Table S2 Peptide evidence for all identified proteins. Modification names follow the HUPO-PSI Modification Nomenclature for Mass Spectrometry standard (http:/Awww.unimod.org).

ProteinPilot
KEGG Locus ID Score %Coverage (95) |Sequence Modifications Cleavages dMass Precursor MW [Precursor m/z  [Theoretical MW |Theoretical m/z |Theoretical z Time
(Unused)
LIC11768
iTRAQ4plex@N-term;
2 4.7 AISVLK ITRAQ4pIex(K)@6 cleaved I-A@N-term 0.0166 917.6320 459.8232 917.6153 459.8149 2 40.23
iTRAQ4plex@N-term;
6 14.2 EGFVGGIAIDK ITRAQ4plex(K)@11 0.0294 1392.8151 697.4148 1392.7856 697.4001 2 44.87
iTRAQ4plex@N-term; - mi
6 14.2 ETLPPEKQPER ITRAQ4plex(K)@7 cleaved W-E@N-term; missed K-Q@7 0.0053 1610.8818 537.9679 1610.8872 537.9697 3 26.22
6 14.2 CR;VANPIAQVLSAALML iTRAQ4plex@N-term -0.0222 1867.0613 934.5379 1867.0835 934.5490 2 4.48
NVAVLSGDGIGPEVM |iTRAQ4plex@N-term;
6 14.2 EIAISVLK ITRAQ4plex(K)@23 -1.0956 2597.3591 866.7936 2598.4546 867.1588 3 50.88
iTRAQ4plex@N-term;
2 4.7 TGHPLPPETLK ITRAQ4plex(K)@11 -0.0092 1476.8452 493.2890 1476.8544 493.2921 3 38.98
6 14.2 VGST iTRAQ4plex@N-term cleaved E-V@N-term; cleaved T-I@C-term ]0.0213 506.3035 507.3108 506.2822 507.2895 1 57.37
No iTRAQ4plex@N-term; . . ..
2 4.7 YSRREIERIAK Oxidation(R)@8; %S;Ed R-R@3; missed R-E@4; missed R- | ; 455 1579.8461  |527.6226 1579.8916 527.6378 3 3058
iTRAQ4plex(K)@11
LIC12771
6 9.1 EIAALPDPIGEVTR iTRAQ4plex@N-term 0.0102 1623.9056 812.9601 1623.8954 812.9550 2 33.53
6 9.1 FLDLR iTRAQ4plex@N-term cleaved E-F@N-term 0.1173 806.5945 404.3045 806.4772 404.2459 2 15.65
No iTRAQ4plex@N-term;
6 9.1 GGEGLIRFVSENSK  |Deamidated(N)@12; missed R-F@7 -0.0126 1636.8417 819.4281 1636.8542 819.4344 2 26.42
iTRAQ4plex(K)@14
6 91 GITLPNGLELVTR 'LIRAQ“'“‘”%\‘C;Z""; -0.0062 1526.8728  |764.4437 1526.8790 764.4468 2 34.16
iTRAQ4plex@N-term;
6 91 g:'\G"gILF;’HLTTTTTYVT Oxidation(P)@2; 0.0895 26204783 |874.5000 26203887 874.4702 3 5253
iITRAQ4plex(T)@9
6 9.1 IFSMASAVR iTRAQ4plex@N-term 0.0380 1124.6514 563.3329 1124.6134 563.3140 2 26.69
iTRAQ4plex@N-term;
6 9.1 ILLSLADLLEK ITRAQ4plex(K)@11 -0.0137 1514.9391 758.4768 1514.9527 758.4836 2 0.63
6 9.1 LLDP No iTRAQ4plex@N-term cleaved L-L@N-term; cleaved P-S@C-term |0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48
iTRAQ4plex@N-term;
6 9.1 LYPK ITRAQ4plex(K)@4 cleaved A-L@N-term 0.0551 807.5649 404.7897 807.5098 404.7622 2 43.69
6 9.1 VTGNGQIR 'LIRAQ“'“‘”%\‘C‘;;Z""; cleaved Y-V@N-term 0.0007 988.5430 495.2788 088.5423 495.2784 2 31.88
LIC10753
iTRAQ4plex@N-term;
2 5.6 AAGVEEMVK ITRAQ4plex(K)@9 cleaved L-A@N-term 0.0219 1220.6898 611.3522 1220.6678 611.3412 2 25.33
ARVMAQEDMPYMED p A g ~
2 5.6 GSPVDIVLNPLGVPSR No iTRAQ4plex@N-term cleaved V-A@N-term; missed R-V@2 0.1182 3285.4651 822.3735 3285.5832 822.4031 4 40.92
iTRAQ4plex@N-term;
2 5.6 AVIRLIIK Deamidated(R)@4; No missed R-L@4 -0.0887 1069.6459 535.8302 1069.7345 535.8745 2 41.55
iITRAQ4plex(K)@8
2 5.6 DDIDHLGNR iTRAQ4plex@N-term cleaved P-D@N-term 0.0297 1197.6156 400.2125 1197.5860 400.2026 3 26.31
iTRAQ4plex@N-term;
2 5.6 DIPNLSDK ITRAQ4plex(K)@8 -0.0251 1188.6343 595.3244 1188.6594 595.3370 2 28.58
iTRAQ4plex@N-term;
Oxidation(F)@4;
iTRAQ4plex(K)@6; cleaved Y-E@N-term; missed K-N@6; y
2 5.6 EDEFSKNKK Deamidated(N)@7: missed K-K@8 0.0112 1716.9270 573.3163 1716.9381 573.3200 3 32.57
iTRAQ4plex(K)@8;
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;
2 5.6 EFNNPK ITRAQ4plex(K)@6 cleaved F-E@N-term 0.0033 1035.5626 518.7886 1035.5593 518.7869 2 25.85
iTRAQ4plex@N-term;
2 5.6 ETQLGFAAKK Deamidated(Q)@3; cleaved F-E@N-term; missed K-K@9 -0.0024 1524.8853  [509.3024 1524.8877 509.3032 3 38.42
’ iTRAQ4plex(K)@9; ' : ) ) ) "’ )
iTRAQ4plex(K)@10
iTRAQ4plex@N-term;
2 5.6 FEFNNPK ITRAQ4plex(K)@7 0.0003 1182.6281 592.3213 1182.6277 592.3211 2 29.52
GIHSIKPGIPESFNVLV |iTRAQ4plex@N-term;
2 5.6 QELR ITRAQ4plex(K)@6 -0.0227 2620.4717 874.4979 2620.4944 874.5054 3 46.06
iTRAQ4plex@N-term;
2 5.6 GSWLEFEMDNK ITRAQ4plex(K)@11 0.0382 1642.8287 822.4216 1642.7905 822.4025 2 52.20
2 5.6 GTFIINGAER No iTRAQ4plex@N-term cleaved H-G@N-term -0.0210 1076.5405 539.2775 1076.5615 539.2880 2 26.53
2 5.6 IANQ No iTRAQ4plex@N-term cleaved L-I@N-term; cleaved Q-L@C-term ]0.0199 444.2532 445.2605 444.2332 445.2405 1 67.42




iTRAQ4plex@N-term;

2 5.6 KFPATLLVK iTRAQ4plex(K)@1; missed K-F@1 -0.0223 1447.9269 483.6496 1447.9492 483.6570 3 34.70
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;
2 5.6 LAHLVDDK Methyl(D)@6: iTRAQApIex(K)@8 0.0133 1211.7251 606.8698 1211.7118 606.8632 2 31.26
iTRAQ4plex@N-term;
2 5.6 LGQEQITRDIPNLSDK [iTRAQ4plex(S)@14; missed R-D@8 0.0332 2258.2927 753.7715 2258.2596 753.7605 3 32.20
ITRAQ4plex(K)@16
iTRAQ4plex@N-term; cleaved P-L@N-term; cleaved F-K@C-term;
2 5.6 LIKF ITRAQ4PIEX(K)@3 missed KF@3 0.0187 807.5649 404.7897 807.5462 404.7804 2 43.69
2 56 LISTRHR ITRAQ4plex@N-term; missed R-H@5 -0.0147 1105.5732 553.7939 1105.5879 553.8012 2 30.94
Phospho(T)@4
iTRAQ4plex@N-term;
2 5.6 LLHSIFGEK ITRAQAPIEX(K)@9 0.0092 1330.7944 444.6054 1330.7853 444.6024 3 34.29
2 5.6 LNALGPGGLSRDR No iTRAQ4plex@N-term missed R-D@11 -0.0539 1324.6674 663.3409 1324.7211 663.3678 2 26.44
iTRAQ4plex@N-term; . )
2 56 g}fggysTVDEKGEFT ITRAQ4pIEX(K)@11; frtle;‘/;dg L"é@p‘"e’m' missed K-G@LL | 1 1651 28603286 |716.0894 2860.4966 716.1314 4 45.03
ITRAQ4plex(K)@17
2 5.6 QAVPL No iTRAQ4plex@N-term cleaved L-L@C-term -0.0229 526.2886 527.2959 526.3115 527.3188 1 38.14
iTRAQ4plex@N-term; - mi - K
2 5.6 QELLTIKSDDMLGR ITRAQAPIEX(K)@7 cleaved L-Q@N-term; missed K-S@7 0.0303 1906.0134 636.3451 1906.0437 636.3552 3 32.88
2 5.6 QLGF GlIn->pyro-Glu@N-term cleaved T-Q@N-term; cleaved F-A@C-term |0.0187 446.2352 447.2425 446.2165 447.2238 1 18.25
2 5.6 QTPQ GIn->pyro-Glu@N-term cleaved Q-Q@N-term; cleaved Q-L@C-term|-0.0274 455.1743 456.1815 455.2016 456.2089 1 58.10
iTRAQ4plex@N-term; . g
2 5.6 RHGNK ITRAQAPIEX(K)@5 cleaved G-R@N-term; missed R-H@1 0.0336 898.5677 450.2911 898.5341 450.2743 2 42.38
iTRAQ4plex@N-term;
2 5.6 ¥§£EVKPGD'LVGMV Methyl(E)@4; iTRAQ4plex(K)@6;| -0.0094 2255.3193 752.7804 2255.3288 752.7836 3 34.75
iTRAQ4plex(K)@18
2 56 VLNP 'gRAQ"p'eX@I’i;\‘C;;'"“ cleaved I-V@N-term; cleaved P-L@C-term |0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86
iTRAQ4plex@N-term;
VMAQEDMPYMEDGS |Deamidated(Q)@4: y
2 5.6 PVDIVLNPLGVPSR | Phospho(S)@14; 0.0103 3284.4712 822.1251 3284.4814 822.1276 4 40.82
Deamidated(N)@21
iTRAQ4plex@N-term;
2 5.6 VNFGK ITRAQ4PIEX(K)@5 -0.0041 851.5068 426.7607 851.5109 426.7627 2 27.80
iTRAQ4plex@N-term;
2 5.6 VTQQPLGGK Deamidated(Q)@4: cleaved L-V@N-term -0.0338 1215.6729 608.8437 1215.7067 608.8606 2 27.52
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;
2 5.6 YGDFGQILQK ITRAQAPIEX()@10 0.0192 1455.8158 486.2792 1455.7965 486.2728 3 27.61
LIC10065
LVIPESGLLLKPGILYL [iTRAQ4plex@N-term;
2 11.0 GR ITRAQAPIEX()@11 -0.0068 2338.4526 780.4915 2338.4596 780.4938 3 37.76
LIC10112
GTGQYQFDTEIPFFEH [iTRAQ4plex@N-term;
2 11.2 MLSHISK ITRAQAPIEX(K)@23 0.0046 2999.4778 750.8767 2999.4731 750.8756 4 46.61
iTRAQ4plex@N-term;
2 11.2 LGDK ITRAQAPIEX(K)@4 cleaved Q-L@N-term -0.0255 719.4166 720.4239 719.4421 720.4494 1 55.36
2 11.2 LGGR iTRAQ4plex@N-term cleaved D-L@N-term 0.0557 545.3965 546.4037 545.3407 546.3480 1 54.94
MAIAQDSAAAGAIPST |iTRAQ4plex@N-term;
2 11.2 K ITRAQAPIEX()@17 4.9987 1885.0138 629.3452 1890.0124 631.0114 3 29.49
LIC10140
iTRAQ4plex@N-term;
4 5.8 AAFKPTSTIFK iTRAQ4plex(K)@4; -0.0133 1641.9688 548.3302 1641.9819 548.3346 3 33.09
ITRAQ4plex(K)@11
AHVGGGRSSVRETIG [iTRAQ4plex@N-term; missed R-S@7; missed R-E@11; missed R- y
4 5.8 RVAAAAIAR Oxidation(H)@2; Oxidation(R)Y@7|V@16 0.0647 2537.3374 846.7864 2537.4020 846.8080 3 42.35
iTRAQ4plex@N-term;
4 5.8 IGDK ITRAQAPIeX(K)@4 cleaved N-I@N-term -0.0255 719.4166 720.4239 719.4421 720.4494 1 55.36
4 58 PGQSNLTTPR ITRAQ4plex@N-term; cleaved R-P@N-term -0.0132 1229.6354 615.8250 1229.6486 615.8316 2 27.30
Oxidation(P)@1
4 5.8 RPGQSNLTTPR iTRAQ4plex@N-term -0.0080 1369.7468 685.8807 1369.7548 685.8847 2 36.29
34 6.1 RRPGQSNLTTPR Carbamyl@N-term missed R-R@1 0.0028 1424.7623 475.9281 1424.7597 475.9272 3 34.50
4 5.8 SREEVDQNEVR iTRAQ4plex@N-term missed R-E@2 -0.0145 1503.7255 502.2491 1503.7399 502.2539 3 25.42
LIC10216
iTRAQ4plex@N-term;
Deamidated(Q)@2; No " . r
15.62 183 AQTQVKGLK ITRAQAPIEX(K)@6: cleaved Q-A@N-term; missed K-G@6 0.0403 1260.7242 631.3694 1260.7645 631.3895 2 25.64
iITRAQ4plex(K)@9
15.62 18.3 DFDFTAFGPK ITRAQ4plex@N-term; -0.0027 1431.7251 716.8698 1431.7278 716.8712 2 33.76

iITRAQ4plex(K)@10




15.62 18.3 DIYEAIR No iTRAQ4plex@N-term cleaved P-D@N-term 0.0218 878.4716 879.4788 878.4498 879.4571 1 54.72
iTRAQ4plex@N-term;
Oxidation(W)@3; .

15.62 18.3 EAWTDKAAYDQTAK ITRAQ4plex(K)@6: missed K-A@6 0.0639 2045.1069 682.7096 2045.0431 682.6883 3 38.98
iITRAQ4plex(K)@14
iTRAQ4plex@N-term;

15.62 18.3 ENFK ITRAQ4plex(K)@4 cleaved N-E@N-term 0.0176 824.4812 413.2479 824.4636 413.2391 2 33.68
iTRAQ4plex@N-term;

15.62 18.3 GIFSVMNYK ITRAQ4plex(K)@9 0.0088 1345.7396 673.8771 1345.7308 673.8727 2 33.99
iTRAQ4plex@N-term; cleaved F-G@N-term; cleaved L-S@C-term;

6 77 GVLPPVSKL ITRAQ4plex(K)@8 missed K-L@8 -0.0681 1196.7056 599.3600 1196.7736 599.3941 2 43.31

15.62 18.3 ILDP No iTRAQ4plex@N-term cleaved A-I@N-term; cleaved P-R@C-term |0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48
iTRAQ4plex@N-term;

15.62 18.3 INFK ITRAQ4plex(K)@4 cleaved H-I@N-term 0.0016 808.5067 405.2606 808.5051 405.2598 2 29.09
iTRAQ4plex@N-term;

15.62 18.3 KIIDEILNGNIEK |TRAQ4p\ex(K)@1; missed K-1@1 0.0127 1931.1432 644.7217 1931.1305 644.7174 3 35.53
Deamidated(N)@8;
iTRAQ4plex(K)@13
iTRAQ4plex@N-term;

15.62 18.3 LSGTGK ITRAQ4plex(K)@6 cleaved G-L@N-term 0.0193 849.5356 425.7751 849.5164 425.7655 2 30.19

LSIEQAMYHFLSGYTA |iTRAQ4plex@N-term;

15.62 18.3 K ITRAQ4plex(K)@17 0.0090 2246.1741 749.7319 2246.1649 749.7289 3 41.99
iITRAQ4plex@N-term;

15.62 18.3 NENFK Deamidated(N)@1; 0.0667 939.5573 470.7859 939.4905 470.7525 2 31.47
iITRAQ4plex(K)@5
No iTRAQ4plex@N-term;

PIFHINNIQVPSKGGH |Deamidated(N)@7; . g ¥

15.62 18.3 PK ITRAQ4pIex(K)@13: cleaved Y-P@N-term; missed K-G@13 0.0201 2271.2529 758.0916 2271.2732 758.0983 3 36.74
iTRAQ4plex(K)@18
iITRAQ4plex@N-term;

15.62 18.3 QAQTQVK Deamidated(Q)@5; cleaved M-Q@N-term 0.1626 1090.7853 546.3999 1090.6226 546.3186 2 55.20
iITRAQ4plex(K)@7
iTRAQ4plex@N-term; .

15.62 183 QAQTQVKGL Deamidated(Q)@1; fe'fs]vergls"ge%%'\gg;" cleaved L-K@C- | 5977 1260.7205 631.3675 1260.7281 631.3713 2 25.74
iITRAQ4plex(K)@7 )
iTRAQ4plex@N-term;

15.62 18.3 SEFVTHPVFQVAYPK ITRAQ4plex(K)@15 -0.9898 2035.1078 679.3765 2036.0975 679.7064 3 48.29

15.62 18.3 TEPDIYEAIR iTRAQ4plex@N-term 0.0055 1349.7004 675.8575 1349.6949 675.8547 2 30.28

15.62 18.3 TISGVDSAILDPR iTRAQ4plex@N-term -0.0036 1486.8077 7444111 1486.8113 744.4129 2 31.34
iTRAQ4plex@N-term; .

15.62 18.3 TTLSTDPNRK ITRAQ4plex(K)@10 missed R-K@9 -0.0018 1419.7906 474.2708 1419.7925 474.2715 3 25.38
iTRAQ4plex@N-term;

15.62 18.3 VSYPIFHINNIQVPSK  [iTRAQ4plex(Y)@3; -0.0428 2287.2627 763.4282 2287.3054 763.4424 3 41.41
iTRAQ4plex(K)@16

LIC10272

iTRAQ4plex@N-term;

18.45 19.7 ADFDYTHK ITRAQ4plex(K)@8 -0.0355 1283.6035 428.8751 1283.6390 428.8869 3 29.17
iTRAQ4plex@N-term;

18.45 19.7 ANPQILEPIMK ITRAQ4plex(K)@11 -0.0060 1540.8831 771.4488 1540.8891 771.4518 2 31.19
iTRAQ4plex@N-term;

18.45 19.7 EIPDDLKELAQK iTRAQ4plex(K)@7; -0.0091 1830.0374 611.0197 1830.0464 611.0227 3 33.97
ITRAQ4plex(K)@12
Glu->pyro-Glu@N-term;

18.45 19.7 EYIQSVDK ITRAQ4plex(K)@8 -0.0079 1106.5652 554.2899 1106.5730 554.2938 2 37.91
iTRAQ4plex@N-term;

18.45 19.7 GIVDLVTMK ITRAQ4plex(K)@9 0.0054 1262.7566 632.3856 1262.7512 632.3829 2 33.59
No iTRAQ4plex@N-term;

14.74 11.3 GMGELHLEVYIER Oxidation(M)@2; Oxidation(H)@§| 0.0942 1576.8497 789.4321 1576.7555 789.3850 2 49.47

18.45 19.7 GSLIGFPIIGVR iTRAQ4plex@N-term 0.0126 1371.8486 686.9316 1371.8360 686.9253 2 35.73

14.74 11.3 HAIHEVR No iTRAQ4plex@N-term cleaved I-H@N-term 0.0040 860.4657 431.2401 860.4617 431.2381 2 39.19

18.45 19.7 HLEVYIER ITRAQ4plex@N-term: cleaved L-H@N-term -0.0150 1217.6377  |406.8865 1217.6526 406.8915 3 37.89
Oxidation(H)@1
iTRAQ4plex@N-term;

18.45 197 :NAVPVQ'P'G"ENDL Deamidated(N)@14; -0.0665 21451372 |716.0530 21452037 716.0752 3 50.31
iTRAQ4plex(K)@17

14.74 11.3 IHAIHEVR Carbamyl@N-term 0.0070 1016.5586 509.2866 1016.5516 509.2831 2 38.94

14.74 11.3 ILEYTNR iTRAQ4plex@N-term 0.0064 1069.6107 535.8126 1069.6042 535.8094 2 43.11
iTRAQ4plex@N-term; cleaved C-L@N-term; cleaved L-E@C-term;

18.45 19.7 LAFKL ITRAQ4plex(K)@4 missed K-L@4 0.0209 878.6042 440.3094 878.5833 440.2989 2 38.35
iTRAQ4plex@N-term;

18.45 19.7 LASPVDVKNK iTRAQ4plex(K)@8; cleaved Y-L@N-term; missed K-N@8 -0.1009 1501.8185 751.9165 1501.9193 751.9669 2 29.59
iTRAQ4plex(K)@10

18.45 19.7 LLDGVLDYLASPVDVK [ TRAQ4PIEX@N-term; 0.0065 2004.1451 669.0557 2004.1387 669.0535 3 39.01

iITRAQ4plex(K)@16




iTRAQ4plex@N-term;

