTRAQ4plex(Y)@9 -0.0040 1639.8773 547.6331 1639.8813 547.6344 3 30.22

2 9.6 TPVITGGPYEYR iTRAQ4plex@N-term 0.0014 1495.7808 748.8976 1495.7793 748.8969 2 31.15
2 9.6 TPVITGGPYEYR iTRAQ4plex@N-term 0.0008 1495.7802 748.8973 1495.7793 748.8969 2 31.26
2 9.6 TPVITGGPYEYR iTRAQ4plex@N-term 0.0036 1495.7830 748.8987 1495.7793 748.8969 2 31.36

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0185 2303.1492 768.7237 2303.1677 768.7299 3 32.59

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0207 2303.1470 768.7230 2303.1677 768.7299 3 33.03

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0220 2303.1458 768.7225 2303.1677 768.7299 3 33.14

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0236 2303.1440 768.7220 2303.1677 768.7299 3 32.49

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0229 2303.1448 768.7222 2303.1677 768.7299 3 32.82

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
Dehydrated(T)@5; Hex(S)@7; 
iTRAQ4plex(K)@17

0.0173 2447.2273 612.8141 2447.2100 612.8098 4 35.80

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.9775 2302.1904 768.4041 2303.1677 768.7299 3 44.26

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.9755 2302.1924 768.4047 2303.1677 768.7299 3 46.72

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.9432 2302.2246 768.4155 2303.1677 768.7299 3 49.93

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 0.0000 2303.1677 768.7299 2303.1677 768.7299 3 50.61

2 9.6 TLEWTISSP
K

PTHENFE iTRAQ4plex@N-term; 
iTRAQ4plex(K)@17 -0.0052 2303.1626 768.7281 2303.1677 768.7299 3 58.40

LIC12141

4 9.3 EISPILENLE
SEFPK

TDELSSLI iTRAQ4plex@N-term; 
iTRAQ4plex(K)@23 0.0062 2890.5369 964.5196 2890.5307 964.5175 3 40.55



4 9.3 ITVDDILDIV
LR

HEEASEDI iTRAQ4plex@N-term 0.0022 2438.2686 813.7634 2438.2662 813.7627 3 1.68

4 9.3 ITVDDILDIV
LR

HEEASEDI iTRAQ4plex@N-term 0.0254 2438.2917 813.7712 2438.2662 813.7627 3 1.43

4 9.3 ITVDDILDIV
LR

HEEASEDI iTRAQ4plex@N-term 0.0201 2438.2864 813.7694 2438.2662 813.7627 3 1.53

4 9.3 ITVDDILDIV
LR

HEEASEDI iTRAQ4plex@N-term -0.9530 2437.3132 813.4450 2438.2662 813.7627 3 39.83

4 9.3 ITVDDILDIV
LR

HEEASEDI iTRAQ4plex@N-term -0.0127 2438.2534 813.7584 2438.2662 813.7627 3 39.94

4 9.3 ITVDDILDIV
LR

HEEASEDI iTRAQ4plex@N-term -0.9658 2437.3003 813.4407 2438.2662 813.7627 3 40.04

LIC13076
4.82 7.7 TVIGDHNIFR Carbamyl@N-term -0.0097 1213.6107 607.8126 1213.6204 607.8175 2 42.59
4.82 7.7 TVIGDHNIFR Carbamyl@N-term -0.0054 1213.6150 607.8148 1213.6204 607.8175 2 42.65
4.82 7.7 TVIGDHNIFR Carbamyl@N-term -0.0047 1213.6157 607.8151 1213.6204 607.8175 2 42.75
4.82 7.7 VIYHSGISTR iTRAQ4plex@N-term -0.0025 1275.7031 426.2417 1275.7057 426.2425 3 38.06
4.82 7.7 TVIGDHNIFR iTRAQ4plex@N-term 0.0112 1314.7278 439.2499 1314.7166 439.2461 3 43.45
4.82 7.7 VIYHSGISTR iTRAQ4plex@N-term 0.0149 1275.7206 426.2475 1275.7057 426.2425 3 37.96

LIC13491

3.22 1.9 IFNIQHAEK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@9 0.0182 1386.8046 463.2755 1386.7863 463.2694 3 43.54

3.5 2.1 NESTTIEHLK iTRAQ4plex@N-term; 
iTRAQ4plex(K)@10 -0.0054 1458.7867 487.2695 1458.7922 487.2713 3 29.00
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