18.45 19.7 MSNNK TRAGAIO(K)@E cleaved N-M@N-term 0.0386 880.5066 441.2606 880.4680 441.2413 25.22
iTRAQ4plex@N-term;
14.74 113 MTPVEMGSAFK TRAGAIO(K)@1L 0.0052 1502.7921 752.4033 1502.7869 752.4007 46.14
iTRAQ4plex@N-term;
18.45 19.7 QGFNK TRAGAMI(K)GE 0.0069 880.5080 441.2613 880.5010 441.2578 25.12
14.74 11.3 QSVD GlIn->pyro-Glu@N-term cleaved I-Q@N-term; cleaved D-K@C-term [0.1645 430.3345 431.3418 430.1700 431.1773 58.37
14.74 113 RSST iTRAQ4plex@N-term cleaved L-R@N-term; cleaved T-Q@C-term 0, 503.3337 594.3409 503.3255 504.3328 50.51
missed R-S@1
18.45 19.7 RTGT iTRAQ4plex@N-term cleaved I-R@N-term; cleaved T-1@C-term; |, ,6q 577.3574 578.3647 577.3306 578.3378 56.92
missed R-T@1
iTRAQ4plex@N-term;
14.74 113 SSTQGK TRAGHI(KIGE 0.0249 894.5264 448.2704 894.5014 448.2580 40.04
iITRAQ4plex@N-term;
18.45 19.7 STAVAEFKPSEK ITRAQ4plex(K)@8; cleaved M-S@N-term -0.0246 1724.9429 575.9882 1724.9674 575.9964 29.80
ITRAQ4plex(K)@12
18.45 19.7 lféEVP"ADMFGYST ITRAQ4plex@N-term 0.0148 2142.0935 1072.0540 2142.0789 1072.0467 39.02
TEAEVPLADMFGYST g?;ﬁgg:;g;‘gi;’“
18.45 19.7 VLRSSTQGKAEFSME [; ' missed R-S@18; missed K-A@24 -0.0851 3975.8264 994.9639 3975.9114 994.9851 49.80
FSR iITRAQ4plex(K)@24;
Oxidation(F) @31
iTRAQ4plex@N-term;
18.45 19.7 VAFINK TRAGHMI(KIGE -0.0072 978.6035 490.3090 978.6106 490.3126 29.70
VAGYMEPIPLEETLDY [iTRAQ4plex@N-term;
18.45 19.7 DEVNK TRAGAIOK(K) @51 -0.0154 2730.3552 911.1257 2730.3706 911.1308 37.55
18.45 19.7 gfxggpSEFQGA'LG ITRAQ4plex@N-term -0.9636 2258.1982 753.7400 2259.1617 754.0612 43.19
14.74 113 YGQLTYVR TRAQ4plex@N-term 0.0041 11426248 572.3196 1142.6206 572.3176 39.78
LIC10309
2.2 1.3 AAMA iTRAQ4plex@N-term cleaved S-A@N-term; cleaved A-G@C-term [0.0254 506.2899 507.2972 506.2645 507.2717 54.73
iTRAQ4plex@N-term;
22 13 AGVSLQPNAGSQGEY |1, idated(Q)@6: cleaved F-A@N-term; missed R-R@22  [0.0171 24733218 [825.4479 2473.3047 825.4422 38.12
AGLLAIRR !
D N)@8
iTRAQ4plex@N-term;
22 13 DLEDLK TRAGAI(KI@E cleaved V-D@N-term 0.0097 1019.5840 510.7993 1019.5743 510.7944 27.23
No iTRAQ4plex@N-term;
22 13 DQTK TRAQAPeN KB4 cleaved A-D@N-term 0.0364 634.3772 635.3845 634.3408 635.3481 54.37
2.2 1.3 IPLGS No iTRAQ4plex@N-term cleaved M-I@N-term; cleaved S-C@C-term |0.0041 485.2891 486.2963 485.2849 486.2922 33.69
2.2 1.3 NATT iTRAQ4plex@N-term cleaved L-N@N-term; cleaved T-E@C-term |-0.0322 549.2558 550.2631 549.2880 550.2953 49.61
iTRAQ4plex@N-term;
NILENPGWYTAYTPY |Deamidated(N)@1;
22 13 QAEISQR Ontmtion(W)®5, 01113 2832.4478 945.1566 2832.3364 945.1194 39.93
Deamidated(Q)@16
22 13 NSPHTAAMVTSDR _[ITRAQ4plex@N-term ~0.0099 1529.7279 510.9166 1529.7378 510.9199 26.18
22 13 QNGT No iTRAQ4plex@N-term cleaved V-Q@N-term; cleaved T-L@C-term |0.0606 418.2418 419.2491 418.1812 419.1885 49.86
iTRAQ4plex@N-term;
Oxidation(P)@4; . S A
22 13 TDONPLKNSPHTAAMV {105 0 4piex(K)@6; missed K-N@6; missed R-W@19; missed R{ 3, 36127314 |904.1901 3612.7623 904.1979 50.94
TSDRWDHLYPRER ) E@26
Deamidated(R)@19;
Deamidated(R)@28
iTRAQ4plex@N-term;
22 13 TLQNQTKTNLEK Deamidated(N)@4; cleaved S-T@N-term; missed K-T@7 -0.0588 1849.9886 617.6702 1850.0475 617.6898 55.51
: : ITRAQ4plex(K)@7; ; - i ’ i ’ :
iITRAQ4plex(K)@12
22 13 VGTDPLDTFPR DeltaHR)C(2)@N-term; 0.0041 1256.6442 629.3293 1256.6401 629.3273 33.97
Methyl(T)@3
LIC10310
iTRAQ4plex@N-term;
17 6.9 AETOAPTGYLFSEK  [ro o @ cleaved M-A@N-term -0.0766 1828.8684 915.4415 1828.9451 915.4798 41.69
iTRAQ4plex@N-term;
17 6.9 GFSTSELDK TRAGAI(KI®S 0.0080 1270.6729 636.3437 1270.6649 636.3397 29.00
1.7 6.9 VDLP iTRAQ4plex@N-term cleaved F-V@N-term; cleaved P-K@C-term |0.0104 586.3553 587.3625 586.3448 587.3521 53.86
LIC12875
iTRAQ4plex@N-term;
38.05 55.4 AAEVYVLTK TRAGAI(KI@S cleaved F-A@N-term 0.0026 1280.7610 641.3878 1280.7584 641.3865 30.05
38.05 55.4 ADMLAADER TRAQ4plex@N-term 0.0087 1134.5548 568.2847 1134.5461 568.2803 27.45
No iTRAQ4plex@N-term;
38.05 55.4 ADMLAADERAEMIEM | i 12tion(D)@2; Arg- missed R-A@9 0.2688 23972806 |800.1038 2397.0208 800.0142 48.49
VEMDVR
>GIUSA(R)@9
38.05 55.4 AEMIEMVEMDVR TRAQ4plex@N-term 0.0200 1595.7679 798.8912 1595.7479 798.8812 54.96




38.05 55.4 AGDNIGALLR TRAQ4plex@N-term Cleaved E-A@N-term 0.0264 11426793 572.3469 1142.6530 572.3338 2 29.97
iTRAQ4plex@N-term;
38.05 55.4 ALEGDESEIGMPAILK |10 S0 o6 -0.0851 1960.0081 981.0113 1960.0431 981.0288 2 33.45
APEEKARGITIATSHQ [iTRAQ4plex@N-term; cleaved N-A@N-term; missed K-A@5;
39.24 49.9 EVETANR TRAGAMI(KI@E miceod ROGT 21230 2857.3489 953.4569 2859.4719 954.1646 3 38.74
iTRAQ4plex@N-term;
38.05 55.4 AVAYDQIDNAPEEK  [1o S 0 o -0.0168 1849.9133 925.9639 1849.9301 925.9723 2 28.35
38.05 55.4 DQAEAGDNIGALLR _|ITRAQ4plex@N-term Cleaved L-D@N-term 0.0521 1585.8702 793.9424 1585.8182 793.9164 2 57.31
iTRAQ4plex@N-term;
39.24 49.9 DQIDNAPEEK TRAGAIO(K)@10 cleaved Y-D@N-term 0.0018 1445.7260 723.8702 1445.7242 723.8694 2 33.51
iITRAQ4plex@N-term;
EEIERGQVLAKPGSIT [iTRAQ4plex(K)@11; ) e g i
38.05 55.4 PHIKK TRAGAI(K) @19, missed R-G@5; missed K-K@19 0.1968 2792.4392 699.1171 2792.6360 699.1663 4 49.74
ITRAQ4plex(K)@20
38.05 55.4 EHILLAR TRAQ4plex@N-term 20.0024 994.6021 498.3083 994.6045 498.3096 2 49,56
iTRAQ4plex@N-term;
38.05 55.4 FAAEVYVLTK TRAGHI(K)@10 0.0307 1427.8575 714.9360 1427.8268 714.9207 2 42.89
38.05 55.4 FAIREGGR TTRAQ4plex@N-term missed RE@4 0.1709 1048.7609 525.3877 1048.5900 525.3023 2 57.19
38.05 55.4 GITIATSHQEYETANR [ITRAQ4plex@N-term ~0.0011 1933.9604 645.6608 1933.9616 6456611 3 39.49
39.24 49.9 ﬁ'T'ATSHQEYETANR Carbamyl@N-term cleaved H-Y@C-term; missed R-H@16  |0.0001 1969.9244 657.6487 1969.9242 657.6487 3 38.34
iTRAQ4plex@N-term;
38.05 55.4 GQULAKPGSITPH |08 b K06 cleaved H-K@C-term -0.0076 1591.9213 531.6477 1591.9290 531.6503 3 28.99
Carbamyl@N-term;
39.24 49.9 GQVLAKPGSITPHK  [iTRAQ4plex(K)@6; 0.0053 1763.0350 588.6856 1763.0297 588.6839 3 39.90
ITRAQ4plex(K)@14
No iTRAQ4plex@N-term; .
38.05 55.4 GTVATGRVEQGVLK |12 o o1a missed RV@7 0.0215 1557.9175 520.3131 1557.8960 520.3060 3 34.06
38.05 55.4 HTPEINNYRPQEYFR |1 RAQ4PIEX@N-term; -0.0686 2144.0027 537.0079 2144.0714 537.0251 4 43.75
Deamidated(N)@6
39.24 49.9 IGIR ITRAQ4plex@N-term cleaved II@N-term; cleaved R-P@C-term  |0.0075 601.4109 602.4182 601.4033 602.4106 1 53.62
iTRAQ4plex@N-term;
39.24 49.9 INNYRPQFYFR Deamnted()@2 cleaved F-I@N-term 0.0088 1661.8524 554.9581 1661.8436 554.9551 3 45.99
38.05 55.4 ITGRGTVATGR iTRAQ4plex@N-term cleaved S-lI@N-term; missed R-G@4 0.0273 1231.7393 616.8769 1231.7119 616.8632 2 59.85
KLLDQAEAGDNIGALL [ITRAQ4plex@N-term; )
38.05 55.4 R TRAGAI(K)@1 missed K-L@1 0.0057 2084.1777 695.7332 2084.1833 695.7351 3 34.35
iTRAQ4plex@N-term;
38.05 55.4 KLMEALDTFVPNPK  [iTRAQ4plex(K)@1; cleaved L-K@N-term; missed K-L@1 0.0060 2034.1609 679.0609 2034.1549 679.0589 3 36.83
ITRAQ4plex(K)@14
iTRAQ4plex@N-term;
39.24 49.9 LDQAEAGDNIGALLR [ o8 B e cleaved L-L@N-term -1.0056 1679.8861 840.9503 1680.8917 841.4531 2 47.58
38.05 55.4 LLDQAEAGDNIGALLR |iTRAQ4plex@N-term -0.0204 1811.9659 906.9902 1811.9863 907.0004 2 34.64
38.05 55.4 LMEALDTFV ITRAQ4plex@N-term; cleaved V-P@C-term 0.0054 1163.6073 582.8109 1163.6018 582.8082 2 35.85
Dehydrated(T)@7
iTRAQ4plex@N-term;
38.05 55.4 LMEALDTFVPNPK [ b @1 -0.0108 1761.9471 881.9808 1761.9579 881.9862 2 35.64
iTRAQ4plex@N-term;
38.05 55.4 LMPVEDVFSITGR [ B o cleaved F-L@N-term -0.0051 1750.9480 584.6566 1750.9531 584.6583 3 36.41
No iTRAQ4plex@N-term;
38.05 55.4 PIVHGSAVK iTRAQ4plex(S)@6; cleaved T-P@N-term -0.0105 1194.7224 598.3685 1194.7328 598.3737 2 3411
iITRAQ4plex(K)@9
38.05 55.4 PQFYFR TRAQ4plex@N-term Cleaved R-P@N-term 0.0236 1000.5489 5012817 10005252 5012699 2 2048
iTRAQ4plex@N-term;
38.05 55.4 QVGVPYVIVFINK TRAGHIO(K)@13 -0.0604 1762.9985 882.5065 1763.0589 882.5367 2 58.25
No iTRAQ4plex@N-term;
38.05 55.4 SXSS’EF: VIVFINKADM | 5, dation(P)@5: missed K-A@13 -0.0224 2607.3628  |870.1282 2607.3852 870.1357 3 43.91
ITRAQ4plex(K)@13
RVIDKPFLMPVEDVFS |Carbamyl@N-term; )
39.24 49.9 TGR TRAGIMO(K) @5 missed RV@1 -0.0170 2505.3364 836.1194 2505.3535 836.1251 3 57.32
iTRAQ4plex@N-term;
39.24 49.9 TLAK TRAGAM(K)@4 cleaved T-T@N-term 0.0116 719.4901 720.4974 719.4785 720.4858 1 58.63
iTRAQ4plex@N-term;
38.05 55.4 TTLTAAITTTLAK TRAGHION(K)@13 -0.0122 1592.9470 797.4808 1592.9593 797.4869 2 39.15
iTRAQ4plex@N-term;
39.24 49.9 TVELISPIAMDK Oxidation(P)@7; cleaved L-T@N-term 0.0389 1619.9437 5409885 1619.9048 540.9755 3 51.27
ITRAQ4plex(K)@12
38.05 55.4 TVIGIEMFR TRAQ4plex@N-term 20,0491 12956539 648.8342 1295.7029 648.8587 2 32.70
iTRAQ4plex@N-term;
39.24 49.9 VEQGVLK TRAGHI(KI@Y 2.0231 1057.6301 520.8223 1059.6532 530.8339 2 36.34
VIDKPFLMPVEDVFSIT|ITRAQ4plex@N-term;
38.05 55.4 oR TRAGAI(K)@4 -0.0184 2450.3303 817.7841 2450.3487 817.7902 3 39.72
iTRAQ4plex@N-term;
39.24 49.9 VIVFINK TRAGHI(K)@Y cleaved Y-V@N-term 0.0089 1119.7349 560.8747 1119.7259 560.8703 2 44.42
38.05 55.4 VNDEVENGIRPTTK | 1RAQ4PIEX@N-term; 0.0101 1971.1345 658.0521 1971.1244 658.0488 3 41.50

iITRAQ4plex(K)@15




38.05 55.4 VTGIEMFR TRAQ4plex@N-term Cleaved V-V@N-term ~0.0015 10955853 548.7999 10955868 548.8007 2 31,40
38.05 55.4 VVTGIEMFR TRAQ4plex@N-term cleaved T-V@N-term ~0.0040 1194.6514 598.3329 1194.6553 598.3349 2 32.36
iTRAQ4plex@N-term;
38.05 55.4 YDQIDNAPEEK TRAGAMIOK)@1L cleaved A-Y@N-term -0.0145 1608.7731 805.3938 1608.7875 805.4010 2 21.72
39.24 299 YRPQFYFR TRAQ4plex@N-term Cleaved N-Y@N-term 0.0039 1319.6935 440.9051 1319.6897 440.9038 3 49.30
YSFPGDTTPIVHGSAV [iTRAQ4plex@N-term;
38.05 55.4 K TRAGHIO(K)@17 -0.0199 2063.0732 688.6984 2063.0931 688.7050 3 3211
LiC12874
iTRAQ4plex@N-term;
2 16.7 LIDILDTNEDTVEALMK (2203 B a7 -0.0002 2220.1802 741.0673 2220.1803 741.0674 3 38.43
iITRAQ4plex@N-term;
2 167 tg’l_"’;%’:‘/i[\’/gf}f’m"'( ITRAQ4pIEX(K)@17; missed K-L@17 -0.0043 35849910  |897.2550 3584.9952 897.2561 4 35.44
ITRAQ4plex(K)@29
LiC12873
6 21.4 EFRS iTRAQ4plex@N-term cleaved S-F@C-term; missed R-S@3 0.0572 681.4139 682.4212 681.3568 682.3641 1 55.75
6 21.4 GPGA iTRAQ4plex@N-term cleaved G-G@N-term; cleaved A-H@C-term|0.0391 444.2845 445.2918 444.2454 445.2527 1 35.45
HGHAGGPGAHGSRF |-
6 214 HRHPGSMGANSTPS [[1RAQ4PIEX@N-term; missed R-F@13; missed R-H@16 -0.0264 30124282 [1005.1500 3012.4546 1005.1588 3 52.80
R Dethiomethyl(M)@21
6 214 HPGSMGANSTPSR 'ETRAQ“"‘”(I‘%;“C;;W; 0.0061 1442.6755 481.8991 1442.6694 481.8971 3 24.85
iTRAQ4plex@N-term;
Deamidated(N)@8;
HPGSMGANSTPSRVF |iTRAQ4plex(K)@16; missed R-V@13; missed K-G@16; missed K _
6 214 KOVKLPORTGSOK  [TRAGAN(K)G19, L0 missod R1G25 0.0134 3473.8879 869.4792 3473.9013 869.4826 4 26.15
Oxidation(R)@23;
ITRAQ4plex(K)@28
No iTRAQ4plex@N-term;
6 214 INEEKNLLFVSGAVPG it 2 0aplex(K)@5; cleaved E-K@C-term; missed K-N@5 -0.0035 2788.4944  |930.5054 2788.4980 930.5066 3 44.93
TANTVITIE VI
Oxidation(N)@6
6 214 LPGR No ITRAQ4plex@N-term -0.0113 441.2587 442.2660 441.2700 2422772 1 60.44
iTRAQ4plex@N-term;
6 214 QLAFQDIK Deamidated(Q)@1; cleaved I-Q@N-term 0.0192 1250.7306 626.3726 1250.7114 626.3630 2 39.45
iTRAQ4plex(K)@8
iTRAQ4plex@N-term;
6 214 SFGDSPTAGSVLK |10, 3 020 1 o1 0.0168 1552.8508 777.4327 1552.8341 777.4243 2 29.00
SVENDGYEAIQLAFQD|iTRAQ4plex@N-term;
6 214 " TRAGAIOK(K)@16 0.0212 2327.1677 776.7299 2327.1889 776.7369 3 37.15
No iTRAQ4plex@N-term;
6 214 TGVSK TRAQAPENKIBE cleaved V-T@N-term 0.0162 634.3934 635.4007 634.3772 635.3845 1 54.88
LiC12872
AENANLRSGNHATKT [ITRAQ4plex@N-term; ) .
6.62 20.4 R TRAGHIOK(K)@14 missed R-S@7; missed K-T@14 0.0018 2027.0846 676.7021 2027.0864 676.7027 3 44.30
iTRAQ4plex@N-term;
6.62 20.4 AFDSIFK TRAGAI(KI®Y 0.0270 1114.6537 558.3341 1114.6266 558.3206 2 46.48
APHWVGGGTVHGPQ |Carbamyl@N-term;
6.96 19.4 K TRAGAIOK) @15 -0.0297 1713.8525 572.2914 1713.8821 572.3013 3 41.23
iTRAQ4plex@N-term;
6.62 20.4 AVLSILGK TRAGAMI(K)@E 0.0075 1087.7284 544.8715 1087.7209 544.8677 2 42.34
6.96 19.4 ENANLR 'ETRAQ“"‘”(I‘%;“C;T“ cleaved A-E@N-term 0.0181 860.4655 431.2400 860.4474 431.2310 2 39.08
iTRAQ4plex@N-term;
6.62 20.4 LISEIELPSALFESK [0 0 16 0.0029 1963.1151 655.3790 1963.1121 655.3780 3 37.34
iTRAQ4plex@N-term;
6.62 20.4 LSVASIYEAIK TRAGAIOK)@1L 0.0024 1480.8770 741.4457 1480.8745 741.4445 2 35.47
NTGVIGLLVQGENDFL |iTRAQ4plex@N-term;
6.62 20.4 K TRAGAIO(K)@17 0.0000 2104.1772 702.3997 2104.1772 702.3997 3 38.11
iTRAQ4plex@N-term; cleaved I-Y@N-term; cleaved L-R@C-term;
6.96 19.4 YEAIKAENANL TRAGAMI(K)@E micsod KAGS -0.0494 1522.7742 762.3943 1522.8235 762.4190 2 33.87
LiC12871
iITRAQ4plex@N-term;
4 26.0 AVTFRDGASIDFAK | Xdation(H@S: missed R-D@6 -0.0825 1930.0079 644.3433 1930.0404 644.3541 3 28.55
Oxidation(F)@13;
iITRAQ4plex(K)@15
iTRAQ4plex@N-term;
4 26.0 DGASIDFAK TRAGAI(KI@S -0.0967 12105471 606.2808 1210.6437 606.3291 2 35.82
iTRAQ4plex@N-term;
4 26.0 IDANK TRAGAMIKI@E cleaved H-I@N-term 0.0038 847.5045 424.7595 847.5007 424.7576 2 23.41
4 26.0 ILTP ITRAQ4plex@N-term cleaved V-I@N-term; cleaved P-I@C-term  |-0.0291 586.3521 587.3594 586.3812 587.3885 1 54.24
4 26.0 MNLQDVILTPIVTEK |1 RAQ4PIeX@N-term; -0.0159 2001.1265 668.0494 2001.1424 668.0547 3 35.81

iTRAQ4plex(K)@15




iTRAQ4plex@N-term;

Deamidated(N)@1;

4 26.0 NMPAARPHWK Deamidated(R)@6; -0.0277 1640.8545 821.4345 1640.8822 821.4484 32.13
iTRAQ4plex(H)@8;
iTRAQ4plex(K)@10
iTRAQ4plex@N-term;

4 26.0 QDVILTPIVTEK Phospho(T)@6; cleaved L-Q@N-term 0.0316 1722.9728 575.3315 1722.9412 575.3210 32.24
ITRAQ4plex(K)@12

4 26.0 VTPSSVNVQVYR iTRAQ4plex@N-term 0.0077 1491.8245 746.9195 1491.8167 746.9156 29.10

LIC12870

iTRAQ4plex@N-term;

12.41 32.6 AGRGDGGK Deamidated(R)@3; missed R-G@3 0.0461 1005.5908 503.8027 1005.5447 503.7796 29.61
iTRAQ4plex(K)@8
iTRAQ4plex@N-term;
Deamidated(R)@3;

12.41 32.6 AGRSRWLGK Oxidation(R)@5; missed R-S@3; missed R-W@5 -0.0307 1350.7305 676.3725 1350.7612 676.3879 44.94
Oxidation(W)@6;
iTRAQ4plex(K)@9
iTRAQ4plex@N-term;

12.41 32.6 DGEYILLK ITRAQ4plex(K)@8 0.0002 1237.7164 619.8655 1237.7162 619.8654 3151
iITRAQ4plex@N-term;

12.41 326 DHNLVSIGK Oridation(H)@2: 00154 1286.7228 644.3687 1286.7074 644.3610 38.28
Deamidated(N)@3;
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;

10 24.0 FIIQK ITRAQ4plex(K)@5 0.0039 935.6087 468.8116 935.6048 468.8097 40.53
iTRAQ4plex@N-term;

12.41 326 FKPVTSASR ITRAQ4plex(K)@2 0.0033 1279.7524 427.5914 1279.7492 427.5903 27.63

12.41 326 EZ;MNPVDHPHGGG iTRAQ4plex@N-term -0.0267 1857.8760 620.2993 1857.9026 620.3081 30.28
iTRAQ4plex@N-term;

12.41 326 HPVSPWGQPTK ITRAQ4plex(K)@11 0.0024 1520.8367 507.9529 1520.8343 507.9521 44.08
iTRAQ4plex@N-term;

12.41 326 IDFK ITRAQ4plex(K)@4 cleaved I-I@N-term -0.0022 809.4869 405.7507 809.4891 405.7518 29.36
iTRAQ4plex@N-term;

12.41 326 IGNAMPIGK ITRAQ4plex(K)@S -0.0014 1187.6926 594.8536 1187.6940 594.8543 28.69
iTRAQ4plex@N-term;

12.41 32.6 IPPGTNVHNVELQIGK ITRAQ4plex(K)@16 -0.0286 2003.1121 668.7113 2003.1407 668.7209 31.34
iTRAQ4plex@N-term;

1241 326 fﬂf’\":\f}f'TETEPYKPL ITRAQ4pIEX(K)@15; -0.0004 32167532 |805.1956 32167535 805.1957 3772
ITRAQ4plex(K)@24

12.41 32.6 TAGSFGTIAGR No iTRAQ4plex@N-term 0.0072 1036.5374 519.2759 1036.5302 519.2724 27.95
iTRAQ4plex@N-term;

TSGGRHPVSPWGQP |Oxidation(P)@10; .

12.41 326 TK Oxidation(P)@14; missed R-H@5 0.0462 2011.0017 671.3412 2011.0479 671.3566 44.38
iITRAQ4plex(K)@16
iTRAQ4plex@N-term;

10 24.0 VGDTVQSGAG Deamidated(Q)@6 cleaved G-S@C-term 0.0592 1034.5594 518.2870 1034.5002 518.2574 43.46
iTRAQ4plex@N-term;

12.41 326 VGDTVQSGAGSEIK ITRAQ4plex(K)@14 0.0058 1634.8778 818.4462 1634.8719 818.4432 27.45
iTRAQ4plex@N-term;
Deamidated(Q)@6; . A

1241 326 VGDTVQSGAGSEIKIG |10 A aplex(K) @14 cleaved I-P@C-term; missed K-@14; -0.0371 27904792 |931.1670 27905163 931.1794 49.55

NAMPIGKI S N missed K-1@23
Oxidation(P)@20;
iTRAQ4plex(K)@23
LIC12868

No iTRAQ4plex@N-term; .

4.13 19.1 AARIR Deamidated(R)@3 missed R-1@3 -0.0030 586.3521 587.3594 586.3551 587.3624 54.24
iITRAQ4plex@N-term;
iTRAQ4plex(K)@2;
Deamidated(R)@6; cleaved E-A@N-term; missed K-A@2;

413 191 ‘QECXS:;QVRMSPRKV Deamidated(R)@9; missed R-F@6; missed R-M@9; missed R- [0.0469 31108435  |520.9812 3110.7967 520.9734 53.50
Deamidated(R)@13; K@13; missed K-V@14; missed R-L@16
iITRAQ4plex(K)@14;
Deamidated(R)@16

2 8.2 FRPRARGRAAR ITRAQ4plex@N-term; missed R-A@4; missed R-G@6; missed R- {5 9 1457.9004  [486.9741 1457.8562 486.9593 43.07
Deamidated(R)@8 A@8
iTRAQ4plex@N-term;

4.13 19.1 GYAVNEALDILK ITRAQ4plex(K)@12 -0.0005 1592.9014 797.4579 1592.9017 797.4581 34.63
iTRAQ4plex@N-term; cleaved D-I@N-term; cleaved F-T@C-term;

4.13 19.1 ILKF ITRAQ4plex(K)@3 missed K-F@3 0.0187 807.5649 404.7897 807.5462 404.7804 43.69
iTRAQ4plex@N-term;

4.13 191 IYVDEGPIMK ITRAQ4plex(K)@10 0.0050 1451.7988 726.9067 1451.7938 726.9042 30.63

4.13 19.1 LFIK ITRAQ4plex@N-term; cleaved Q-L@N-term 0.0155 807.5617 404.7881 807.5462 404.7804 43.48

iITRAQ4plex(K)@4




iTRAQ4plex@N-term;

4.13 19.1 MEAKAVSRFVR iTRAQ4plex(K)@4; missed K-A@4; missed R-F@8 -0.1012 1596.8002 799.4073 1596.9014 799.4580 45.59
Oxidation(F)@9
iTRAQ4plex@N-term;
4.13 191 VDFNQLFIK ITRAQ4plex(K)@9 -0.0061 1410.8054 706.4100 1410.8115 706.4130 34.90
LIC12867
iITRAQ4plex@N-term;
8.03 19.1 EESEEDKYAVK iTRAQ4plex(K)@7; missed K-Y@7 -0.0400 1757.8649 586.9622 1757.9049 586.9756 28.26
ITRAQ4plex(K)@11
iTRAQ4plex@N-term;
8.03 191 IDLGFK ITRAQ4plex(K)@6 0.0132 979.6078 490.8112 979.5946 490.8046 35.46
3.24 6.7 IGLR iTRAQ4plex@N-term cleaved P-I@N-term 0.0075 601.4109 602.4182 601.4033 602.4106 53.62
iITRAQ4plex@N-term;
8.03 19.1 ILISGRLNGADMARR  [Deamidated(R)@6; missed R-L@6; missed R-R@14 0.1012 1739.0936 580.7051 1738.9924 580.6714 2.63
Dethiomethyl(M)@12
iTRAQ4plex@N-term;
8.03 191 INVNLHTAK ITRAQ4plex(K)@9 cleaved K-P@C-term 0.0121 1296.7878 433.2699 1296.7758 433.2659 29.54
3.24 6.7 IPLHTLR iTRAQ4plex@N-term -0.0096 992.6157 497.3151 992.6253 497.3199 40.96
iITRAQ4plex@N-term;
8.03 19.1 KFVQNR iTRAQ4plex(K)@1; missed K-F@1 -0.0546 1079.5786 540.7966 1079.6331 540.8238 32.09
Deamidated(Q)@4
iTRAQ4plex@N-term;
8.03 19.1 LGFK ITRAQ4plex(K)@4 cleaved D-L@N-term 0.0153 751.4989 752.5062 751.4836 752.4909 56.22
iTRAQ4plex@N-term;
8.03 19.1 NLHEDIK ITRAQ4plex(K)@7 -0.0048 1155.6443 578.8294 1155.6492 578.8319 31.14
iTRAQ4plex@N-term;
8.03 19.1 PGIVIGQK ITRAQ4plex(K)@8 cleaved K-P@N-term -0.0041 1098.6964 550.3555 1098.7005 550.3575 29.19
iTRAQ4plex@N-term;
QELRRAMRGGVEGIKI|Deamidated(R)@8; missed R-R@4; missed R-A@5; missed R- |
8.03 19.1 LISGRLNGADMAR ITRAQ4pIeX(K)@15: G@8: missed K-I@15: missed R-L@21 0.0516 3456.8499 865.2197 3456.9013 865.2326 53.75
Deamidated(N)@23
GIn->pyro-Glu@N-term; : mi .
8.03 19.1 QKVNPIGLRIGITR  [iTRAQ4plex(K)@2; E:?:s‘;zdﬁ;é?'\“erm' missed K-V@2; -0.0352 1722.9874 575.3364 1723.0226 575.3482 44.03
Oxidation(N)@4; Oxidation(P)@5
iITRAQ4plex@N-term;
8.03 19.1 TMTDKPVNLNIIEVK  [iTRAQ4plex(K)@5; -0.0273 2146.2124 716.4114 2146.2397 716.4205 32.89
iTRAQ4plex(K)@15
iTRAQ4plex@N-term;
3.24 6.7 TTFGQIGVK ITRAQ4plex(K)@9 -0.0034 1237.7240 619.8693 1237.7274 619.8710 40.45
3.24 6.7 VNPIGLR iTRAQ4plex@N-term -0.0026 911.5649 456.7897 911.5674 456.7910 39.55
iTRAQ4plex@N-term;
3.24 6.7 VWTYSGDFIQSK Oxidation(F)@8; -0.0193 1733.8676 578.9631 1733.8868 578.9695 41.40
iTRAQ4plex(K)@12
LIC12866
iTRAQ4plex@N-term;
6.14 234 ALSLASYK ITRAQ4plex(K)@8 -0.0043 1139.6750 570.8448 1139.6794 570.8470 41.62
4 16.8 GNPEFWIAEIRPGR iTRAQ4plex@N-term 0.0044 1784.9487 595.9902 1784.9444 595.9887 34.91
6.14 234 GSSVSFGEFGL ":‘A‘;"gjﬁz@“’i'f’(@merm; cleaved L-K@C-term 0.0554 10095741 [550.7943 1099.5186 550.7666 44.36
iTRAQ4plex@N-term;
6.14 234 IFPHTPITK ITRAQ4plex(K)@9 -0.0020 1340.8040 447.9419 1340.8060 447.9426 43.86
iTRAQ4plex@N-term;
4 16.8 LPIHTEFVK ITRAQ4plex(K)@9 -0.0069 1370.8097 457.9438 1370.8166 457.9461 31.57
4 16.8 QIEAARITINR iTRAQ4plex@N-term missed R-1@6 -0.0016 1427.8315 714.9230 1427.8330 714.9238 52.64
LIC12865
2 12.8 DSEILEQLEEAR iTRAQ4plex@N-term -0.0011 1574.7899 788.4022 1574.7910 788.4028 33.11
iTRAQ4plex@N-term;
2 128 LENPK ITRAQ4plex(K)@5 cleaved S-L@N-term -0.0047 887.5273 444.7709 887.5320 444.7733 24.69
LIC12864
iTRAQ4plex@N-term;
5.22 213 ILAIETRPLSK ITRAQ4plex(K)@11 0.0021 1527.9613 510.3277 1527.9592 510.3270 31.66
iTRAQ4plex@N-term;
5.22 213 NSMNK ITRAQ4plex(K)@5 cleaved S-N@N-term 0.0386 880.5066 441.2606 880.4680 441.2413 25.22
5.22 21.3 TVVILVETR iTRAQ4plex@N-term 1.0098 1173.7349 587.8747 1172.7251 587.3698 56.43
iTRAQ4plex@N-term;
5.22 213 VVSNSMNK ITRAQ4plex(K)@8 -0.0193 1165.6176 583.8160 1165.6369 583.8257 25.60
LIC12862
iTRAQ4plex@N-term;
173 76 VGFETVK ITRAQ4plex(K)@7 -0.0047 1066.6219 534.3182 1066.6266 534.3206 39.19
iTRAQ4plex@N-term; .
173 76 VIVEGLNKR ITRAQ4plex(K)@8 missed K-R@8 0.0195 1314.8423 439.2880 1314.8227 439.2815 41.93
LIC12861
No iTRAQ4plex@N-term; S g ¥
8.75 18.7 AARLR Deamidated(R)@3 cleaved M-A@N-term; missed R-L@3 0.0030 586.3521 587.3594 586.3551 587.3624 54.24
ALEAAVEELALITGQR [iTRAQ4plex@N-term;
8.75 18.7 PVK ITRAQ4plex(K)@19 0.0126 2295.3279 766.1166 2295.3406 766.1208 41.63




8.75 18.7 EIVP No iTRAQ4plex@N-term cleaved P-E@C-term 0.0100 456.2684 457.2757 456.2584 457.2657 1 56.32
iTRAQ4plex@N-term;
8.75 18.7 EIVPELNKK iTRAQ4plex(K)@8; missed K-K@8 -0.0120 1500.9121 501.3113 1500.9241 501.3153 3 30.90
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;
8.75 18.7 EQIIFPEIK ITRAQ4plex(K)@9 0.0085 1403.8353 702.9249 1403.8268 702.9207 2 32.50
8.75 18.7 FSSIMQVPR No iTRAQ4plex@N-term 0.0120 1063.5605 532.7875 1063.5485 532.7815 2 32.68
iTRAQ4plex@N-term;
8.75 18.7 IVLNVGMGEAHTNPK ITRAQ4plex(K)@15 -0.0085 1867.0144 623.3454 1867.0229 623.3483 3 31.61
8.75 18.7 LVNVALPR iTRAQ4plex@N-term 0.0074 1024.6589 513.3367 1024.6515 513.3330 2 30.80
iTRAQ4plex@N-term;
8.75 18.7 NVGMGEAHTNPK ITRAQ4plex(K)@12 cleaved L-N@N-term -0.0052 1541.7811 514.9343 1541.7864 514.9361 3 25.94
iTRAQ4plex@N-term;
6.03 236 SIAGFK ITRAQ4plex(K)@6 -0.0042 909.5486 455.7816 909.5527 455.7836 2 39.25
LIC12859
4.34 16.5 ELVR Glu->pyro-Glu@N-term 0.0034 497.2996 498.3068 497.2962 498.3035 1 56.15
iTRAQ4plex@N-term;
4.34 16.5 SAEIRPYK ITRAQ4plex(K)@8 -0.0092 1250.7135 417.9118 1250.7227 417.9148 3 28.14
iTRAQ4plex@N-term;
4.34 16.5 SILDLMK ITRAQ4plex(K)@7 0.0199 1106.6812 554.3478 1106.6613 554.3379 2 47.80
iITRAQ4plex@N-term;
4.34 16.5 SILDLMKEEGFIK iTRAQ4plex(K)@7; 0.0098 1954.1273 652.3831 1954.1175 652.3798 3 39.83
iTRAQ4plex(K)@13
iTRAQ4plex@N-term;
4.34 16.5 VNETFEDYK ITRAQ4plex(K)@9 -0.0106 1431.7020 716.8583 1431.7125 716.8635 2 29.73
No iTRAQ4plex@N-term;
4.34 16.5 VSTSK ITRAQ4plex(K)@5 cleaved I-V@N-term 0.0209 664.4087 665.4160 664.3877 665.3950 1 58.04
LIC12858
iTRAQ4plex@N-term;
3.94 9.5 GPLGELFTPIFEGISVK ITRAQ4plex(K)@17 0.0108 2091.1965 1046.6060 2091.1860 1046.6003 2 1.85
iTRAQ4plex@N-term;
Oxidation(P)@2; Oxidation(P)@9:
3.94 9.5 GPLGELFTPIFEGISVK iTRAQ4plex(K)@17; missed K-T@17 -0.0036 3009.6604 502.6173 3009.6640 502.6179 6 60.03
TENGIVK N
Deamidated(N)@20;
iTRAQ4plex(K)@24
iTRAQ4plex@N-term;
3.94 95 GVSQGWEK ITRAQ4plex(K)@8 -0.9845 1176.6490 589.3318 1177.6335 589.8240 2 27.68
iTRAQ4plex@N-term;
3.94 95 IDVQEQLK ITRAQ4plex(K)@8 -0.0176 1259.7153 630.8649 1259.7329 630.8737 2 28.79
No iTRAQ4plex@N-term; . g
4.29 145 IRSK ITRAQ4plex(K)@4 cleaved D-I@N-term; missed R-S@2 0.0113 646.4361 647.4434 646.4248 647.4321 1 59.43
iTRAQ4plex@N-term;
3.94 9.5 LPDKVEVK iTRAQ4plex(K)@4; missed K-V@4 -0.0639 1358.7860 453.9359 1358.8499 453.9572 3 30.55
iTRAQ4plex(K)@8
No iTRAQ4plex@N-term; . g
3.94 95 RIGK ITRAQ4plex(K)@4 cleaved S-R@N-term; missed R-1@1 0.0452 616.4594 617.4667 616.4142 617.4215 1 55.94
3.94 9.5 VVALHGLTR iTRAQ4plex@N-term -0.0189 1108.6649 555.3397 1108.6839 555.3492 2 59.93
LIC12857
2.28 7.4 EAGL iTRAQ4plex@N-term cleaved L-E@C-term -0.0076 532.2902 533.2975 532.2979 533.3051 1 49.25
2.28 7.4 IAAFAEGAR iTRAQ4plex@N-term 0.0259 1048.6046 525.3096 1048.5787 525.2966 2 40.43
2.28 7.4 SGMIFHGR iTRAQ4plex@N-term 0.0070 1047.5476 524.7811 1047.5406 524.7776 2 40.33
LIC12854
4.09 11.7 AIHVIADGF iTRAQ4plex@N-term cleaved F-S@C-term -0.0721 1085.5271 543.7708 1085.5991 543.8068 2 39.11
iTRAQ4plex@N-term;
8 244 AIHVIADGFSQSAK ITRAQ4plex(K)@14 -0.0142 1730.9418 577.9879 1730.9559 577.9926 3 31.43
8 24.4 GFEGGQMPIHR iTRAQ4plex@N-term 0.0005 1371.6844 458.2354 1371.6839 458.2353 3 29.59
iTRAQ4plex@N-term;
GQYARNTVRRGFEG |Oxidation(Y)@3; missed R-N@5; missed R-R@9; missed R-
8 244 GQMPIHR Oxidation(F)@12: G@10 0.0393 2606.2612 869.7610 2606.3006 869.7741 3 47.08
Deamidated(Q)@16
No iTRAQ4plex@N-term;
8 244 GSIK ITRAQ4plex(K)@4 cleaved G-G@N-term -0.0392 547.3060 548.3133 547.3451 548.3524 1 38.83
iTRAQ4plex@N-term;
8 24.4 ILDKETTLFK iTRAQ4plex(K)@4; -0.0022 1638.9900 547.3373 1638.9922 547.3380 3 34.28
ITRAQ4plex(K)@10
iTRAQ4plex@N-term;
8 244 LEQASAFGK ITRAQ4plex(K)@9 -0.0136 1237.6774 619.8459 1237.6910 619.8528 2 28.85
8 24.4 LTGN No iTRAQ4plex@N-term cleaved G-L@N-term; cleaved N-I@C-term |0.0052 403.2119 404.2191 403.2067 404.2140 1 46.98
Carbamyl@N-term; .
4.09 117 RGFEGGQMPIHR Oxidation(M)@8 missed R-G@1 -0.0049 1442.6788 481.9002 1442.6837 481.9018 3 35.59
iITRAQ4plex@N-term;
4.09 117 SGLTGNIDAK ITRAQ4plex(K)@10 -0.0005 1262.7069 632.3607 1262.7074 632.3610 2 36.72
4.09 117 TGEIK No ITRAQ4plex@N-term: cleaved G-T@N-term 0.0106 690.4139 691.4212 690.4034 691.4107 1 57.98

iTRAQ4plex(K)@5




iTRAQ4plex@N-term;

4.09 117 VNLR Oxidaton()©2 cleaved P-V@N-term 0.0326 660.4366 661.4439 660.4041 661.4113 1 59.58
LIC12852
iTRAQ4plex@N-term;
232 59 AINLQVPDAELLKR  |Deamidated(Q)@5; missed K-R@13 -0.0232 1868.0743 623.6987 1868.0975 623.7064 3 46.96
ITRAQ4plex(K)@13
iTRAQ4plex@N-term;
232 59 IGIK TRAGAMI(KI@E cleaved V-I@N-term 0.0086 830.5919 416.3032 830.5833 416.2989 2 39.82
232 59 LLGRAEIEGR TRAQ4plex@N-term missed R-A@4 0.0442 1256.7765 629.3955 1256.7323 629.3734 2 51.60
232 59 TLPLLDFYATR TRAQ4plex@N-term ~0.0008 14528091 727.4118 1452.8099 727.4122 2 2957
iTRAQ4plex@N-term;
232 59 VIGIIK TRAGAIKIGE cleaved V-V@N-term -0.0013 929.6504 465.8325 929.6517 465.8331 2 42.10
LIC12849
iTRAQ4plex@N-term;
4.76 10.4 ARIAGIDLPR Deamidated(R)@2; cleaved M-A@N-term; missed R-1@2 -0.0804 1226.6301 614.3223 1226.7105 614.3625 2 42.17
Deami R)@10
4.76 10.4 DLNESQEAAIR 'LIRAQ“'“‘”%\‘C;;""; 0.0079 1389.6037 695.8541 1389.6858 695.8502 2 27.17
4.76 104 IAGIDLPR TRAQ4plex@N-term 0.0028 997.6071 499.8108 997.6042 499.8094 2 30.84
iTRAQ4plex@N-term;
4.76 10.4 SEIQLNIK TRAGAMI(K)@E 0.0001 1231.7382 616.8763 1231.7380 616.8763 2 39.65
iTRAQ4plex@N-term;
iTRAQ4plex(K)@8; .
. ) cleaved P-V@C-term; missed K-R@8;
4.76 10.4 SEIQLNIKRLMDIGCYR| Methythio(C)@15; missed R-L@9; missed R-G@17; missed R-|0.1002 3445.9468 575.3317 3445.8465 575.3150 6 53.13
GLRHRRGLP Oxidation(H)@21; H@20; missed R-R@22; missed R-G@23
Deamidated(R)@22; ! !
Deamidated(R)@23
iITRAQ4plex@N-term;
4.76 10.4 TRKGGK ITRAQ4plex(K)@3; missed R-K@2; missed K-G@3 -0.0151 1077.6833 539.8489 1077.6984 539.8565 2 40.56
iITRAQ4plex(K)@6
iTRAQ4plex@N-term;
4.76 10.4 VKDLNESQEAAR [0S o ¥ -0.0181 1759.9491 587.6570 1759.9672 587.6630 3 28.90
4.76 10.4 YRGLR g" 'TRAQ“"';;SZ"‘"e'm; cleaved C-Y@N-term; missed R-G@2 0.0430 664.4087 665.4160 664.3657 665.3729 1 58.04
LIC12848
2.85 15.4 g';‘glséf"QEVDVMVS ITRAQ4plex@N-term -0.0574 2232.0427 745.0215 2232.1000 745.0406 3 57.98
iTRAQ4plex@N-term;
2.85 15.4 STPYAAQIAAGNAAEK (103 Do ore -0.1185 1849.8593 925.9369 1849.9778 925.9962 2 28.34
LIC12847
iTRAQ4plex@N-term;
4.28 4.3 AYGLLEK TRAGAI(K)@Y -0.0010 1080.6412 541.3279 1080.6423 541.3284 2 40.99
iTRAQ4plex@N-term;
3.46 4.8 EGVDLFLK TRAGAI(K)@E -0.0172 1207.6885 604.8515 1207.7056 604.8601 2 37.34
iTRAQ4plex@N-term;
3.46 4.8 EQVIVELYSK TRAGAIOK(K)@10 0.0021 1494.8558 748.4352 1494.8537 748.4341 2 49.43
iTRAQ4plex@N-term;
3.46 4.8 LFLK TRAGAI(K)@4 cleaved D-L@N-term 0.0155 807.5617 404.7881 807.5462 404.7804 2 43.48
4.28 43 LGFAITR TRAQ4plex@N-term ~0.0001 920.5565 461.2855 920.5565 461.2855 2 1247
3.46 4.8 LGFAITRRQAR ITRAQ4plex@N-term; missed R-R@7; missed R-Q@8 -0.0267 1447.8226 483.6148 1447.8494 483.6237 3 41.73
Oxidation(R)@7
4.28 4.3 LLERRLDNVVYR ITRAQ4plex@N-term; cleaved Q-L@N-term; missed R-R@4; -0.0051 1704.9706 569.3308 1704.9757 569.3325 3 45.37
Oxidation(N)@8 missed R-L@5
LSQSLQGIPSWLSAD |- §
3.46 4.8 VTNEGODVIALPER | TRAQ4plex@N-term 3.0108 3268.6484 1090.5570 3265.6377 1089.5532 3 39.55
QARNFIAHRHILVNGE |GIn->pyro-Glu@N-term; . g A g
4.28 4.3 5 TRAGIex(H) @8 missed R-N@3; missed R-H@9 0.0506 2157.2295 720.0838 2157.1790 720.0669 3 49.04
4.28 43 RLDNVVYR Carbamyl@N-term missed R-L@1L 0.0013 1076.5740 539.2043 10765727 539.2036 2 38.82
iTRAQ4plex@N-term;
3.46 4.8 SSYTENK TRAGAI(KI®Y 0.0064 1133.6025 567.8085 1133.5961 567.8053 2 28.35
3.46 4.8 VDIP iTRAQ4plex@N-term cleaved P-S@C-term 0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86
3.46 48 VDIPSYR TRAQ4plex@N-term 0.0005 992.5418 497.2782 992.5413 497.2779 2 29.94
iTRAQ4plex@N-term; .
3.46 4.8 VDIPSYRINVGDK [ S0 s missed R-L@7 19717 1764.9539 883.4842 1762.9821 882.4983 2 35.69
4.28 43 VSEYGAQLR TRAQ4plex@N-term ~0.0088 11656125 583.8135 11656213 583.8179 2 37.83
LIC12846
DIEVLGTIPVDSIFSPV |[TRAQ4plex@N-term;
13.95 228 oK TRAGAIOK(K)@19 0.0295 2344.3428 782.4549 2344.3133 782.4451 3 50.35
13.95 22.8 EDAN Glu->pyro-Glu@N-term cleaved N-E@N-term; cleaved N-L@C-term [0.1861 429.3357 430.3430 429.1496 430.1569 1 58.43
13.95 228 FVAEPFER TRAQ4plex@N-term ~0.0030 11375911 569.8028 1137.5940 569.8043 2 2191
13.95 228 GFATTIGNSLR 'LIRAQ“'“‘”%\‘C;;W; -0.0350 1280.6497 641.3321 1280.6846 641.3496 2 40.93
Carbamyl@N-term;
13.95 228 GYVPAEEK ITRAQ4plex(Y)@2; 0.0052 1222.6489 612.3317 1222.6437 612.3291 2 35.90

iITRAQ4plex(K)@8




13.95 22.8 HVEELELSVR Carbamyl@N-term 0.0208 1252.6620 627.3383 1252.6412 627.3279 50.37
13.95 228 ::sﬁr\;NHEFSFIEGVAE Carbamyl@N-term 0.0117 2290.0981 1146.0560 2290.0866 1146.0506 52.14
iTRAQA4plex@N-term;
13.95 228 IIHLELK ITRAQ4plex(K)@7 -0.0016 1152.7458 577.3802 1152.7474 577.3810 49.93
iTRAQA4plex@N-term;
13.95 228 IILNLK ITRAQ4plex(K)@6 0.0038 1000.6927 501.3536 1000.6888 501.3517 44.25
iTRAQA4plex@N-term; R g
13.95 228 KIEFN ITRAQ4plex(K)@1 cleaved N-T@C-term; missed K-l@1 0.0078 937.5555 469.7850 937.5477 469.7811 39.26
13.95 22.8 LSTLGLSFGMR iTRAQ4plex@N-term 0.0135 1324.7430 663.3788 1324.7295 663.3720 53.00
13.95 228 NVLR ITRAQ4plex@N-term: cleaved L-N@N-term 0.0326 660.4366 661.4439 660.4041 6614113 59.58
Oxidation(N)@1
SSIEGAAISAIRIEGVN |. R
13.95 22.8 HEFSFIEGVAEDVTR iTRAQ4plex@N-term cleaved M-S@N-term; missed R-@12 -3.6284 3543.1792 1182.0670 3546.8076 1183.2765 52.08
13.95 22.8 TLMSSIEGAAISAIR iTRAQ4plex@N-term -0.0011 1662.9086 832.4615 1662.9096 832.4621 50.62
13.95 22.8 VVFEVSETR iTRAQ4plex@N-term -0.0035 1208.6488 605.3317 1208.6523 605.3334 41.08
19.59 40.0 AAIS iTRAQ4plex@N-term cleaved G-A@N-term; cleaved S-A@C-term |-0.0028 504.3002 505.3075 504.3029 505.3102 56.17
19.59 40.0 DLHI iTRAQ4plex@N-term cleaved P-D@N-term; cleaved I-A@C-term |-0.0038 640.3628 641.3701 640.3666 641.3739 56.98
iTRAQ4plex@N-term;
Deamidated(Q)@2;
19.59 40.0 DQSKIIHLELK iTRAQ4plex(S)@3; missed K-1@4 0.1562 1900.3042 634.4420 1900.1481 634.3900 54.49
iTRAQ4plex(K)@4;
iTRAQ4plex(K)@11
iTRAQ4plex@N-term;
19.59 40.0 EEKDQSK iTRAQ4plex(K)@3; cleaved P-E@N-term -0.0502 1294.6593 648.3369 1294.7094 648.3620 24.96
iTRAQ4plex(K)@7
iTRAQ4plex@N-term;
19.59 40.0 EIDFIGDLVK ITRAQ4plex(K)@10 cleaved L-E@N-term -0.0035 1435.8131 718.9138 1435.8166 718.9156 35.22
iTRAQ4plex@N-term;
19.59 40.0 GRGYVPAEEK Oxidation(R)@2; missed R-G@2 -0.0056 1408.7499 705.3822 1408.7554 705.3850 26.73
iTRAQ4plex(K)@10
iTRAQ4plex@N-term;
19.59 40.0 KIEFNTEANTPNYGK [iTRAQ4plex(K)@1; missed K-1@1 -0.0251 2157.1182 720.0466 2157.1432 720.0550 31.36
iTRAQ4plex(K)@15
LTLEVWTDGSVSPDD |iTRAQ4plex@N-term;
19.59 40.0 AVAQAAK ITRAQ4plex(K)@22 0.0038 2560.3303 854.4507 2560.3264 854.4494 45.94
iTRAQA4plex@N-term;
19.59 40.0 SLEIDFIGDLVK ITRAQ4plex(K)@12 0.0265 1635.9592 818.9869 1635.9327 818.9736 57.51
LIC12774
iTRAQ4plex@N-term;
2 13.1 FRPGNNVGLGK Deamidated(N)@5; 0.0007 1446.8193 483.2804 1446.8187 483.2802 40.54
iTRAQ4plex(K)@11
LIC12747
iTRAQ4plex@N-term;
17 4.3 AGFWGLLQPLADGIK ITRAQ4plex(K)@15 -0.0132 1873.0574 625.3597 1873.0705 625.3641 39.21
GPNRAGFWGLLQPLA [iTRAQ4plex@N-term; . _
17 4.3 DGIK ITRAQ4plex(K)@19 missed R-A@4 0.0118 2297.3005 575.3324 2297.2888 575.3295 53.69
iITRAQ4plex@N-term;
17 4.3 VAGFIQDRK Deamidated(Q)@6; missed R-K@8 0.0348 1321.7947 661.9046 1321.7598 661.8872 37.77
iTRAQ4plex(K)@9
LIC12705
AMYNDLGQLIQEAGP [iTRAQ4plex@N-term;
20.36 15.9 AFPAQVTGIDGVPDA |Deamidated(Q)@20; -0.0257 4479.1235 896.8320 4479.1494 896.8372 40.29
GAPFDAMADEK ITRAQ4plex(K)@41
iTRAQ4plex@N-term;
iTRAQ4plex(K)@9; . - .
20.36 15.9 fggzi’gigi“”mg ITRAQ4pIEX(K)@11; ?gslid RE@2; missed K-N@9; missed K- 5 ) o) 3473.8018  |869.4802 3473.8757 869.4762 41.41
iITRAQ4plex(K)@14;
iTRAQ4plex(K)@25
20.36 159 DSGQ iTRAQ4plex@N-term cleaved D-D@N-term; cleaved Q-S@C-term|0.0042 549.2558 550.2631 549.2516 550.2589 49.61
iTRAQ4plex@N-term;
20.36 159 EDSNIIVSRPI Deamidated(N)@4 cleaved I-Q@C-term 0.0807 1386.8284 694.4214 1386.7476 694.3811 36.95
Glu->pyro-Glu@N-term;
20.36 15.9 EDSNIIVSRPIQR iTRAQ4plex(S)@3; 0.0280 1652.9248 827.4697 1652.8968 827.4557 34.06
Deamidated(R)@9
20.36 159 EDSN”VSRPIQRTGPS Glu->pyro-Glu@N-term cleaved R-P@C-term; missed R-T@13 0.0736 2006.1394 669.7204 2006.0657 669.6959 38.83
iTRAQ4plex@N-term; - mi a
20.36 159 EGVQIKYYNII ITRAQ4plex(K)@6 cleaved I-Y@C-term; missed K-Y@6 0.0175 1626.9401 814.4773 1626.9225 814.4685 2.06
iTRAQ4plex@N-term;
20.36 159 EIFK ITRAQ4plex(K)@4 -0.0679 823.4368 824.4441 823.5047 824.5120 53.59
20.36 15.9 ENIGIDK ITRAQplex@N-term: -0.1209 1075.4908 538.7527 1075.6117 538.8131 36.87

iTRAQ4plex(K)@7




iTRAQ4plex@N-term;

20.36 15.9 ETLQGSADAGK TRAQ4pIeX(K)@11 0.0017 1363.7203 682.8674 1363.7187 682.8666 23.49
iTRAQ4plex@N-term; .
20.36 15.9 ETLQGSADAGKR TRAQ4pIeX(K)@11 missed K-R@11 -0.0257 1519.7941 507.6053 1519.8198 507.6139 25.49
iITRAQ4plex@N-term;
Oxidation(Y)@9;
20.36 15.9 GPGQGGGGYQGNR Deamidated(Q)@10; 0.0657 1729.8169 577.6129 1729.7513 577.5910 24.63
Hex(1)HexNAc(1)(N)@12
iITRAQ4plex@N-term;
20.36 15.9 GPGQGGGGYQGNRG| o o idated(R)@13; cleaved G-Q@C-term; missed R-G@13  [0.0279 17208169  |577.6129 1720.7890 577.6036 24.63
PGPG o
Oxidation(P)@17
20.36 15.9 ggggGGGGYQGNRG iTRAQ4plex@N-term cleaved G-G@C-term; missed R-G@13  [-7.0371 1736.7788 869.3967 1743.8159 872.9152 25.84
iTRAQ4plex@N-term;
20.36 15.9 SSGQGGGGYQGNRG Hex(1)HexNAC(1)NeuAc(2)(N)@1| missed R-G@13 0.0297 26051682 |869.3967 2605.1385 869.3868 25.84
2
20.36 15.9 GSVATVLIQNGTLR __|No iTRAQ4plex@N-term 0.0395 1427.8491 714.9318 1427.8096 714.9121 46.67
iTRAQ4plex@N-term;
20.36 15.9 IDLPAANPEK Oxidation(P)@8; 0.0630 1370.8279 457.9499 1370.7649 457.9289 38.06
iTRAQ4plex(K)@10
iTRAQ4plex@N-term;
IMQELANHGLQSEEW |Deamidated(Q)@3; : .
20.36 15.9 GOETMYAKISAR TRAQADIEX(N@19: missed K-1@23 0.0762 3481.8098 871.4597 3481.7335 871.4407 36.57
iITRAQ4plex(K)@23
IQEAGPAFPAQVTGID [iTRAQ4plex@N-term;
20.36 15.9 GVPDAGAPFDAMADE |Deamidated(Q)@11; cleaved L-I@N-term 0.2044 3473.8948 869.4810 3473.6904 869.4299 53.83
K iTRAQ4plex(K)@32
iITRAQ4plex@N-term;
20.36 15.9 KGDDPSTPSPAASPK [iTRAQ4plex(K)@1; missed K-G@1 -0.0387 1885.9724 629.6647 1886.0111 629.6776 27.41
iTRAQ4plex(K)@15
LDPGRGSVATVLIQNG|iTRAQ4plex@N-term; ; g ’
20.36 15.9 TR Oxidation(D)@2; Oxidation(P)@3|™55ed R-6@5 0.0612 2142.1267 715.0495 2142.1879 715.0699 20.09
20.36 15.9 LQGS iTRAQ4plex@N-term cleaved T-L@N-term; cleaved S-A@C-term (0.0244 547.3333 548.3405 547.3088 548.3160 42.24
No iTRAQ4plex@N-term;
20.36 15.9 LSGK TRAQADIEX(K)@4 cleaved V-L@N-term -0.0413 547.3039 548.3112 547.3451 548.3524 41.87
iTRAQ4plex@N-term;
20.36 15.9 MNLKPGDVIGK iITRAQ4plex(K)@4; -0.0179 1602.9314 535.3177 1602.9493 535.3237 31.84
iTRAQ4plex(K)@11
No iTRAQ4plex@N-term;
20.36 15.9 PSTPSPAASPK TRAQ4PIeX(K)@11 cleaved D-P@N-term -0.0109 11826257 592.3201 1182.6366 592.3256 24.46
20.36 15.9 QDAGRPPR Formyl@N-term -0.0053 923.4521 462.7333 923.4573 462.7359 30.09
iTRAQ4plex@N-term;
20.36 15.9 QGGGSSYPPSR TRAQADIEX(Y)@7 0.0615 1379.7653 690.8899 1379.7037 690.8591 33.61
QGNRGPGQGGGGYQ|GIn->pyro-Glu@N-term; g ¥ ) g
20.36 15.9 SRR Deamidated(N)@3 cleaved Y-Q@N-term; missed R-G@4 0.1091 1642.8287 822.4216 1642.7196 822.3671 52.20
20.36 15.9 QGNRGPGOGGGEYQ| Deamidated(Q)@29: r;-lsGs(gisR-G@ﬂ; missed R-G@32; missed |0.1572 4641.2778 1161.3270 4641.1209 1161.2875 42.36
GNRGPR Deamidated(N)@31
iTRAQ4plex@N-term;
20.36 15.9 QGSADAGK TRAQ4DIEX(K)@E cleaved L-Q@N-term 0.0135 1020.5579 511.2862 1020.5444 511.2795 25.87
iTRAQ4plex@N-term; .
20.36 15.9 STSDRDFSGAENTK (i1 S 4biex(k)@14 missed R-D@5 -0.0112 1801.8574 601.6264 1801.8686 601.6301 26.68
No iTRAQ4plex@N-term;
20.36 15.9 SVTSK TRAQ4DIEX(K)@5 cleaved S-S@N-term 0.0209 664.4087 665.4160 664.3877 665.3950 58.04
20.36 15.9 L‘;PSRPNSGGGYQG iTRAQ4plex@N-term -0.0192 1747.8281 583.6166 1747.8472 583.6230 23.82
iITRAQ4plex@N-term;
20.36 15.9 TIKETLQGSADAGK  [iTRAQ4plex(K)@3; -0.0450 1850.0024 617.6747 1850.0475 617.6898 42.36
iTRAQ4plex(K)@14
VDMDVMLASASNALII [iTRAQ4plex@N-term;
20.36 15.9 GFHVR Oxidation(H)@19 cleaved I-V@N-term -0.0004 2418.2517 807.0912 2418.2521 807.0913 48.36
20.36 15.9 VGDPFVAGVFSGR | DSIEH(ICR)@N-term; -0.0008 1346.6975 674.3560 1346.6983 674.3564 36.77
Methyl(D)@3
iTRAQ4plex@N-term;
20.36 15.9 VVGVSGVSVPKEI Oxidation(P)@10; cleaved I-T@C-term -0.0271 1572.9059 787.4602 1572.9330 787.4738 44.54
iTRAQ4plex(K)@11
LIC12573
7.52 13.1 AEGI iTRAQ4plex@N-term cleaved V-A@N-term; cleaved I-l@C-term  [-0.0076 532.2902 533.2975 532.2979 533.3051 49.25
iTRAQ4plex@N-term;
15.1 20.3 ANVPFGVVIDK ITRAQ4pIeX(K)@11 -0.0027 1445.8459 723.9302 1445.8486 723.9316 32.71
iTRAQ4plex@N-term;
15.1 20.3 ANVPFGVVIDKK iITRAQ4plex(K)@11; missed K-K@11 -0.0022 1718.0435 573.6884 1718.0456 573.6891 33.65

iITRAQ4plex(K)@12




iTRAQ4plex@N-term; No

15.1 20.3 AQIHAGGRGKGGGVK [iTRAQ4plex(K)@10; missed R-G@8; missed K-G@10 0.0322 1680.0110 561.0109 1679.9787 561.0002 3 33.44
iTRAQ4plex(K)@15
iTRAQ4plex@N-term;
151 20.3 AVDK ITRAQ4plex(K)@4 cleaved A-A@N-term -0.0255 719.4166 720.4239 719.4421 720.4494 1 55.36
No iTRAQ4plex@N-term;
7.52 13.1 AVDLKVPLVVR Oxidation(D)@3; missed K-V@5 -0.0330 1367.8292 684.9219 1367.8622 684.9384 2 45.36
iITRAQ4plex(K)@5
iTRAQ4plex@N-term;
iTRAQ4plex(K)@5;
15.1 203 AVDLKVPLWRLQGT | osidation(P)@7; missed K-V@5; missed R-L@11 -0.1085 2560.3596  [857.4605 2560.4683 857.4967 3 44.06
NSELGR .
Deamidated(R)@11;
Deamidated(Q)@13
No iTRAQ4plex@N-term;
151 20.3 AYIK ITRAQAplex(K)@4 cleaved E-A@N-term -0.0048 637.3873 638.3946 637.3921 638.3994 1 56.42
DITEEDPLEVQASEFN [iTRAQ4plex@N-term;
151 20.3 LNYVK ITRAQ4plex(K)@21 0.0155 2740.3533 914.4584 2740.3687 914.4635 3 35.25
7.52 13.1 EILR iTRAQ4plex@N-term 0.0274 673.4519 674.4592 673.4245 674.4317 1 58.31
7.52 131 EPAN No iTRAQ4plex@N-term cleaved A-E@N-term; cleaved N-F@C-term |0.1497 429.3357 430.3430 429.1860 430.1932 1 58.43
15.1 20.3 EYYLSILLDR iTRAQ4plex@N-term -0.0068 1427.7715 714.8930 1427.7782 714.8964 2 44.57
15.1 20.3 GIFVNIFGGIVR iTRAQ4plex@N-term -0.0330 1434.8140 718.4142 1434.8469 718.4307 2 46.25
iTRAQ4plex@N-term;
15.1 20.3 IAIDPGIGLQVNQAR  [Oxidation(P)@5; 0.0391 1724.9934 576.0051 1724.9543 575.9920 3 39.99
i N)@12
iTRAQ4plex@N-term;
151 20.3 IILGDPNVK ITRAQ4plex(K)@9 -0.0141 1255.7603 628.8874 1255.7744 628.8945 2 29.91
iITRAQ4plex@N-term;
Deamidated(Q)@5;
7.52 13.1 ILGMQUITPQTGPEGK | i idated(Q)@10; 0.0382 1972.1177 658.3798 1972.0794 658.3671 3 50.77
iITRAQ4plex(K)@16
No iTRAQ4plex@N-term;
15.1 203 ITGVDDLREAASTIAK |Oxidation(R)@8; missed R-E@8 -0.0667 1818.9142 607.3120 1818.9809 607.3342 3 26.27
iTRAQ4plex(K)@16
iTRAQ4plex@N-term;
151 20.3 ITGVDDLREAASTIAKL Oxidation(D)@6; Oxidation(R)@8|missed R-E@8; missed K-L@1€ -0.0861 2262.1814 755.0677 2262.2675 755.0964 3 36.64
IG h
iTRAQ4plex(K)@16
151 20.3 LITP iTRAQ4plex@N-term cleaved Q-L@N-term; cleaved P-Q@C-term |-0.0291 586.3521 587.3594 586.3812 587.3885 1 54.24
iTRAQ4plex@N-term;
Deamidated(Q)@2;
LQGTNSELGREVLNK [Deamidated(N)@5; . _ g ;
151 20.3 SGLK ITRAQ4pIeX(K)@15: missed R-E@10; missed K-S@15 0.0101 2620.4783 874.5000 2620.4883 874.5034 3 52.53
iTRAQ4plex(S)@16;
iTRAQ4plex(K)@19
iTRAQ4plex@N-term;
151 20.3 QLAFELGLPAESHK ITRAQ4plex(K)@14 0.0054 1827.0188 610.0135 1827.0134 610.0117 3 33.55
No iTRAQ4plex@N-term;
151 20.3 SGLK ITRAQ4plex(K)@4 -0.0392 547.3060 548.3133 547.3451 548.3524 1 38.83
iTRAQ4plex@N-term;
151 20.3 TGGSVVVVK ITRAQ4plex(K)@9 -0.0130 1132.6930 567.3538 1132.7059 567.3602 2 27.14
iITRAQ4plex@N-term;
151 20.3 TKEDAIAAVDK iTRAQ4plex(K)@2; -0.0396 1591.8751 531.6323 1591.9147 531.6455 3 30.32
ITRAQ4plex(K)@11
No iTRAQ4plex@N-term;
7.52 13.1 VIDKK iTRAQ4plex(K)@4; cleaved V-V@N-term; missed K-K@4 -0.0002 889.5839 445.7992 889.5840 445.7993 2 36.74
iITRAQ4plex(K)@5
15.1 203 VNIFGGIVR ITRAQ4plex@N-term: cleaved F-V@N-term 00107 11186677  [560.3411 1118.6570 560.3358 2 28.99
Deamidated(N)@2
LIC12565
ADKMMRTGLRVGDLL [iTRAQ4plex@N-term; cleaved Y-A@N-term; missed K-M@3;
34 4.9 DTSYQTR ITRAQ4plex(K)@3 missed R-T@6; missed R-V@10 -1.0218 2813.4507 704.3699 2814.4724 704.6254 4 41.48
iTRAQ4plex@N-term;
3.34 28 EAGEK ITRAQ4plex(K)@5 cleaved G-E@N-term 0.0525 820.5060 411.2603 820.4534 411.2340 2 40.99
iTRAQ4plex@N-term;
34 4.9 ETTLSQEHK ITRAQ4plex(K)@9 0.0001 1359.7239 454.2486 1359.7238 454.2485 3 25.03
3.34 2.8 GGEFGATTGRPR iTRAQ4plex@N-term -0.0129 1348.6840 450.5686 1348.6969 450.5729 3 35.48
No iTRAQ4plex@N-term;
3.34 28 HLVDEK ITRAQ4pIex(K)@6 0.0147 883.5032 442.7589 883.4885 442.7515 2 38.88
iTRAQ4plex@N-term; .
34 4.9 HSVRINGITSIALTK ITRAQ4plex(K)@15 missed R-1@4 -0.0614 1897.0739 633.3652 1897.1353 633.3857 3 46.35
No iTRAQ4plex@N-term;
LNGKTLDCFPSQGLD [iTRAQ4plex(K)@4; ) g
3.34 28 K Methylthio(C) @8; missed K-T@4 0.0943 2069.1472 518.2941 2069.0529 518.2705 4 47.23

iTRAQ4plex(K)@16




3.34 2.8 QIDS GlIn->pyro-Glu@N-term cleaved S-Q@N-term; cleaved S-A@C-term |0.1552 444.3409 445.3481 444.1856 445.1929 1.85
3.4 4.9 VGDLLDTSYQTR Delta:H(2)C(2) @N-term; 0.0111 1406.7153 704.3649 1406.7042 704.3594 41.38
Methyl(D)@3
iTRAQ4plex@N-term;
3.34 238 VIDFLSK TRAGAI (K@Y 0.0098 1108.6835 555.3490 1108.6736 555.3441 46.12
LIC12564
iTRAQ4plex@N-term;
Deamidated(N)@1;
2 4.4 NSLNINSLSK Deamidated(N)@4; 0.0541 1379.7928 690.9037 1379.7388 690.8767 45.08
Deamidated(N)@6;
iTRAQ4plex(K)@10
No iTRAQ4plex@N-term;
2 4.4 SSLK TRAQAPN KB4 cleaved E-S@N-term 0.0017 577.3574 578.3647 577.3557 578.3630 56.92
iTRAQ4plex@N-term;
2 4.4 WIPDGFHFLGPEDSK |10 S0 ots 0.0208 2032.0507 678.3575 2032.0298 678.3505 35.73
LIC12474
19.52 124 AASIR TRAQ4plex@N-term cleaved Q-A@N-term 0.0326 660.4366 661.4439 660.4041 6614113 59.58
27.84 19.9 DFIIDLVCYR ITRAQ4plex@N-term; 0.0082 1445.7251 723.8698 1445.7169 723.8657 47.05
Methylthio(C)@8
iTRAQ4plex@N-term;
27.84 19.9 DPLGIQKPNR ITRAQ4plex(K)@7; cleaved L-D@N-term -0.0354 14257830 |476.2682 1425.8183 476.2801 29.17
i N)@9
19.52 124 EMGIINLLNAY g'“'>’.’y’°'6':%\‘6"e'm: cleaved Y-R@C-term -0.0207 1232.5905 617.3025 1232.6111 617.3128 43.43
27.84 19.9 EMGIINLLNAYR TRAQ4plex@N-term 0.0003 1549.8412 775.9279 1549.8408 775.9277 36.92
Carbamyl@N-term; .
19.52 124 ERIEELLPGNAR Doamithted(N)@10 missed R-1@2 0.0546 1439.7914 720.9030 1439.7369 720.8757 43.42
iTRAQ4plex@N-term;
27.84 19.9 ESPSPAAGHMK TRAGHIO(K)@1L cleaved H-E@N-term -0.0068 13987101  |467.2440 1398.7169 467.2462 25.84
27.84 19.9 ;PASLSPVED'LQGAF ITRAQ4plex@N-term 0.0036 1990.0681 996.0413 1990.0646 996.0396 41.19
27.84 19.9 GPOQIPIHVNGDDPEA |ITRAQ4plex@N-term; -0.0046 2284.1565 762.3928 2284.1610 762.3943 34.49
VYR D N)@10
IRLSGQDSQRGTFSH |iTRAQ4plex@N-term; . g . g
27.84 19.9 A OO missed R-L@2; missed R-G@10 0.0648 2004.1019 669.0413 2004.0371 669.0196 45.62
iTRAQ4plex@N-term; .
19.52 124 KMESPEFLAPLPR [0 80 0 o o1 missed K-M@1 0.0000 1802.0004 601.6741 1802.0004 601.6741 47.19
iTRAQ4plex@N-term;
27.84 19.9 KPLVIVTPK ITRAQ4plex(K)@1; -0.0023 14259625  |476.3281 1425.9648 476.3289 31.47
iTRAQ4plex(K)@9
iTRAQ4plex@N-term;
27.84 19.9 LAEIVDLYEK TRAGAIO(K)@10 0.0059 1479.8488 740.9316 1479.8428 740.9287 34.22
iTRAQ4plex@N-term;
19.52 12.4 LAPLPRGIK Deamidated(R)@6; cleaved F-L@N-term; missed R-G@6 -0.0170 1252.7941 627.4043 1252.8111 627.4128 44.40
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;
27.84 19.9 LDPLGIQKPNR TRAGHMI(K)@E -0.0016 1537.9169 513.6462 1537.9184 513.6467 3114
iTRAQ4plex@N-term;
27.84 19.9 LGHNETDEPAFTQPK [ 3 0 @1t -0.0017 1970.9924 658.0048 1970.9941 658.0053 28.86
27.84 19.9 ;HLQEQDQLVLDAFQ ITRAQ4plex@N-term -0.0421 2011.0074 1006.5110 2011.0496 1006.5321 53.92
19.52 124 '[g';'SPAD'DTWDSET Carbamyl@N-term 0.0131 2194.0996 1098.0570 2194.0866 1098.0506 46.57
iTRAQ4plex@N-term;
27.84 199 hgé;YGENGALLEELY Deamidated(N)@8; 0.0063 26203401  |874.4540 26203338 874.4519 38.74
ITRAQ4plex(K)@20
iTRAQ4plex@N-term;
27.84 19.9 LNPETLDKEWK iTRAQ4plex(K)@8; -0.0321 1803.9775 602.3331 1804.0096 602.3438 34.40
ITRAQ4plex(K)@11
27.84 19.9 1SGQ TRAQ4plex@N-term Cleaved Q-D@C-term 0.0244 547.3333 548.3405 547.3088 548.3160 4224
iTRAQ4plex@N-term;
1952 124 \Lli'(‘;ASF\;“RPSH"ECVDPV Deamidated(N)@6; 0.1287 25303970  |844.4729 2530.2682 844.4300 49.30
Methylthio(C)@12
iTRAQ4plex@N-term;
19.52 12.4 LSLAFNPSHLECVDPV | (i dation(P)@7; Oxidation(H)@9|missed R-A@22 0.1182 2788.5303 930.5174 2788.4122 930.4780 57.60
VTGSVRAR "
Methyithio(C)@12
27.84 19.9 NARL ITRAQ4plex@N-term E:ie;‘;zd::\‘@%me"": cleaved L-V@C-termy, o1 616.4594 617.4667 616.3778 617.3851 55.94
19.52 124 QMLR TRAQ4plex@N-term 0.0171 690.4139 691.4212 690.3969 691.4041 57.98
iTRAQ4plex@N-term;
27.84 19.9 QTLIGDKDR TRAGAI(KI@Y -0.0147 13327458 |445.2559 1332.7605 445.2608 27.83
iTRAQ4plex@N-term;
27.84 19.9 ELGHNETDEPAFTQP Oxidation(H)@4; missed R-L@1 -0.0031 21430872 |715.3696 2143.0902 715.3707 46.98

iITRAQ4plex(K)@16




Protein Terminal Acetyl@N-term;

27.84 19.9 SAGK RN (K @4 cleaved F-S@N-term -0.0049 547.3039 548.3112 547.3088 548.3160 41.87

27.84 19.9 SAVATSFTDAQAASIR [iTRAQ4plex@N-term 0.0044 1738.9015 870.4580 1738.8972 870.4559 58.53

19.52 12.4 SRST iTRAQ4plex@N-term cleaved E-S@N-term; cleaved T-L@C-term; | 0, 503.3337 594.3409 503.3255 504.3328 50.51

missed R-S@2

iTRAQ4plex@N-term;

27.84 19.9 STLYATDLAK TRAGAI(K)@10 -0.0172 1369.7524 685.8835 1369.7697 685.8921 29.01
iITRAQ4plex@N-term;

27.84 19.9 TDKDNLSYADVK ITRAQ4plex(K)@3; -0.0292 1799.9338 600.9852 1799.9631 600.9950 30.52
ITRAQ4plex(K)@12
iTRAQ4plex@N-term;

27.84 19.9 VDTMQGVWSK Deamidated(Q)@5; 0.0276 1438.7646 480.5955 1438.7370 480.5863 25.65
ITRAQ4plex(K)@10
iTRAQ4plex@N-term;

27.84 19.9 VEQIYPFPAK Oxidation(P)@8; 0.0337 1494.8663 748.4404 1494.8326 748.4236 39.04
ITRAQ4plex(K)@10

19.52 124 VQALTSVPQGF ITRAQ4plex@N-term cleaved I-V@N-term; cleaved F-T@C-term |-0.0044 1289.7057 430.9092 1289.7101 430.9107 39.31
iTRAQ4plex@N-term;

19.52 12.4 VWFSAGK TRAGHI(K)@Y -0.0029 994.6026 498.3086 994.6055 498.3100 38.42

19.52 12.4 YHLGYSNSR No ITRAQ4plex@N-term; 00114 1096.5052 549.2599 1096.4938 549.2542 37.50
Deamidated(N)@7
iTRAQ4plex@N-term;

19.52 12.4 YIPLNHISSK TRAGHI(K)@10 0.0018 1458.8456 487.2892 1458.8438 487.2886 43.34

LIC12350

No iTRAQ4plex@N-term;

572 63 AAIFPLMK TRAQIPN(K) @8 0.0447 1033.6564 517.8354 1033.6116 517.8131 39.75

5.72 6.3 EIGT No iTRAQ4plex@N-term cleaved D-E@N-term; cleaved T-P@C-term [0.0354 418.2418 419.2491 418.2064 419.2136 49.86

5.72 6.3 EIMA Glu->pyro-Glu@N-term cleaved N-E@N-term; cleaved A-R@C-term [0.0360 444.2403 445.2475 444.2043 445.2115 16.49
iTRAQ4plex@N-term;

FADLSKLGNIEYDDGG|iTRAQ4plex(K)@6; U . i}

572 63 oK Deamnted(N) @S, cleaved I-F@N-term; missed K-L@6 0.0160 2515.3010 839.4410 2515.3172 839.4463 35.37
ITRAQ4plex(K)@20
iTRAQ4plex@N-term;

572 63 GEGFATGLTLEK TRAGAIOK(K)@12 0.0142 1509.8424 755.9285 1509.8282 755.9214 48.13
iTRAQ4plex@N-term;

GGLSNTFDYGPYGVE [iTRAQ4plex(K)@21; N g

572 63 LLONLKOLWWK Ot W) 25, cleaved Y-G@N-term; missed K-Q@21  |0.0888 3473.9238 869.4882 3473.8349 869.4660 12.05
ITRAQ4plex(K)@26
iTRAQ4plex@N-term;

572 63 KIPFGIAQIGK ITRAQ4plex(K)@1; missed K-1@1 -0.0450 1602.9738 535.3318 1603.0187 535.3468 36.47
ITRAQ4plex(K)@11
iTRAQ4plex@N-term;

572 63 LGNIEYDDGGAIGKR |DeamidatedN)@3; missed K-R@14 0.0204 1881.9880 628.3366 1881.9676 628.3298 30.11

: - ITRAQ4plex(K)@14; i : - : - -

Oxidation(R)@15

572 63 LLNP g" 'TRAQ‘"":;(ggN“e'm; cleaved I-L@N-term; cleaved P-K@C-term |0.0110 456.2694 457.2766 456.2584 457.2657 56.48
iTRAQ4plex@N-term;

572 63 LNFK TRAGAI(K)@4 cleaved F-L@N-term 0.0016 808.5067 405.2606 808.5051 405.2598 29.09
iTRAQ4plex@N-term;

572 63 TDYDLNQHQK TRAGAIGKK)@10 0.0063 1548.7841 517.2686 1548.7776 517.2665 26.38

572 63 VSTT ITRAQ4plex@N-term cleaved V-V@N-term; cleaved T-R@C-term |0.0325 550.3409 551.3482 550.3084 551.3157 56.04

572 63 VWVEP ITRAQ4plex@N-term cleaved F-V@N-term; cleaved P-A@C-term |0.0104 586.3553 587.3625 586.3448 587.3521 53.86
iTRAQ4plex@N-term;

572 63 YQDQVQNK TRAGAI(K)@E -0.0132 1309.6738 655.8442 1309.6870 655.8508 26.62

572 63 YVPFVVEPALGVNR 'ETRAQ"'“'G’(%;\‘C;%"“ -0.0243 1703.9126 852.9636 1703.9368 852.9757 34.37

LIC12335

iTRAQ4plex@N-term;

773 118 ADPEIFAALK TRAGAIOK(K)@10 0.0056 1361.7854 681.9000 1361.7798 681.8972 33.55
iTRAQ4plex@N-term;

7.73 11.8 GGIQEMTQK Deamidated(Q)@8; 0.0201 1279.6887 640.8516 1279.6686 640.8416 30.59
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;

7.73 118 IDFSK TRAGAI(KI@E cleaved T-I@N-term 0.0062 896.5273 449.2709 896.5211 449.2678 29.80
iTRAQ4plex@N-term;

773 118 IYKPIPYGVDSK ITRAQ4plex(K)@3; -0.0010 1811.0548 604.6922 1811.0558 604.6926 31.16

iITRAQ4plex(K)@12




iTRAQ4plex@N-term;

773 18 KYIETVLANAK gﬁgﬁ;ﬂg)(gg L missed K-Y@1 -0.2034 1696.8055  |566.6091 1697.0089 566.6769 3 33.46
iTRAQ4plex(K)@11
2.88 63 LGTPALTTR TTRAQ4plex@N-term 200035 1072.6328___|537.3237 1072.6362 5373254 2 38.32
7.73 118 LRGP No iTRAQ4plex@N-term E:?:S‘;zd; égg"‘e’"“ cleaved P-R@C-term;| 15 441.2587 442.2660 441.2700 442.2772 1 60.44
773 118 NPPAVASGIR TTRAQ4plex@N-term 0.0090 1124.6514___ |563.3329 1124.6424 563.3285 2 26.69
7.73 118 QANM E'”'”.’ym'G':%\‘;e"": cleaved A-Q@N-term; cleaved M-A@C-term|-0.0185 446.1286 447.1359 446.1471 447.1544 1 357
7.73 118 TLAEVFVK :lsﬁgjglsiﬁ;‘é;grm; -0.0074 1193.7190 597.8668 1193.7263 597.8704 2 38.26
773 118 XFPG'QGGPLMHV'AA :lsﬁgjglsiﬁ;‘é;i;m; -0.0147 2022.1545 675.0588 2022.1692 675.0637 3 35.02
4.88 63 YAEGYPGK :lsﬁgjglsiﬁ;‘é;grm; 0.0004 1171.6122 586.8134 1171.6117 586.8131 2 35.78
LIC12285
6 4.3 AADVGADLVGK :lsﬁgjglsiﬁ;gim; 0.0017 1302.7404 652.3774 1302.7387 652.3766 2 28.95
6 13 AAVDMVEEVR TTRAQ4plex@N-term 0.0048 1261.6506 __ |631.8326 1261.6458 6318302 2 29.76
iTRAQ4plex@N-term; .
6 4.3 AFRVAFDSGAVMGF | TSRl O cleaved F-G@C-term; missed R-V@3 00104 1618.8040  [810.4092 1618.7935 810.4041 2 51.85
iTRAQ4plex@N-term;
6 4.3 ORTOTLDAAGNTTAM | peamidated(N)@11; missed R-T@2 0.0017 2079.1606  |694.0608 2079.0688 694.0302 3 42.02
ITRAQ4plex(K)@18
6 4.3 EIPGIMEGK :lsﬁgjgtiﬁ)'\ggrm; -0.0244 1260.6748 631.3447 1260.6991 631.3568 2 30.01
6 4.3 LIFK :ﬁﬁgistiﬁ)’\gzrm; cleaved G-L@N-term 0.0065 807.5527 404.7836 807.5462 404.7804 2 39.59
Lic12211
2.02 123 ISAVYK :lsﬁgjg:z%\g?m; -0.0097 967.5850 484.7997 967.5946 484.8046 2 38.21
iTRAQ4plex@N-term;
202 123 ISAVYKNGVLNLTLPK g::ﬁ;‘g:g%ggi missed K-N@6 -0.0016 2162.3022  |721.7747 2162.3040 721.7753 3 53.61
iITRAQ4plex(K)@16
4.44 24.6 ISGK !f‘r;:gf’ﬁ:x"(';;g AN“e'm; cleaved II@N-term -0.0413 547.3039 548.3112 547.3451 548.3524 1 41.87
iTRAQ4plex@N-term;
4.44 246 NGVLNLTLPK Deamidated(N)@1; -0.0044 1356.8176  |679.4161 1356.8220 679.4183 2 32.40
ITRAQ4plex(K)@10
202 123 SAVYK :lgﬁgjglsiﬁ)l\g;rm; cleaved I-S@N-term -0.0215 854.4891 428.2518 854.5105 428.2625 2 41.97
242 246 TFTLTESVEEDR TTRAQ4plex@N-term 00133 1569.7778___|785.8962 1569.7644 785.8895 2 59.32
4.44 24.6 \é'\jlg;?EEN'VLLADLP :lsﬁgjgtiﬁ)'\g;m; -0.0425 2811.3884 938.1368 2811.4310 938.1509 3 49.26
Lic12113
0 20.9 EFLINQNILR TRAQ4plex@N-term 20.0020 1402.8035___|702.4090 1402.8054 702.4100 2 33.26
4 20.9 ELTT Glu->pyro-Glu@N-term cleaved Y-E@N-term; cleaved T-I@C-term |[0.0102 444.2322 445.2395 444.2220 445.2293 1 59.77
iTRAQ4plex@N-term; A .
4 20.9 ELTTITRVSSREVAK |Deamidated(R)@7; fr'“e;‘/;dg EglNl term; missed RV@7; -0.0377 1978.0925 660.3715 1978.1302 660.3840 3 29.89
ITRAQ4plex(K)@15
0 20.9 NYELTTITR TTRAQ4plex@N-term 20,0016 12536721 |627.8433 1253.6738 627.8442 2 29.40
4 20.9 TTITRVSSR iTRAQ4plex@N-term cleaved L-T@N-term; missed R-V@5 -0.0545 1163.6200 582.8173 1163.6744 582.8445 2 29.51
No iTRAQ4plex@N-term; .
4 20.9 YELTTITRVSSR Deamidat(FG12 cleaved N-Y@N-term; missed R-V@8 00371 14257834 |476.2684 1425.7464 476.2561 3 29.06
LiC12111
3.92 87 FTADPELAK :lgﬁgjstiﬁ)’ggrm; 0.0141 1278.7205 640.3675 1278.7063 640.3604 2 28.90
3.92 87 LERFITNR gﬁgg;ﬂ%gd"erm; cleaved L-L@N-term; missed R-F@3 -0.0458 1207.6337 403.5518 1207.6795 403.5671 3 28.68
3.92 87 NIELLERFITNR ',_IRAQ"F'”%;\‘C;?""; missed RF@7 0.1153 1662.0377 555.0198 1661.9223 554.9814 3 33.44
3.92 8.7 RITGTSARYQRVLAR |No iTRAQ4plex@N-term (/"'C:)S‘leld RA@1; missed R-Y@8; missed R- | o545 1746.9124 583.3114 1746.9965 583.3305 3 46.69
3.92 8.7 SENEIKEER :Igﬁgf‘s::ﬁ;\g?m; cleaved M-S@N-term -0.0385 14207017 [474.5745 1420.7402 474.5873 3 27.10
3.92 8.7 SIGLLPYK :lgﬁg:s::iﬁ)’\ggrm; -0.0081 11777234 [589.8690 1177.7314 580.8730 2 31.40
LIC12110
iTRAQ4plex@N-term;
iITRAQ4plex(K)@12;
2,05 101 VR SDACOLKEVAD oxidation(Y)@18; missed R-N@20; missed K-R@26 -0.0296 3456.8071  [865.2090 3456.8367 865.2164 4 53.82
Oxidation(R)@20;

ITRAQ4plex(K)@26




iTRAQ4plex@N-term;

2.05 101 ILQKDVINLGDAGDLK [iTRAQ4plex(K)@4; cleaved V-I@N-term -0.1391 2143.1187 715.3802 2143.2578 715.4265 39.32
ITRAQ4plex(K)@16
iTRAQ4plex@N-term; .
2.89 101 KIEIAEPIR TRAGAMI(K)@1 missed K-1@1 0.0059 13558440  |452.9553 1355.8380 452.9533 44.09
iTRAQ4plex@N-term;
2.05 101 LAEGIQPTITLHVK [ 0 o1 -1.0442 1806.0370 603.0196 1807.0811 603.3676 32.86
iTRAQ4plex@N-term;
2.05 101 LFGAVTPIDVASILK [0 B 1t -0.0075 1831.0988 916.5566 1831.1063 916.5604 38.07
iTRAQ4plex@N-term;
2.05 101 NFLFPK TRAGAMI(K)@E -0.0020 1052.6243 527.3194 1052.6262 527.3204 43.60
LIC11980
iTRAQ4plex@N-term;
2 211 DLGDGIRSFR Oxidation(F)@9; missed R-S@7 00134 1295.6726 648.8436 1295.6592 648.8369 32,59
Deamidated(R)@10
iTRAQ4plex@N-term;
2 211 LFGGK TRAGHMI(K)@E cleaved L-L@N-term 0.0016 808.5067 405.2606 808.5051 405.2598 29.09
2 211 :gLiESDDSSQQ'SQ ITRAQ4plex@N-term -0.0227 2267.0044 756.6754 2267.0271 756.6830 26.65
LIC11954
iTRAQ4plex@N-term;
2 37 DVLLGLDAASSEFYDK| (73 P o o 0.0148 2030.0601 677.6940 2030.0452 677.6890 49.19
2.44 19 ELLR TRAQ4plex@N-term Cleaved N-E@N-term 0.0274 673.4519 674.4592 673.4245 674.4317 58.31
No iTRAQ4plex@N-term;
2 37 GSLSETLSSIEMAK |12 ) k@14 cleaved I-G@N-term -0.0476 1595.7722 798.8934 1595.8198 798.9172 55.87
iTRAQ4plex@N-term;
2 37 IQAREIMDSR Deamidated(R)@4; missed R-E@4 0.0233 1506.8301 503.2840 1506.8068 503.2762 28.05
iTRAQ4plex(S)@9
iTRAQ4plex@N-term;
2.44 19 MGAEIFHSLK TRAGAIOK(K)@10 0.0108 14197896 |474.2704 1419.7788 474.2669 50.56
iTRAQ4plex@N-term;
2 37 SHHSQIQKIQAR Deamidated(Q)@7: cleaved M-S@N-term; missed K-1@8 -0.0267 1736.9259 869.4702 1736.9525 869.4836 58.40
: ITRAQ4plex(K)@8; i : : - - - -
Oxidation(R)@12
2.44 19 YTNVVSHR TRAQ4plex@N-term 0.0002 11185957 560.3051 11185954 560.3050 35.75
LIC11889
2.92 32 ADMGAYYNR TRAQ4plex@N-term 0.0061 12035526 602.7836 12035464 602.7805 37.31
2.92 32 INHN ITRAQ4plex@N-term cleaved II@N-term; cleaved N-L@C-term  |0.0163 640.3578 641.3651 640.3415 641.3487 59.26
No iTRAQ4plex@N-term;
2.92 32 INHNLSAVNAHR Oxidation(N)@4; cleaved II@N-term 0.0050 1361.6851 681.8498 1361.6800 681.8473 41.74
i N)@9
2.92 32 LFEGQFAR TRAQ4plex@N-term 0.0031 11105975 556.3060 11105944 556.3045 4253
2.92 32 LRTQINGLRQAER 'gRAQ"p'eX@;))';‘(;el'O"“ missed R-T@2; missed R-Q@9 0.1158 1699.0768 567.3662 1698.9611 567.3276 45.39
2.92 32 MINHNLSAVNAHR | TRAQ4PIeX@N-term; 0.0012 1748.9238 583.9819 1748.9226 583.9815 47.44
Oxidation(H)@5
LIC11840
iTRAQ4plex@N-term;
2.02 17 ALDSLK TRAGAMI(KIGE cleaved I-A@N-term -0.0126 933.5613 467.7879 933.5739 467.7942 37.33
2.02 17 EDIQGSIAHAR No ITRAQ4plex@N-term; 0.0317 1211.6212 606.8179 1211.5895 606.8020 41.35
Oxidation(H)@9
iTRAQ4plex@N-term;
2.02 17 ELGLSK TRAGAI(KIGE -0.0126 933.5613 467.7879 933.5739 467.7942 37.33
2.02 1.7 ELIR iTRAQ4plex@N-term cleaved A-E@N-term 0.0274 673.4519 674.4592 673.4245 674.4317 58.31
iTRAQ4plex@N-term; R .
202 17 /(;’I'_‘ESSNRDLQEDKL Oxidation(D)@13; ﬂ?;‘gﬂfgife’m' missed R-D@8; -0.0082 26983977 |675.6067 2698.4057 675.6087 36.12
ITRAQ4plex(K)@14
iTRAQ4plex@N-term;
2.02 17 ISYGGTSK TRAGAMI(KI@E 0.0027 1099.6145 550.8145 1099.6117 550.8131 34.97
iTRAQ4plex@N-term;
2.02 17 LDSLK Oxidation(D)@2; cleaved A-L@N-term 0.0691 878.6008 440.3077 878.5317 440.2731 43.63
iITRAQ4plex(K)@5
iTRAQ4plex@N-term;
2.02 17 LSADK TRAGAMIO(KI@E cleaved S-L@N-term 0.0117 820.5016 411.2581 820.4898 411.2522 40.92
iTRAQ4plex@N-term;
2.02 17 LVMLK TRAGAMIO(KI@E cleaved L-L@N-term 0.0145 890.6012 446.3079 890.5867 446.3006 42.74
iTRAQ4plex@N-term;
202 17 VSPNSMDGVSSRDHI |1y iated(N)@4; missed R-D@12 01854 3679.9505  [920.9971 3679.7741 920.9508 56.20
LEFLFACTQLMIHVSR !
Methylthio(C)@22
LiC11822
iTRAQ4plex@N-term;
3.22 4.3 AAAATVK TRAGAI(KI@Y -0.0781 918.4961 460.2553 918.5742 460.2944 44.35
iTRAQ4plex@N-term;
3.22 4.3 DIILAIIGK TRAGAI(KI@S -0.0089 1242.8066 622.4106 1242.8155 622.4150 51.67
3.22 4.3 LAIIGK ITRAQ4plex@N-term; cleaved I-L@N-term 0.0074 901.6279 451.8212 901.6204 451.8175 41.54

iTRAQ4plex(K)@6




322 43 VQAIVVPGSGR TRAQ4plex@N-term ~0.0098 1225.7167 613.8656 1225.7265 613.8705 39.72
LiC11821
No iTRAQ4plex@N-term;
4 218 DAGTK TRAQAPENKIBE cleaved D-D@N-term 0.0364 634.3772 635.3845 634.3408 635.3481 54.37
iTRAQ4plex@N-term;
iTRAQ4plex(K)@2;
Deamidated(N)@8;
4 218 xs;gggl"l‘féAAL"DRp Oxidation(P)@17; -0.0498 34248508  |857.2200 3424.9005 857.2324 40.58
Deamidated(N)@18;
Dehydrated(D)@20;
ITRAQ4plex(K)@27
SEEVEELFHLVSTNVG[ITRAQ4plex@N-term;
4 218 I TRAGAIOK(K)@16 -0.0211 2275.1729 759.3983 2275.1940 759.4053 37.43
iTRAQ4plex@N-term;
iTRAQ4plex(K)@7;
4 218 VIVDLDKQTVTGPTGK |Deamidated(Q)@8; missed K-Q@7 -0.0037 2119.2065 707.4094 2119.2102 707.4107 39.25
Oxidation(P)@13;
iTRAQ4plex(K)@16
LiC11781
iTRAQ4plex@N-term;
16.01 30.7 AGVPVK TRAGAI(KIGE 0.0082 857.5661 429.7903 857.5578 429.7862 25.54
16.01 30.7 EINWALLVGSVPR _|ITRAQ4plex@N-term 20,0417 1596.8693 799.4419 1596.9110 799.4628 38.98
Glu->pyro-Glu@N-term;
16.01 30.7 EINWALLVGSVPRK  |Oxidation(N)@3; missed R-K@13 0.0025 1722.9928 575.3382 1722.9903 575.3374 49.93
ITRAQ4plex(K)@14
EVTHLGIWGNHSATQ |iTRAQ4plex@N-term;
16.01 30.7 VPDRVNTK TRAGAIOK(K) @53 00125 2965.4727 742.3754 2965.4602 742.3723 36.79
16.01 307 GASSAASAANGVVDT (ITRAQ4plex@N-term; -0.0084 1676.8367 839.4256 1676.8451 839.4208 26.86
VR D N)@10
iTRAQ4plex@N-term;
16.01 30.7 GLIFGFPLK TRAGAI(KI@S 0.0123 1278.8068 640.4106 1278.7944 640.4045 42.56
iITRAQ4plex@N-term;
16.01 30.7 GVIMELEDCAFPLLQK |Methylthio(C)@9; 0.0370 2139.1392 1070.5770 2139.1022 1070.5584 353
ITRAQ4plex(K)@16
16.01 30.7 e ITRAQ4plex@N-term cleaved G-I@N-term; cleaved P-T@C-term |-0.0291 586.3521 587.3594 586.3812 587.3885 54.24
iTRAQ4plex@N-term;
16.01 30.7 INGGIFVNQGK Deamidated(N)@2; 0.0261 1434.8335 718.4240 1434.8074 718.4110 31.67
ITRAQ4plex(K)@11
16.01 30.7 ITHEELVSER TRAQ4plex@N-term ~0.0076 1355.7091 452.9103 1355.7167 452.9128 27.70
No iTRAQ4plex@N-term;
16.01 30.7 ITHEELVSERNEVK  |Deamidated(R)@10; missed R-N@10 0.0514 1827.0010 914.5078 1826.9496 914.4821 52.22
ITRAQ4plex(K)@14
iITRAQ4plex@N-term;
iTRAQ4plex(K)@1; . . ¥
16.01 30.7 KVENIQGISLNDFAK (o= ot missed K-V@1 0.1538 2107.0718 703.3645 2107.2254 703.4158 43.98
iTRAQ4plex(K)@15
16.01 30.7 SSAASAANGWWDTVR [[TRAQ4pIEX@N-term; cleaved A-S@N-term -0.0084 15487782 |775.3964 1548.7865 775.4006 26.55
Deamidated(N)@8
16.01 30.7 XAWGAAGQ'GYSLLF ITRAQ4plex@N-term 0.0076 1866.0562 934.0353 1866.0485 934.0315 60.51
iITRAQ4plex@N-term;
16.01 30.7 VEIIQGISLNDFAKEK ~ [iTRAQ4plex(K)@14; 0.0102 2235.2942 746.1053 2235.2840 746.1019 36.27
ITRAQ4plex(K)@16
16.01 30.7 VGSVPR ITRAQ4plex@N-term; cleaved L-V@N-term 0.0099 758.4507 759.4580 758.4408 759.4481 49.96
Deamidated(R)@6
iTRAQ4plex@N-term;
16.01 30.7 VTVSSDLDTAFK TRAGHI(K)@12 00115 1569.8608 785.9377 1569.8494 785.9320 59.29
LIC11767
Glu->pyro-Glu@N-term;
Oxidation(M)@2; .
2 47 EMQEKYPVISEVR | @S missed K-Y@5 -0.0009 1749.8721 875.9433 1749.8729 875.9437 34.37
iTRAQ4plex(K)@5
2 47 SL{EF'EPNNDEAWAAF ITRAQ4plex@N-term 0.0027 2277.1426 760.0548 2277.1399 760.0539 38.50
LIC11760
iTRAQ4plex@N-term;
37 319 AAIKDNGGSLGVLAPK |1 RAQ4PIEX()@4; 0.0197 1943.1614 648.7277 1943.1417 648.7212 45.36
Deamidated(N)@6;
iITRAQ4plex(K)@16
Carbamyl@N-term;
37 319 GTVSGNNVSHSHIK  |Deamidated(N)@6; 00116 1623.8203 542.2807 1623.8087 542.2768 35.04
ITRAQ4plex(K)@14
LIC11745
971 18.9 AEIEGDMGDSHMGLQ lirp A Qaplex@N-term 0.0441 1959.9342 654.3187 1959.8900 654.3040 58.72

AR




AEIEGDMGDSHMGLQ

iTRAQ4plex@N-term;

971 18.9 ARLMSOALR ITRAQ4plex(S)@10; missed R-L@17 0.0913 2904.5049 969.1756 2904.4136 969.1451 3 52.62
D Q@15
Carbamyl@N-term;
36 74 AKEDAPSVDDSK ITRAQ4plex(K)@2; 0.0034 1591.7968 796.9056 1591.7933 796.9039 2 33.97
ITRAQ4plex(K)@12
iTRAQ4plex@N-term;
Deamidated(N)@12; .
36 7.4 DLNSLPLLVQENNKK [ 014, missed K-K@14 -0.0074 2157.2295 720.0838 2157.2371 720.0863 3 49.04
iTRAQ4plex(K)@15
iTRAQ4plex@N-term;
971 18.9 EDAPSVDDSKK ITRAQ4plex(K)@10; missed K-K@10 -0.0358 1621.8168 541,6129 1621.8524 5416248 3 26.75
ITRAQ4plex(K)@11
iTRAQ4plex@N-term;
971 18.9 EGSLVDLGVK TRAGAIOK(K)@10 0.0108 1303.7700 652.8923 1303.7591 652.8868 2 30.57
iTRAQ4plex@N-term;
971 18.9 EKEESVGNR TRAGAMI(K)@D -0.0500 1334.6534 445.8918 1334.7034 445.9084 3 26.08
GGVAAFIDAEHALDPS [iTRAQ4plex@N-term;
971 18.9 M TRAGAIOK(K)@19 0.0056 2219.1521 740.7247 2219.1466 740.7228 3 37.10
No iTRAQ4plex@N-term;
36 7.4 GSIMKLGSDSAK Oxidation(M)@4; missed K-L@5 -0.0426 1496.7687 749.3916 1496.8112 749.4129 2 33.70
g ’ ITRAQ4plex(K)@5; : : i - - :
iTRAQ4plex(K)@12
iTRAQ4plex@N-term;
971 18.9 KLAIEQAMSQIEK ITRAQ4plex(K)@1; missed K-L@1 0.0093 1920.1172 641.0463 1920.1080 641.0433 3 35.99
ITRAQ4plex(K)@13
LGSDSAKQTVQVIPS |No ITRAQAplex@N-term;
971 18.9 GSLDLDIALGIGGYPIG [iTRAQ4plex(K)@7; missed K-Q@7 -0.0417 3456.8169 865.2115 3456.8586 865.2219 4 62.61
R Oxidation(D)@21
iTRAQ4plex@N-term; . .
971 18.9 LMSQALRKLT Oxidation(M)@2; fr'“e;‘/;d; 'LG@@;C"e’m' missed R-K@7; 00324 1463.9063  |488.9760 1463.8738 488.9652 3 47.37
iITRAQ4plex(K)@8
iTRAQ4plex@N-term;
9.71 18.9 MGESIMK Oxidation(M)@1; 0.0742 1114.6348 558.3246 1114.5606 558.2876 2 39.22
Oxidation(M)@6;
iTRAQ4plex(K)@7
971 18.9 NNPEIALTIENMVR __|ITRAQ4plex@N-term 20,0141 1756.9122 879.4634 1756.9264 879.4705 2 4349
3.6 7.4 NQIR iTRAQ4plex@N-term cleaved I-N@N-term 0.0526 673.4519 674.4592 673.3993 674.4066 1 58.31
No iTRAQ4plex@N-term;
971 18.9 NTEK TRAQIPeN KB4 cleaved Y-N@N-term 0.0042 634.3450 635.3523 634.3408 635.3481 1 37.78
9.71 18.9 PIGR No iTRAQ4plex@N-term cleaved Y-P@N-term -0.0113 441.2587 442.2660 441.2700 442.2772 1 60.44
LIC11726
iTRAQ4plex@N-term;
2 4.0 DLKDYVR ITRAQ4plex(K)@3; cleaved M-D@N-term -0.1394 1339.6432 4475550 1339.7825 447.6014 3 27.79
iTRAQ4plex(Y)@5
iTRAQ4plex@N-term;
FDTTLRDGEQCPGAA P :
Methylithio(C)@11; cleaved I-F@N-term; missed R-D@6; ~
2 4.0 AKATENEKLElASQLATM TRAQIpIEN(K)@DL: micsod KLG2L 0.0112 3975.9304 994.9899 3975.9416 994.9927 4 41.84
ITRAQ4plex(K)@32
iTRAQ4plex@N-term;
iTRAQ4plex(K)@2;
2 4.0 NKTQKTGSR Deamidated(Q)@4; missed K-T@2; missed K-T@5 -0.0588 1595.8854 532.9691 1595.9442 532.9887 3 31.99
iTRAQ4plex(K)@5;
iTRAQ4plex(S)@8
iTRAQ4plex@N-term;
2 4.0 QIECTINGIGER Methylthio(C)@4; 0.1554 1522.8795 762.4470 1522.7241 762.3694 2 55.20
Deami N)@7
2 4.0 \é'i'\'/igGFPVSSPVQF ITRAQ4plex@N-term -0.0141 2431.2729 811.4316 2431.2869 811.4362 3 37.87
LiC11701
6.13 56 AREP No iTRAQ4plex@N-term cleaved V-A@N-term; cleaved P-I@C-term; |, ) oq 471.2641 472.2714 471.2441 472.2514 1 41.08
missed R-E@2
iTRAQ4plex@N-term;
6.03 56 DIRNNER Oxidation(R)@3; missed R-N@3 0.0052 1076.5385 539.2765 1076.5332 539.2739 2 26.60
D N)@5
6.03 56 IDASTEIIHNAIR TRAQ4plex@N-term 0.0101 1595.8854 532.9691 1595.8753 532.9657 3 31.99
6.03 56 IEETILSSSILR TRAQ4plex@N-term Cleaved I-I@N-term 0.0145 1503.8776 752.9460 1503.8630 752.9388 2 57.19
iTRAQ4plex@N-term;
6.13 56 IGLIK TRAGAIO(KI@E cleaved N-I@N-term 0.0086 830.5919 416.3032 830.5833 416.2989 2 39.82
iTRAQ4plex@N-term;
6.13 56 IISLGK TRAGAMI(KI@E -0.0212 917.5942 459.8044 917.6153 459.8149 2 44.22
ILNSEKIDDFFTLLHEM :Igﬁgz”:giﬁ)’\ggfm;
6.03 56 GIEIVEEYTRNTLEPAS|' P : missed K-1@6; missed R-N@27 -0.0691 5705.9175 951.9935 5705.9868 952.0051 6 45.23
TLVPKDDSKPAR iTRAQ4plex(K)@39; No
iTRAQ4plex(K)@43
6.13 56 ISLGK ITRAQ4plex@N-term; cleaved I@N-term 0.0044 804.5357 403.2751 804.5313 403.2729 2 38.14

iTRAQ4plex(K)@5




iTRAQ4plex@N-term;

6.03 56 LGWPVQK TRAGAMI(KI@Y -0.0128 1114.6615 558.3380 1114.6742 558.3444 31.39
iTRAQ4plex@N-term;
6.13 56 LRHPSR Deamidated(R)@2; missed R-H@2 0.0010 9255226 463.7686 9255215 463.7681 44.57
Oxidation(H)@3
No iTRAQ4plex@N-term;
MGVNIDEVREVIKDIR |Deamidated(N)@4; . .
6.03 56 NNER Doamidatod(R)0, missed R-E@9; missed R-N@16 0.0128 2544.2961 849.1060 2544.3088 849.1102 48.05
iTRAQ4plex(K)@13
6.03 56 QAITRAISDQAR 'gRAQ"p'eX@;))';‘(;el'"“ missed R-A@5 -0.0391 1473.7631 737.8888 1473.8021 737.9083 26.90
6.13 5.6 QEGN GIn->pyro-Glu@N-term cleaved I-Q@N-term; cleaved N-I@C-term ]0.1861 429.3357 430.3430 429.1496 430.1569 58.43
6.03 56 QULHTLPAR Gin->pyro-Glu@N-term -0.0014 10165753 509.2049 10165767 509.2956 30.16
iTRAQ4plex@N-term;
6.03 56 VPVHMIEQUNK TRAGAIOK) @11 -0.0051 1580.8901 527.9706 1580.8952 527.9723 30.70
LIC11652
10.44 32.7 AGATFISPF TRAQ4plex@N-term Cleaved F-I@C-term ~0.0059 1053.5558 527.7852 10535617 527.7881 4379
10.44 32.7 AGATFISPFIGR TRAQ4plex@N-term ~0.0031 1379.7653 690.8899 1379.7683 690.8914 33.61
iTRAQ4plex@N-term;
10.44 32.7 EALELVEIAENWIK  |Deamidated(N)@11; -0.0381 1957.0845 653.3688 1957.1227 653.3815 48.06
ITRAQ4plex(K)@15
10.44 32.7 EIYDNYGYDTR TRAQ4plex@N-term ~0.0036 15516927 776.8536 1551.6963 776.8554 30.10
iTRAQ4plex@N-term;
10.44 327 S:DCATMPHSAFLQL Methylthio(C)@4; -0.0011 21700605  |724.3608 21700617 724.3612 36.72
ITRAQ4plex(K)@17
iTRAQ4plex@N-term;
10.44 32.7 GPIHLK TRAGAMI(KIGE -0.0372 951.5738 476.7942 951.6109 476.8127 59.35
iTRAQ4plex@N-term; .
10.01 22.9 GRSFK TRAGAMIO(KI@E cleaved S-G@N-term; missed R-S@2 0.0428 881.5754 441.7950 881.5327 441.7736 39.15
10.44 32.7 GVTT ITRAQ4plex@N-term cleaved D-G@N-term; cleaved T-N@C-term 0.0149 520.3127 521.3200 520.2979 521.3051 50.50
iTRAQ4plex@N-term;
10.44 32.7 HPLTDIGLEK TRAGAIO(K)@10 0.0021 1409.8143 470.9454 1409.8122 470.9447 31.08
10.44 327 IRGP No iTRAQ4plex@N-term cleaved S-I@N-term; cleaved P-I@C-term; | ;15 441.2587 442.2660 441.2700 442.2772 60.44
missed R-G@2
iTRAQ4plex@N-term;
10.44 32.7 MELYLDTANVDEIK [0 B na -0.9642 1940.0367 971.0256 1941.0009 971.5077 47.65
iTRAQ4plex@N-term;
10.44 327 [‘L:LNVTLCFSAPQAL Methylthio(C)@9; 0.0077 24053132 |802.7783 2405.3054 802.7758 37.82
ITRAQ4plex(K)@20
iTRAQ4plex@N-term;
10.44 327 NVTLCFSAPQALLAAK | y1o hvithio(C)@5: cleaved T-N@N-term; missed K-A@16  |-13.0084 31847253 |637.9523 3197.7337 640.5540 36.07
AGATFISPFIGR ;
iITRAQ4plex(K)@16
iTRAQ4plex@N-term;
10.44 327 SAFLQLFK Deamidated(Q)@5; cleaved H-S@N-term -0.0159 1241.7104 621.8625 1241.7263 621.8704 47.17
iTRAQ4plex(K)@8
No iTRAQ4plex@N-term; .
10.01 22.9 SGRSFK TRAQIPeN(KIB6 missed R-S@3 00218 824.4844 413.2495 824.4626 413.2386 41.44
iTRAQ4plex@N-term;
10.01 22.9 TVVELTK TRAGHI(KI@Y 0.0023 1076.6708 539.3427 1076.6685 539.3415 38.83
iTRAQ4plex@N-term; .
10.44 32.7 TVVELTKR TRAGHI(KI@Y missed K-R@7 -0.0119 1232.7578 617.3862 1232.7696 617.3921 47.79
10.44 32.7 VDDTSWDGMELISEIR [iTRAQ4plex@N-term 0.0051 2008.9585 1005.4870 2008.9534 1005.4840 44.36
iTRAQ4plex@N-term;
10.44 32.7 VPLIPEGLK TRAGAI(KI@S -0.0261 1252.7738 627.3942 1252.7998 627.4072 31.88
iITRAQ4plex@N-term;
10.44 32.7 YLDTANVDEIK Oxidation(D)@8; cleaved L-Y@N-term 0.1005 1583.9291 528.9836 1583.8286 528.9502 34,70
ITRAQ4plex(K)@11
LIC11600
iTRAQ4plex@N-term;
2 6.1 ALYDHTNLSPK TRAGHI(K)@1L 0.0121 1545.8516 516.2011 1545.8395 516.2871 40.97
Glu->pyro-Glu@N-term;
2 6.1 EWRTDRMLR Oxidation(W)@2; missed R-T@3; missed R-M@6 -0.0069 1275.6074 638.8110 1275.6142 638.8144 49.16
Oxidation(M)@7
LIC11590
iTRAQ4plex@N-term;
2 16.8 ISFEDALMELEQIAEK  [23 0 16 0.0105 2153.1274 718.7164 2153.1170 718.7129 41.31
LIC11555
iTRAQ4plex@N-term;
2.01 123 FVDIVGHYHPAQIK [0 8 B i na -0.0108 1911.0503 638.0240 1911.0610 638.0276 37.64
iTRAQ4plex@N-term;
2.01 123 IIHSFFGGYK TRAGAIO(K)@10 0.0139 1455.8257 486.2825 1455.8118 486.2779 43.19
2.01 123 ILTWLK ITRAQ4plex@N-term; -0.0173 1060.6715 531.3430 1060.6888 531.3517 41.40

iTRAQ4plex(K)@6




iTRAQ4plex@N-term;

2.01 123 NGAQPTGTVLNLFK |PeamidatedN)@1; 0.0843 1764.0505 589.0241 1763.9661 588.9960 3 41.73
Oxidation(P)@5;
iITRAQ4plex(K)@14
iTRAQ4plex@N-term; L
2.01 123 VKLR TRAGAI(K)@D cleaved L-V@N-term; missed K-L@2 0.0242 802.5391 803.5463 802.5632 803.5705 1 56.76
LIC11546
2 59 GHRLVADDMVEIRR ',_IRAQ“p‘eX%;\‘C;;'m; missed R-L@3; missed R-R@13 -0.0293 1810.9301 906.4723 1810.9594 906.4870 2 852
iTRAQ4plex@N-term;
2 59 IFGK TRAGAIO(K)@4 cleaved Q-I@N-term 0.0153 751.4989 752.5062 751.4836 752.4909 1 56.22
No iTRAQ4plex@N-term;
2 5.9 IQIFGK Deamidated(Q)@2; 0.0274 849.5356 425.7751 849.5082 425.7614 2 30.19
iITRAQ4plex(K)@6
iTRAQ4plex@N-term;
2 59 NIPIIVETAAMNQRLR | Oxidation(P)@3; missed R-L@14 -0.0912 2014.0203 672.3474 2014.1115 672.3778 3 58.22
Oxidation(R)@16
2 59 QIFG GlIn->pyro-Glu@N-term cleaved I-Q@N-term; cleaved G-K@C-term |0.0361 446.2526 447.2599 446.2165 447.2238 1 6.97
2 5.9 SLAPRTMRHGVL ITRAQ4plex@N-term CR'_ES"@63 L@C-term; missed R-T@S; missed 55, 1480.8066 494.6095 1480.8418 494.6212 3 29.39
2 59 I&LENPTEELLGVQ'P ITRAQ4plex@N-term -0.0069 2235.2529 746.0916 2235.2596 746.0938 3 39.51
LIC11541
iTRAQ4plex@N-term;
2.02 338 IPYIFK TRAGAI(KIGE 0.0024 1067.6647 534.8396 1067.6623 534.8384 2 46.49
iTRAQ4plex@N-term; .
2.02 338 KGQFLAPADTR TRAGAMIO(K)@1 missed K-G@1 0.0054 1490.8502 497.9574 1490.8449 497.9556 3 41.18
2.02 3.8 LAPADTR iTRAQ4plex@N-term cleaved F-L@N-term 0.0269 886.5264 444.2704 886.4994 444.2570 2 40.70
LIC11511
iTRAQ4plex@N-term;
2 56 DTMRHAEGVGLAAPQ | o midated(Q)@15: cleaved F-D@N-term; missed R-H@4 -0.0458 23652573 |592.3216 23653031 502.3331 4 37.10
IGILK :
iTRAQ4plex(K)@20
2 56 GYVERPNQIR TRAQ4plex@N-term 20,0170 1374.7321 459.2513 1374.7490 459.2569 3 27.24
iTRAQ4plex@N-term;
2 56 IGILK TRAGHI(K) @ cleaved Q-I@N-term 0.0086 830.5919 416.3032 830.5833 416.2989 2 39.82
2 56 ILNP g" 'TRAQ“"':;(ggN"e'm; cleaved II@N-term; cleaved P-V@C-term  [0.0110 456.2694 457.2766 456.2584 457.2657 1 56.48
2 5.6 A% No iTRAQ4plex@N-term cleaved Q-I@N-term; cleaved V-G@C-term [0.0318 428.3317 429.3389 428.2999 429.3071 1 58.52
2 5.6 LYVDR iTRAQ4plex@N-term cleaved I-L@N-term 0.0521 808.5086 405.2616 808.4565 405.2355 2 39.36
2 5.6 VVGS iTRAQ4plex@N-term cleaved V-V@N-term; cleaved S-E@C-term |-0.0028 504.3002 505.3075 504.3029 505.3102 1 56.17
LIC11479
iTRAQ4plex@N-term;
2 6.4 EHIDFLK TRAGAI(KI@Y 0.0049 1188.6796 595.3470 1188.6746 595.3446 2 31.99
LNDMDLEGMTLTVEG [ITRAQ4plex@N-term; ) .
2 6.4 KGOROR TRAGAIO(K)@16 missed K-G@16; missed R-Q@19 0.0575 2607.3928 870.1382 2607.3352 870.1190 3 42.26
iTRAQ4plex@N-term;
2 6.4 LVPFGEK Oxidation(F)@4; -0.0346 1092.6077 547.3111 1092.6423 547.3284 2 29.83
iITRAQ4plex(K)@7
SIPDYLTQDEIEELFAS [[TRAQ4plex@N-term;
2 6.4 " TRAGAIOK(K)@19 0.0060 2498.3096 833.7772 2498.3036 833.7751 3 39.79
iTRAQ4plex@N-term;
2 6.4 TVEGK TRAGAMIO(K)@E cleaved L-T@N-term -0.0767 820.4131 821.4203 820.4898 821.4971 1 14.44
iTRAQ4plex@N-term;
Deamidated(Q)@2; .
2 6.4 VQADDIMRFLNEEK | o8 missed R-F@8 0.0231 2011.9897 671.6705 2012.0128 671.6782 3 27.41
iTRAQ4plex(K)@14
LiC11417
iTRAQ4plex@N-term;
4 17.7 DTERNFYMTADEAK |Deamidated(N)@5; missed R-N@4 0.0440 1978.9626 660.6615 1978.9186 660.6468 3 25.19
ITRAQ4plex(K)@14
4 17.7 'S“’E')“I"ggigGGATGQA ITRAQ4plex@N-term 0.0241 2485.2239 829.4152 2485.1998 829.4072 3 59.08
2 17.7 NYGIIDTVIQIDR TRAQ4plex@N-term 20,0299 16628763 832.4454 1662.9063 832.4604 2 53.30
2.92 6.1 SVIPYVIEQTSR TRAQ4plex@N-term Cleaved M-S@N-term 20.0231 1534.8246 768.4196 1534.8477 768.4311 2 4452
2.92 6.1 SYDIFSR TRAQ4plex@N-term 00112 1030.5317 516.2731 1030.5205 516.2675 2 2211
2.92 6.1 VIPYVIEQTSR ITRAQ4plex@N-term; cleaved S-V@N-term 0.0314 1463.8419 488.9546 1463.8106 488.9441 3 44.64
Oxidation(P)@3
LIC11416
iTRAQ4plex@N-term;
2 27 EEGQAAVAGDIDNEY (23 B2 0 re cleaved Y-T@C-term 0.0580 1998.0074 667.0098 1997.9496 666.9905 3 48.77
2 27 EGFEDR ITRAQ4plex@N-term; 0.0844 896.4843 449.2494 896.3998 449.2072 2 25.93

D R)@6




iTRAQ4plex@N-term;

2 2.7 IRKNLK iTRAQ4plex(K)@3; missed R-K@2; missed K-N@3 0.0992 1202.9181 602.4663 1202.8188 602.4167 2 51.83
iTRAQ4plex(K)@6
iTRAQ4plex@N-term;

2 2.7 KIDNILFDLVEK iTRAQ4plex(K)@1; missed K-1@1 -0.0088 1878.1104 627.0441 1878.1192 627.0470 3 47.18
iTRAQ4plex(K)@12
No iTRAQ4plex@N-term;

2 2.7 LASSYQISLSDLK Deamidated(Q)@6; 0.0306 1568.8726 523.9648 1568.8419 523.9546 3 43.96
iTRAQ4plex(K)@13
iTRAQ4plex@N-term;

2 2.7 LNIGQIKDYLNQK iTRAQ4plex(K)@7; -0.0053 1978.1525 660.3914 1978.1577 660.3932 3 36.62
iTRAQ4plex(K)@13
iTRAQ4plex@N-term;

2 27 VAGK ITRAQ4plex(K)@4 cleaved E-V@N-term -0.0380 661.3986 662.4059 661.4366 662.4439 1 55.90

LIC11241

26.32 31.6 AIDAMIPIGR iTRAQ4plex@N-term -0.0033 1199.6785 600.8465 1199.6818 600.8482 2 32.15
iTRAQ4plex@N-term;

26.32 31.6 AMIPIGRGQR Deamidated(R)@7; cleaved D-A@N-term; missed R-G@7 0.0519 1243.7347 415.5855 1243.6829 415.5682 3 47.76
D i Q)@9
iTRAQ4plex@N-term; . g

26.32 316 ARVFGLK ITRAQ4plex(K)@7 cleaved I-A@N-term; missed R-V@2 0.0003 1077.6906 539.8525 1077.6902 539.8524 2 40.81

26.32 31.6 ASTVASTVEMLR iTRAQ4plex@N-term -0.0048 1407.7466 704.8806 1407.7513 704.8830 2 31.28
iTRAQ4plex@N-term;

26.32 316 ATLVVYDDLSK ITRAQ4plex(K)@11 -0.0551 1510.7936 756.4041 1510.8486 756.4316 2 31.40
Formyl@N-term;

13.83 16.4 AYPGDVFYLHSR ITRAQ4plex(Y)@2 cleaved E-A@N-term -0.0021 1595.7833 798.8989 1595.7854 798.9000 2 44.15

26.32 316 g:EQ)T_EA&QLGTELDPAT iTRAQ4plex@N-term -0.0077 2545.2705 849.4308 2545.2782 849.4333 3 38.35

26.32 316 :iLRGVEEVGTVLEIGDG iTRAQ4plex@N-term -0.9882 2084.1194 1043.0670 2085.1075 1043.5611 2 56.21

26.32 31.6 EAYPGDVFYLHSR iTRAQ4plex@N-term 0.0130 1696.8462 566.6227 1696.8331 566.6183 3 49.66

26.32 31.6 EQYSEVLDSIR iTRAQ4plex@N-term 0.0101 1481.7585 741.8865 1481.7484 741.8815 2 31.84
iTRAQ4plex@N-term;

26.32 31.6 GFMDKIPVAK iTRAQ4plex(K)@5; missed K-1@5 -0.0020 1536.9043 513.3087 1536.9063 513.3094 3 33.34
iTRAQ4plex(K)@10
iITRAQ4plex@N-term;

26.32 31.6 GTGVICVYVAIGQK Methyithio(C)@6; -0.0320 1740.9191 871.4668 1740.9510 871.4828 2 8.62
iTRAQ4plex(K)@14

26.32 316 CR;VEEVGTVLElGDGlA No iTRAQ4plex@N-term cleaved L-G@N-term -0.0493 1712.8452 571.9557 1712.8945 571.9721 3 56.49
iTRAQ4plex@N-term;
Methyithio(C)@2; g ¥

26.32 316 ICVYVAIGQK Deamidated(Q)@9; cleaved V-I@N-term 0.0666 1427.8427 714.9286 1427.7760 714.8953 2 52.14
iTRAQ4plex(K)@10
iTRAQ4plex@N-term;

13.83 16.4 IIGDRGTGK Oxidation(R)@5; cleaved L-I@N-term; missed R-G@5 0.0242 1219.7371 610.8758 1219.7128 610.8637 2 56.30
iTRAQ4plex(K)@9
iTRAQ4plex@N-term;

26.32 31.6 IKTDEITSVLK iTRAQ4plex(K)@2; missed K-T@2 0.0079 1678.0321 560.3513 1678.0242 560.3487 3 33.80
iTRAQ4plex(K)@11

26.32 31.6 ILEVPVGPELLGR iTRAQ4plex@N-term -0.0121 1534.9084 768.4615 1534.9205 768.4675 2 35.10
iITRAQ4plex@N-term;

26.32 31.6 KATLVVYDDLSK iTRAQ4plex(K)@1; missed K-A@1 -2.0125 1781.0332 594.6850 1783.0457 595.3558 3 50.18
iTRAQ4plex(K)@12
iITRAQ4plex@N-term;

26.32 31.6 LDDKYGAGSLTALP  [Oxidation(D)@2; cleaved P-I@C-term; missed K-Y@4 -0.0201 1723.9036 862.9590 1723.9236 862.9691 2 56.12
iITRAQ4plex(K)@4

13.83 16.4 LELAQFR iTRAQ4plex@N-term 0.0060 1019.5946 510.8046 1019.5886 510.8016 2 43.26
iTRAQ4plex@N-term;

13.83 16.4 LGEVLSK ITRAQ4plex(K)@7 0.0014 1032.6437 517.3291 1032.6423 517.3284 2 40.32

26.32 31.6 LTRPVESPAPGIAMR _[iTRAQ4plex@N-term -0.0125 1737.9556 580.3258 1737.9682 580.3300 3 29.48
iTRAQ4plex@N-term; .

13.83 16.4 MKLELAQFR ITRAQ4plex(K)@2 missed K-L@2 -0.0222 1422.8038 475.2752 1422.8261 475.2826 3 52.81

26.32 316 PPGR No ITRAQ4plex@N-term: cleaved R-P@N-term 00251 441.2587 442.2660 4412336 442.2409 1 60.44
Oxidation(P)@2

26.32 31.6 QPVGEPMQTGI iTRAQ4plex@N-term cleaved I-K@C-term 0.0152 1299.6766 434.2328 1299.6615 434.2278 3 27.66
iTRAQ4plex@N-term;

26.32 316 QPVGEPMQTGIK ITRAQ4plex(K)@12 -0.0181 1571.8403 786.9274 1571.8585 786.9365 2 27.71
Acetyl@N-term;

26.32 316 ETNR'LEVPVGPE"LG Oxidation(P)@12; missed R-T@1; missed R-I@4 -0.0005 19771003 |660.0407 1977.1007 660.0409 3 47.98
Deami R)@17
iTRAQ4plex@N-term;
Deamidated(R)@2; cleaved H-S@N-term; missed R-L@2;

26.32 316 SRLLERAAK Deamidated(R)@6- missed R-A@6 -0.0317 1332.7653 667.3899 1332.7969 667.4057 2 30.76
iTRAQ4plex(K)@9

26.32 316 TDEITSVLK ITRAQ4plex@N-term: -0.0043 12927388 647.3766 1202.7431 647.3788 2 30.22

iTRAQ4plex(K)@9




No iTRAQ4plex@N-term;

13.83 16.4 VGSAAQIK Deamidated(Q)@6; -0.0139 917.5165 459.7655 917.5304 459.7725 2 41.95
iTRAQ4plex(K)@8
iTRAQ4plex@N-term;
26.32 316 VVNPLGEPIDGK ITRAQ4plex(K)@12 -0.0122 1524.8634 763.4390 1524.8755 763.4450 2 30.63
iTRAQ4plex@N-term;
13.83 16.4 YLLNTIK ITRAQ4plex(K)@7 -0.0002 1151.7156 576.8651 1151.7158 576.8652 2 42.83
LIC11195
2 3.2 AIQN No iTRAQ4plex@N-term cleaved N-A@C-term 0.0235 444.2567 445.2640 444.2332 445.2405 1 31.56
2 3.2 ENIHSQTVER iTRAQ4plex@N-term -0.0100 1355.6815 452.9011 1355.6915 452.9045 3 24.44
iTRAQ4plex@N-term;
2 3.2 KHEDLLTMR iTRAQ4plex(K)@1; missed K-H@1 -0.0653 1445.7251 723.8698 1445.7904 723.9025 2 47.05
Oxidation(H)@2
LIC11063
4.29 79 AFFI iTRAQ4plex@N-term cleaved G-A@N-term; cleaved |-L@C-term |0.0104 640.3810 641.3883 640.3706 641.3779 1 58.72
iTRAQ4plex@N-term;
4.29 79 FILK ITRAQ4plex(K)@4 cleaved F-F@N-term 0.0148 807.5611 404.7878 807.5462 404.7804 2 41.34
iTRAQ4plex@N-term;
4.29 7.9 IDRIPVPFLNPLFK  [Peamidated®)@3; cleaved M-I@N-term; missed R-1@3 0.0041 1973.1636  [658.7285 1973.1594 658.7271 3 53.09
Oxidation(F)@13;
iITRAQ4plex(K)@14
2 4.4 i iTRAQ4plex@N-term cleaved S-I@N-term; cleaved L-V@C-term |0.0124 727.5453 728.5526 727.5329 728.5402 1 55.80
iTRAQ4plex@N-term;
4.29 79 IPVPFLNPLFK ITRAQ4plex(K)@11 0.0062 1571.9745 786.9945 1571.9683 786.9914 2 51.98
4.29 7.9 LLVEFLR iTRAQ4plex@N-term 0.0266 1032.6720 517.3433 1032.6454 517.3300 2 49.42
iTRAQ4plex@N-term;
4.29 7.9 LNPLFK Oxidation(N)@2; cleaved F-L@N-term 0.0443 1034.6812 518.3478 1034.6368 518.3257 2 48.92
iITRAQ4plex(K)@6
2 4.4 VNIP 'gRAQ“p‘ex%;\ngmi cleaved F-V@N-term; cleaved P-N@C-term |0.0104 586.3553 587.3625 586.3448 587.3521 1 53.86
2 4.4 YIYPLTHWYGFPGR _ |iTRAQ4plex@N-term 0.0190 1912.9937 638.6718 1912.9746 638.6655 3 35.88
LIC10859
2 25 ATAT iTRAQ4plex@N-term cleaved V-A@N-term; cleaved T-V@C-term |0.0077 506.2899 507.2972 506.2822 507.2895 1 54.73
iTRAQ4plex@N-term;
2 25 GDKDVAEVSR ITRAQ4plex(K)@3 -0.0195 1362.7152 455.2457 1362.7347 455.2522 3 26.64
iTRAQ4plex@N-term;
Deamidated(N)@3;
2 25 INNTIGQVLIAK Deamidated(Q)@7; -0.0343 1572.8987 787.4566 1572.9330 787.4738 2 41.29
iITRAQ4plex(K)@12
iTRAQ4plex@N-term;
2 25 RTMSK Oxidation(M)@3; cleaved A-R@N-term; missed R-T@1 -0.0646 925.4613 463.7379 925.5259 463.7702 2 30.30
iITRAQ4plex(K)@5
LIC10853
3 9.8 ANPSLVEDIR iTRAQ4plex@N-term -0.0088 1256.6759 629.3452 1256.6846 629.3496 2 29.49
3 9.8 EITT Glu->pyro-Glu@N-term cleaved T-I@C-term 0.0102 444.2322 445.2395 444.2220 445.2293 1 59.77
iTRAQ4plex@N-term;
3 9.8 ITDSYIDK ITRAQ4plex(K)@8 -0.0198 1241.6549 621.8347 1241.6747 621.8446 2 29.16
LIC10850
AISLFLETMSNAVIEGT |,
12 333 GGVVEQPR iTRAQ4plex@N-term -0.0079 2761.4363 921.4860 2761.4442 921.4887 3 43.86
iTRAQ4plex@N-term;
12 33.3 FIMDEDPDSKK iTRAQ4plex(K)@10; missed K-K@10 -0.0019 1755.9060 586.3093 1755.9079 586.3099 3 31.15
iTRAQ4plex(K)@11
12 33.3 FTAR iTRAQ4plex@N-term cleaved V-F@N-term 0.0277 637.3947 638.4019 637.3669 638.3742 1 56.31
4.48 71 GTGG iTRAQ4plex@N-term cleaved E-G@N-term; cleaved G-V@C-term|0.0669 434.2916 435.2988 434.2247 435.2320 1 57.24
4.48 7.1 HQTR iTRAQ4plex@N-term cleaved G-H@N-term 0.0166 684.3954 685.4027 684.3789 685.3862 1 59.83
12 33.3 IEGT No iTRAQ4plex@N-term cleaved V-I@N-term; cleaved T-G@C-term [0.0354 418.2418 419.2491 418.2064 419.2136 1 49.86
IFAVVDTNCDPELIDYP(iTRAQ4plex@N-term;
12 333 |PGNDDAIR Methylthio(C)@9 0.0027 3064.4670 1022.4960 3064.4644 1022.4954 3 39.40
iTRAQ4plex@N-term;
12 33.3 KLEGMEADNSFEK iTRAQ4plex(K)@1; missed K-L@1 -0.0183 1928.9696 643.9971 1928.9879 644.0032 3 31.32
iTRAQ4plex(K)@13
iTRAQ4plex@N-term;
12 33.3 KTLGGIK iTRAQ4plex(K)@1; missed K-T@1 0.2083 1147.9738 574.9941 1147.7654 574.8900 2 53.62
iITRAQ4plex(K)@7
4.48 7.1 MAPYVFTAR iTRAQ4plex@N-term -0.0014 1198.6277 600.3211 1198.6290 600.3218 2 42.39
iTRAQ4plex@N-term;
12 33.3 NGIHIIDLQK Deamidated(N)@1; 0.0084 1438.8472 480.6230 1438.8387 480.6202 3 31.99

ITRAQ4plex(K)@10




iITRAQ4plex@N-term;

Deamidated(N)@1;
12 333 NGIHIIDLQKTVQK Oxidation(H)@4; Oxidation(D)@7|missed K-T@10 -0.0047 2071.1956 691.4058 2071.2003 691.4074 47.21
iITRAQ4plex(K)@10;
iTRAQ4plex(K)@14
12 33.3 VIDP iTRAQ4plex@N-term cleaved F-V@N-term; cleaved P-K@C-term |0.0104 586.3553 587.3625 586.3448 587.3521 53.86
iTRAQ4plex@N-term;
4.48 71 VLFVGTK ITRAQ4plex(K)@7 -0.0130 1050.6552 526.3348 1050.6681 526.3413 41.93
iTRAQ4plex@N-term;
12 33.3 WPGGLLTNWNTVK ITRAQ4plex(K)@13 -0.0085 1772.9733 887.4939 1772.9817 887.4981 35.26
LIC10842
iTRAQ4plex@N-term;
4.46 8.1 ALVQLVESFQQGK ITRAQ4plex(K)@13 0.0080 1734.0000 579.0073 1733.9920 579.0046 49.51
iTRAQ4plex@N-term;
2 3.9 EAIELTEAACK Methyithio(C)@10; 0.0617 1510.8232 756.4189 1510.7615 756.3880 58.56
ITRAQ4plex(K)@11
2 3.9 IPGR No iTRAQ4plex@N-term cleaved N-I@N-term -0.0113 441.2587 442.2660 441.2700 442.2772 60.44
iTRAQ4plex@N-term;
4.46 8.1 LISLVGNK ITRAQ4plex(K)@8 -0.0154 1130.7113 566.3629 1130.7267 566.3706 43.63
No iTRAQ4plex@N-term;
2 39 SEAK ITRAQ4plex(K)@4 cleaved I-S@N-term 0.0381 577.3574 578.3647 577.3193 578.3266 56.92
2 3.9 TSVNLLPETVLR iTRAQ4plex@N-term 0.0039 1484.8723 743.4434 1484.8684 743.4415 32.95
iTRAQ4plex@N-term;
4.46 8.1 VLEGLK ITRAQ4plex(K)@6 0.0208 9456311 473.8228 945.6103 473.8124 40.44
iTRAQ4plex@N-term;
4.46 8.1 VMLYNIPGR Oxidation(Y)@4; cleaved P-V@N-term 0.0047 1222.6549 408.5589 1222.6502 408.5573 34.65
N)@5
LIC10764
iTRAQ4plex@N-term; .
2 74 SKIEPATGGTVR ITRAQ4plex(K)@2 missed K-1@2 -0.0093 1502.8567 501.9595 1502.8660 501.9626 36.87
LIC10762
AIIEEAIRPLSLLNVQD [iTRAQ4plex@N-term;
4 194 K ITRAQ4plex(K)@18 0.0113 2309.3447 770.7889 2309.3562 770.7927 37.01
iTRAQ4plex@N-term;
4 194 DIKDYLQNR ITRAQ4pex(K)@3 -0.0043 1451.7933 484.9384 1451.7976 484.9398 31.67
iTRAQ4plex@N-term;
Deamidated(R)@1; . .
4 19.4 RRSDMAPAK Deamidated(R)@2; cleaved F-R@N-term; missed R-R@1; -0.0938 13366074  |669.3110 13367013 669.3579 32.84
- - missed R-S@2
Oxidation(M)@5;
iTRAQ4plex(K)@9
iTRAQ4plex@N-term;
4 19.4 YDLNLNVTGGGTTGQ | o2 idated(N) @6 01535 21512463 |718.0894 2151.0930 718.0383 36.38
VGAIR .
D R)@20
LIC10756
iTRAQ4plex@N-term;
7.84 28.0 EALENAKPQVEVK iTRAQ4plex(K)@7; -0.0277 1886.0563 629.6927 1886.0838 629.7019 29.27
iTRAQ4plex(K)@13
iITRAQ4plex@N-term;
7.84 28.0 FINCLMLSGK Methyithio(C)@4; 0.1136 1458.8777 730.4461 1458.7641 730.3893 37.31
ITRAQ4plex(K)@10
iTRAQ4plex@N-term;
7.84 28.0 GTGSAIK ITRAQ4plex(K)@7 -0.0370 920.5165 461.2655 920.5535 461.2840 37.57
4.46 19.7 IRYSRDR iTRAQ4plex@N-term CR'_eg"@esd L-I@N-term; missed R-Y@2; missed ; 5.5 1108.6748 555.3447 1108.6223 555.3184 41.86
iTRAQ4plex@N-term;
7.84 28.0 KITPDPVYNDVQVAK  [iTRAQ4plex(K)@1; missed K-1@1 -0.0035 2118.2017 707.0745 2118.2050 707.0756 30.83
ITRAQ4plex(K)@15
iTRAQ4plex@N-term;
7.84 28.0 LAAEFIEAQK ITRAQ4plex(K)@10 0.0011 1406.8024 704.4084 1406.8013 704.4079 43.93
iTRAQ4plex@N-term; . . K
7.84 28.0 LALGIRWLIR Oxidation(R)@6; Oxidation(W)@1 missed R-W@6 0.0463 1385.8165 462.9461 1385.8629 462.9616 27.98
4.46 19.7 LGIR iTRAQ4plex@N-term cleaved A-L@N-term 0.0075 601.4109 602.4182 601.4033 602.4106 53.62
7.84 28.0 QVPVEVRPER iTRAQ4plex@N-term cleaved Y-Q@N-term -0.0201 1351.7493 451.5904 1351.7694 451.5971 27.95
iTRAQ4plex@N-term; .
4.46 19.7 RLALGIR Deamidated(R)@1 missed R-L@1 0.0069 942.6165 472.3155 942.6096 472.3121 44.33
iTRAQ4plex@N-term;
7.84 28.0 SVAEQLFYDALEIIQK ITRAQ4plex(K)@16 0.0088 2154.1904 719.0707 2154.1816 719.0678 4.69
7.84 28.0 TGNDPYTTFR No iTRAQ4plex@N-term 0.0068 1170.5374 586.2759 1170.5306 586.2726 28.51
4.46 19.7 :;GGVTVQVPVEVRPE Carbamyl@N-term 0.0062 1826.9701 914.4923 1826.9639 914.4892 42.35
LIC10755
2.54 8.9 ARVR No iTRAQ4plex@N-term cleaved V-A@N-term; missed R-V@2 0.0355 500.3538 501.3611 500.3183 501.3256 44.93
254 8.9 GTLDTLGVDKR ITRAQ4plex@N-term: missed K-R@10 -0.0123 14618273 [488.2830 1461.8395 488.2871 29.58

iITRAQ4plex(K)@10




2.54

8.9

PTISQLIR

iTRAQ4plex@N-term

cleaved M-P@N-term

-0.0137

1070.6433

536.3289

1070.6570

536.3358

35.93

2.54

8.9

SQLIR

iTRAQ4plex@N-term

cleaved I-S@N-term

-0.0087

759.4637

760.4710

759.4725

760.4797

56.94

2.54

8.9

VKDLPGVR

iTRAQ4plex@N-term;
iTRAQ4plex(K)@2;
Methylthio(D)@3

-0.0090

1216.7115

406.5778

1216.7205

406.5808

29.90

251

8.9

VMTFTPK

iTRAQ4plex@N-term;
iTRAQ4plex(K)@7

0.0046

1110.6398

556.3271

1110.6351

556.3248

40.37

LIC10754

45.51

20.2

ADSEYRK

iTRAQ4plex@N-term;
iTRAQ4plex(K)@7

missed R-K@6

0.0328

1155.6455

578.8300

1155.6128

578.8137

30.93

45.51

20.2

AGDILFK

iTRAQ4plex@N-term;
iITRAQ4plex(K)@7

0.0205

1050.6522

526.3334

1050.6317

526.3231

46.65

36.52

145

AGDILFKIPTVAEK

No iTRAQ4plex@N-term;

iTRAQ4plex(K)@7;
ITRAQ4plex(K)@14

missed K-1@7

-0.1233

1788.9360

597.3193

1789.0593

597.3604

34.19

45.51

20.2

DATTLAETDGK

iTRAQ4plex@N-term;
ITRAQ4plex(K)@11

0.0308

1408.7598

705.3871

1408.7289

705.3717

26.46

45.51

20.2

DGLFCEK

iITRAQ4plex@N-term;
Methylthio(C)@5;
iITRAQ4plex(K)@7

0.0837

1144.6338

573.3242

1144.5500

573.2823

35.67

36.52

14.5

DITGGLPR

iTRAQ4plex@N-term

-0.0004

971.5518

486.7832

971.5522

486.7834

38.06

45.51

20.2

DIVPVIPP

iITRAQ4plex@N-term;
Oxidation(D)@1;
Dioxidation(P)@7

cleaved L-D@N-term; cleaved P-E@C-term

0.0203

1040.6079

521.3112

1040.5876

521.3011

40.79

45.51

20.2

DLAPNIKSAKK

iTRAQ4plex@N-term;
Oxidation(P)@4;
iTRAQ4plex(K)@7;
iITRAQ4plex(K)@10;
iTRAQ4plex(K)@11

cleaved L-D@N-term; missed K-S@7;
missed K-K@10

-0.0306

1776.0652

593.0290

1776.0956

593.0392

35.55

45.51

20.2

EGLSVLEFFISTHGAR

iTRAQ4plex@N-term

0.0490

1906.0562

636.3593

1906.0070

636.3430

38.03

36.52

145

EHKVSYTGIVNNINGR

iTRAQ4plex@N-term;
Oxidation(H)@2;
iTRAQ4plex(K)@3;
Deamidated(N)@11;
Deamidated(N)@12

missed K-V@3

0.0173

2106.1123

703.0447

2106.0949

703.0389

50.56

45.51

20.2

EHPVMLNR

Glu->pyro-Glu@N-term

0.0086

976.4999

489.2572

976.4913

489.2529

27.05

45.51

20.2

EKRVLYIHPDNPDLEK

Glu->pyro-Glu@N-term;
iTRAQ4plex(K)@2;
Deamidated(N)@11;
Oxidation(D)@13;
iTRAQ4plex(K)@16

missed K-R@2; missed R-V@3

0.0095

2252.2139

751.7452

2252.2045

751.7421

51.01

45.51

20.2

ELFK

iTRAQ4plex@N-term;
iITRAQ4plex(K)@4

cleaved L-E@N-term; cleaved K-P@C-term

-0.0679

823.4368

824.4441

823.5047

824.5120

53.59

45.51

20.2

ETNRIIADVYDK

No iTRAQ4plex@N-term;

Oxidation(D)@11;
ITRAQ4plex(K)@12

missed R-I@4

-0.0816

1595.7461

798.8803

1595.8277

798.9211

51.54

45.51

20.2

FAPTISIEDIR

No iTRAQ4plex@N-term

cleaved L-F@N-term

0.0629

1260.7343

421.2520

1260.6714

421.2311

59.25

45.51

20.2

FATSDLNDLYRRVINR

iTRAQ4plex@N-term

missed R-R@11; missed R-V@12

-0.0535

2096.0713

699.6977

2096.1249

699.7156

53.90

45.51

20.2

FVAGIGADAIK

iTRAQ4plex@N-term;
ITRAQ4plex(K)@11

0.0091

1348.8049

675.4097

1348.7958

675.4052

30.88

45.51

20.2

FVAGIGADAIKELLARI
DVDAEARMIRQK

iTRAQ4plex@N-term;
Oxidation(F)@1;
iITRAQ4plex(K)@11;
Deamidated(R)@24;
Deamidated(R)@27;
iTRAQ4plex(K)@29

missed R-I@16; missed R-M@24; missed R
Q@27

0.0315

3619.0449

905.7685

3619.0133

905.7606

54.90

36.52

145

GDQIDDGNLDPHDIL

iTRAQ4plex@N-term;
Deami N)@8

cleaved L-R@C-term

0.0269

1780.8506

594.6241

1780.8237

594.6152

33.88

45.51

20.2

GGFNPVFIMAASGAR

iTRAQ4plex@N-term

-0.0094

1637.8375

819.9260

1637.8470

819.9308

35.04

45.51

20.2

GKTDNLMGLK

iITRAQ4plex@N-term;
iTRAQ4plex(K)@2;
Deamidated(N)@5;
iTRAQ4plex(K)@10

missed K-T@2

0.0053

1508.8651

503.9623

1508.8598

503.9605

41.94

45.51

20.2

GLMAKP

iTRAQ4plex@N-term;
iITRAQ4plex(K)@5

cleaved P-S@C-term

-0.0587

903.4869

904.4941

903.5455

904.5528

41.39

45.51

20.2

GSKQQIRQLAGMRGL
MAKPSGEIIELAIR

No iTRAQ4plex@N-term;

iTRAQ4plex(K)@3;
Oxidation(R)@7;
iTRAQ4plex(K)@18

missed K-Q@3; missed R-Q@7; missed R-
G@13

-0.1367

3454.8103

1152.6110

3454.9472

1152.6563

52.42

45.51

20.2

GYLDEYGDKFVAGIG
ADAIK

iTRAQ4plex@N-term;
iTRAQ4plex(K)@9;
Oxidation(F)@10;
iITRAQ4plex(K)@20

cleaved H-G@N-term; missed K-F@9

-0.0372

2549.3008

638.3325

2549.3379

638.3417

43.71




iTRAQ4plex@N-term;

45.51 20.2 HPDNPDLEK Oxidation(P)@2; cleaved I-H@N-term 0.0091 1367.7017 684.8581 1367.6925 684.8535 33.05
iITRAQ4plex(K)@9
45.51 20.2 IDVDAEAR iTRAQ4plex@N-term 0.0092 1031.5461 516.7803 1031.5369 516.7757 26.99
iTRAQ4plex@N-term;
45.51 20.2 IEISGEIVK ITRAQ4plex(K)@9 0.0076 1274.7765 638.3955 1274.7689 638.3917 55.62
iTRAQ4plex@N-term;
36.52 145 IFGTTK ITRAQ4plex(K)@6 -0.0375 953.5415 477.7780 953.5790 477.7968 38.79
45.51 20.2 IFNT iTRAQ4plex@N-term cleaved L-I@N-term; cleaved T-I@C-term  ]0.0330 637.3887 638.3960 637.3557 638.3630 55.89
36.52 145 IGQP iTRAQ4plex@N-term cleaved S-I@N-term; cleaved P-G@C-term |0.1662 557.4957 558.5029 557.3295 558.3368 58.78
45.51 20.2 IIDP No iTRAQ4plex@N-term cleaved V-I@N-term; cleaved P-A@C-term |0.0110 456.2694 457.2766 456.2584 457.2657 56.48
iTRAQ4plex@N-term;
45.51 20.2 ILFK ITRAQ4plex(K)@4 cleaved D-I@N-term 0.0065 807.5527 404.7836 807.5462 404.7804 39.59
iTRAQ4plex@N-term;
45.51 20.2 ILGEEAVIPVK ITRAQ4plex(K)@11 -0.0003 1454.8949 728.4547 1454.8952 728.4549 31.77
iITRAQ4plex@N-term;
45.51 20.2 IPTVAEK Oxidation(P)@2; 0.0551 1060.6923 531.3534 1060.6372 531.3259 44.80
iITRAQ4plex(K)@7
iTRAQ4plex@N-term;
4551 20.2 KPETINYR ITRAQ4plex(K)@1 -0.0408 1307.7034 436.9084 1307.7441 436.9220 28.80
36.52 14.5 LEVLEAFR iTRAQ4plex@N-term 0.0164 1119.6575 560.8360 1119.6410 560.8278 47.42
Delta:H(2)C(2)@N-term; ~
45.51 20.2 LGIQAFLPVLVEGK Methyl()@3; TRAQ4plex(K)@14 0.0162 1666.9982 834.5063 1667.0144 834.5145 273
LIENTILPEGYAYVNRP [iTRAQ4plex@N-term;
45.51 20.2 LSDKETNR ITRAQ4plex(K)@21 -0.0068 3210.7214 803.6876 3210.7281 803.6893 37.01
LIPAEIGEAVGTIAAQSI|.
45.51 20.2 GOPGTQLTMR iITRAQ4plex@N-term -0.0193 2965.5835 989.5351 2965.6028 989.5416 41.09
iTRAQ4plex@N-term;
36.52 145 LIQQYK ITRAQ4plex(K)@6 -0.0112 1079.6471 540.8308 1079.6583 540.8364 38.63
iTRAQ4plex@N-term;
Deamidated(N)@4;
LITNEKSQSVFSRRGS [iTRAQ4plex(K)@6; missed K-S@6; missed R-R@13; missed R | _
45.51 20.2 IVIQR Deamidated(Q)@8; c@l4 0.0509 2709.4397 904.1538 2709.4905 904.1708 55.40
Deamidated(R)@14;
Deamidated(Q)@20
iTRAQ4plex@N-term;
36.52 145 LLALK ITRAQ4plex(K)@5 0.0125 844.6115 423.3130 844.5990 423.3068 42.63
iTRAQ4plex@N-term;
45.51 20.2 LQGVHINDK ITRAQ4plex(K)@9 -0.0353 1310.7197 437.9138 1310.7550 437.9256 41.76
iTRAQ4plex@N-term;
45.51 20.2 LVDLDLAPNIK ITRAQ4plex(K)@11 0.0033 1497.9043 749.9594 1497.9010 749.9578 33.55
iTRAQ4plex@N-term;
45.51 20.2 LVEGK ITRAQ4plex(K)@5 cleaved V-L@N-term 0.0235 832.5497 417.2821 832.5262 417.2704 36.00
iITRAQ4plex@N-term;
36.52 14.5 LVFNEENKR Deamidated(N)@4; missed K-R@8 0.0050 1436.7917 479.9379 1436.7867 479.9362 42.68
iITRAQ4plex(K)@8
iTRAQ4plex@N-term;
4551 20.2 MALELFKPF ITRAQ4plex(K)@7 cleaved F-I@C-term 0.0022 1382.7898 692.4022 1382.7876 692.4011 37.04
iTRAQ4plex@N-term;
45.51 20.2 MALELFKPFIMK iTRAQ4plex(K)@7; -0.0016 1899.1077 634.0432 1899.1091 634.0437 39.85
iTRAQ4plex(K)@12
4551 20.2 ZGHIELAAPVSHIWYY iTRAQ4plex@N-term 0.0278 2186.1494 547.5446 2186.1217 547.5377 39.15
iTRAQ4plex@N-term;
4551 20.2 MGLLLDMTVNQLK ITRAQ4plex(K)@13 0.0473 1763.0403 882.5274 1762.9929 882.5037 48.14
iTRAQ4plex@N-term;
36.52 145 MIPAGTGTK ITRAQ4plex(K)@9 cleaved H-M@N-term 0.0071 1162.6696 582.3420 1162.6624 582.3385 36.43
45.51 20.2 MLQEAVDALFDNSR _ [iTRAQ4plex@N-term -0.0032 1751.8602 876.9374 1751.8634 876.9390 38.39
iTRAQ4plex@N-term; cleaved Q-N@N-term; missed K-R@5;
45.51 20.2 NLLGKRVDYSGR ITRAQ4plex(K)@5 missed R-V@6 -0.0347 1664.9219 833.4682 1664.9566 833.4856 38.26
4551 202 NRAP No iTRAQ4plex@N-term f\:ie;":ddé_fgz”"erm; cleaved P-T@C-term; ) ) 4q 456.2694 457.2766 456.2445 457.2518 56.48
45.51 20.2 PSGEIIELAIR No iTRAQ4plex@N-term cleaved K-P@N-term -0.0124 1196.6641 599.3393 1196.6765 599.3455 59.48
iTRAQ4plex@N-term;
45.51 20.2 QETTKVLTDAAIK ~ [Peamidated(Q)@1; cleaved F-Q@N-term; missed K-V@5 -0.0729 1849.9996  [617.6738 1850.0726 617.6981 59.06
) ) iTRAQ4plex(K)@5; ' ) ) : . : .
iTRAQ4plex(K)@13
GlIn->pyro-Glu@N-term;
QGRFRQNLLGKRVDY [iTRAQ4plex(K)@11; missed R-F@3; missed R-Q@5; missed K- y
45.51 20.2 SGRSVIVWGPELK Oxidation(P)@25; R@11: missed R-V@12: missed R-S@18 0.1177 3457.8337 1153.6190 3457.9514 1153.6577 60.65

ITRAQ4plex(K)@28




iTRAQ4plex@N-term;

Deamidated(Q)@1; cleaved K-P@C-term; missed R-Q@4;
45.51 20.2 QQIRQLAGMRGLMAK | ot miceod ROGI0 0.0269 2005.0900 669.3706 2005.1169 669.3796 3 35.85
iITRAQ4plex(K)@15
36.52 145 QGDQ'DDGNLDPHD'L Carbamyl@N-term missed R-G@1 -0.0026 1990.9431 664.6550 1990.9457 664.6558 3 42.79
36.52 145 RGSIVIQR TRAQ4plex@N-term missed R-G@1 ~0.0009 10716626 536.8386 10716635 536.8390 2 38.28
4551 202 RLEVLEAFR TRAQ4plex@N-term missed R-.L@L ~0.0064 1275.7357 426.2525 1275.7421 426.2546 3 34.40
45.51 20.2 RSHNDFESITIR 'ETRAQ“"‘”(I‘%;“C;T“ cleaved M-R@N-term; missed R-S@1 -0.0367 1618.7817 540.6012 1618.8185 540.6134 3 45.77
iTRAQ4plex@N-term;
RSVPSRMGLLLDMTV [Deamidated(N)@16; cleaved Y-R@N-term; missed R-S@1;
45.51 20.2 NOLKSVLYFEK TRAQIPIN(K)B15: miceod RM@6: misaed K.S@19 -0.0354 3456.8848 865.2285 3456.9202 865.2373 4 52.23
ITRAQ4plex(K)@26
iTRAQ4plex@N-term; missed R-V@1; missed R-N@5; missed R-
36.52 145 RVINRNNRLKR TRAGAIOK(K)@10 Los: missed KRGL0 0.1196 1726.1990 576.4069 1726.0794 576.3671 3 59.87
4551 202 SFSNLEEVHYAIDR _[ITRAQ4plex@N-term 0.0014 1822.8986 608.6401 18228972 608.6397 3 32.40
36.52 145 SGEIELAIR No ITRAQ4plex@N-term Cleaved P-S@N-term ~0.0205 1099.6033 550.8089 1099.6237 550.8191 2 35.45
36.52 145 SHNDFESITIR Carbamyl@N:-term; 0.0634 1361.6846 681.8495 1361.6212 681.8179 2 41.80
Deamidated(N)@3
iTRAQ4plex@N-term;
45,51 20.2 SISDMLK TRAGHI(K)@Y 0.0202 1080.6295 541.3220 1080.6093 541.3119 2 38.39
iTRAQ4plex@N-term;
45.51 20.2 SISDMLKGK ITRAQ4plex(K)@7; missed K-G@7 -0.0109 1409.8169 705.9157 1409.8278 705.9212 2 43.61
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;
SNFREGLSVLEFFIST |Oxidation(N)@2; . .
45.51 20.2 HGARK Oxidtion(HIO15: missed R-E@4; missed R-K@20 00711 2714.5095 679.6346 2714.4384 679.6169 4 44.17
iITRAQ4plex(K)@21
iTRAQ4plex@N-term;
45.51 20.2 SVLYFEK TRAGAI(KI@Y 0.0058 1172.6743 587.3444 1172.6685 587.3415 2 34.30
iTRAQ4plex@N-term;
45.51 202 Z\CESRMGLLLDMTVN Oxidation(P)@3; missed R-M@5 0.0103 23052844  |769.4354 2305.2741 769.4320 3 42.75
ITRAQ4plex(K)@18
Carbamyl@N-term;
36.52 145 TADAGYLTR TRAQIMon(Y) @E 0.0038 1153.5887 577.8016 1153.5849 577.7997 2 36.46
iTRAQ4plex@N-term;
36.52 145 TALK TRAGAM(K)@4 cleaved D-T@N-term 00116 719.4901 720.4974 719.4785 720.4858 1 58.63
iTRAQ4plex@N-term;
45.51 20.2 TDNLMGLK TRAGAMI(K)@E 0.0356 1178.6929 590.3537 1178.6573 590.3359 2 45.63
iTRAQ4plex@N-term;
45.51 20.2 TEELSNLR TRAGAI(S)@5 -0.0138 1248.6780 417.2333 1248.6917 417.2379 3 29.84
iTRAQ4plex@N-term;
36.52 145 TFHIGGAASAK TRAGHIOK)@1L -0.0275 1346.7275 449.9164 1346.7550 449.9256 3 43.88
iTRAQ4plex@N-term;
Deamidated(N)@6;
36.52 145 TGIVNNINGRLITNEK [Deamidated(N)@8; cleaved Y-T@N-term; missed R-L@10 0.0330 2046.1531 683.0583 2046.1201 683.0473 3 49.20
Deamidated(R)@10;
iTRAQ4plex(K)@16
iTRAQ4plex@N-term;
36.52 145 TGTIVNVK TRAGAMI(K)@E -0.0028 1118.6875 560.3510 1118.6903 560.3524 2 37.12
iTRAQ4plex@N-term;
45,51 20.2 TNDLITESMFK TRAGHIO(K) @11 0.0437 1585.8702 793.9424 1585.8265 793.9205 2 57.31
iITRAQ4plex@N-term;
45.51 20.2 TVLMLDDIKK ITRAQ4plex(K)@9; missed K-K@9 -0.0120 1606.9574 536.6597 1606.9693 536.6637 3 33.76
ITRAQ4plex(K)@10
4551 202 VDELFEAR TRAQ4plex@N-term 0.0016 11215854 561,8000 11215839 561.7992 2 31.05
iTRAQ4plex@N-term; .
45.51 20.2 VDYSGRSVIVVGPELK |1 S0 o T missed R-S@6 0.0158 2005.1610 669.3943 2005.1452 669.3890 3 44.36
iTRAQ4plex@N-term;
45,51 20.2 VENLGYDK TRAGHMI(K)@S -0.0012 12246582 613.3364 12246594 613.3370 2 28.24
45,51 202 VFIMAASGAR TRAQ4plex@N-term Cleaved P-V@N-term 20.0321 1165.6079 583.8112 11656399 583.8273 2 18.79
VIAEGGSPAESVPILL [iTRAQ4plex@N-term;
45.51 20.2 GLTK TRAGAIOK(K)@50 0.0075 2238.3154 747.1124 2238.3079 747.1099 3 36.50
iTRAQ4plex@N-term;
45.51 20.2 VIEIWTK TRAGAMI(K)@Y -0.0013 1175.7145 588.8645 1175.7158 588.8652 2 43.95
iITRAQ4plex@N-term;
45.51 20.2 VINRNNRLK Deamidated(N)@3; missed R-N@4; missed R-L@7 -0.0297 1415.8156 708.9150 1415.8452 708.9299 2 34.28
: : Deamidated(N)@5; ' . : : : : )
iITRAQ4plex(K)@9
36.52 145 VIV ITRAQ4plex@N-term cleaved S-V@N-term; cleaved V-G@C-term |0.0053 572.4072 573.4145 572.4019 573.4092 1 58.63
iTRAQ4plex@N-term;
36.52 145 VLTDAAIK TRAGAI(K)@E 0.0022 1117.6973 559.8559 1117.6950 559.8548 2 39.77
45.51 20.2 VLYIHPDNPDLEK | 1RAQ4PIEX@N-term; -0.0073 1839.9902 614.3373 1839.9974 614.3398 3 45.56

iITRAQ4plex(K)@13




iTRAQ4plex@N-term;

45.51 20.2 VRNGDFVK Deamidated(N)@3; missed R-N@2 -0.0520 1222.6394 408.5537 12226914 408.5711 29.20
iTRAQ4plex(K)@8
iTRAQ4plex@N-term;
45.51 20.2 VTIPIGK ITRAQ4plex(K)@7 -0.0216 1014.6465 508.3305 1014.6681 508.3413 29.47
45.51 20.2 YATLFAPTISIEDIR iTRAQ4plex@N-term -0.0048 1853.0009 927.5077 1853.0056 927.5101 38.14
iTRAQ4plex@N-term;
36.52 145 YHEMGLPK ITRAQ4plex(K)@8 0.0167 1261.6899 421.5706 1261.6733 421.5650 42.28
iTRAQ4plex@N-term;
45.51 20.2 YKDIAVFK iTRAQ4plex(K)@2; -0.0326 1414.8223 472.6147 1414.8550 472.6256 33.09
iTRAQ4plex(K)@8
4551 20.2 ;;AEDVIDPVTDQVVY iITRAQ4plex@N-term -0.0022 2223.1160 742.0459 2223.1181 742.0466 35.51
45.51 20.2 YVIIDPADSGR iTRAQ4plex@N-term 0.0050 1348.7159 675.3652 1348.7109 675.3627 30.55
LIC10752
No iTRAQ4plex@N-term;
16.28 65.4 ADAK ITRAQ4plex(K)@4 cleaved L-A@N-term 0.0013 547.3101 548.3174 547.3088 548.3160 44.19
Carbamyl@N-term;
8.13 26.8 AEADDLKK iTRAQ4plex(K)@7; missed K-K@7 0.0021 1219.6674 610.8409 1219.6652 610.8399 34.72
iITRAQ4plex(K)@8
iTRAQ4plex@N-term;
16.28 65.4 EGAGAQIELK ITRAQ4plex(K)@10 cleaved F-E@N-term 0.0112 1302.7499 652.3822 1302.7387 652.3766 59.27
iTRAQ4plex@N-term;
16.28 65.4 EITGLGLADAK ITRAQ4plex(K)@11 0.0099 1374.8062 688.4103 1374.7962 688.4054 29.94
FGISAAAPVAVAAVGA |.
1628 654 APAGAGAAEEASTFN | TRAQ4PIX@N term; 0.0701 34569563 [1153.3260 3456.8860 1153.3026 56.63
VILK iTRAQ4plex(K)@35
iTRAQ4plex@N-term;
16.28 65.4 GFDSAK ITRAQ4plex(K)@6 0.0010 911.4966 456.7556 911.4956 456.7551 25.44
GISAAAPVAVAAVGAA [Carbamyl@N-term;
16.28 65.4 PAGAGAAEEASTFNVI [iTRAQ4plex(S)@3; cleaved F-G@N-term -0.0369 3352.7866 1118.6030 3352.8234 1118.6151 51.94
LK iTRAQ4plex(K)@34
iTRAQ4plex@N-term;
16.28 65.4 KFEGAGAQIELK iTRAQ4plex(K)@1; missed K-F@1 -0.0498 1721.9543 574.9921 1722.0041 575.0087 38.79
iTRAQ4plex(K)@12
iTRAQ4plex@N-term;
16.28 65.4 LTLVEAADLVK ITRAQ4plex(K)@11 0.0013 1458.8915 730.4530 1458.8901 730.4523 34.17
iTRAQ4plex@N-term;
16.28 65.4 LVREITGLGLADAK Oxidation(R)@3; Cation:K(E)@4; |missed R-E@3 0.0741 1797.0747 600.0322 1797.0006 600.0075 33.85
iTRAQ4plex(K)@14
iTRAQ4plex@N-term; . g
16.28 65.4 REITGLGLADAK ITRAQ4plex(K)@12 cleaved V-R@N-term; missed R-E@1 0.0049 1530.9022 511.3080 1530.8973 511.3064 31.82
iTRAQ4plex@N-term;
16.28 65.4 STEALLEQIGK ITRAQ4plex(K)@11 cleaved M-S@N-term -0.0324 1475.8115 738.9130 1475.8439 738.9292 32.40
LIC10751
iTRAQ4plex@N-term; No
3.72 85 ANQEKIEAVALLK iTRAQ4plex(K)@5; cleaved M-A@N-term; missed K-1@5 -0.0803 1713.9430 572.3216 1714.0233 572.3484 58.93
iTRAQ4plex(K)@13
3.72 8.5 DANGVDAIAGLPSR iTRAQ4plex@N-term cleaved L-D@N-term 0.0539 1498.8401 750.4273 1498.7862 750.4004 43.62
iTRAQA4plex@N-term;
3.72 8.5 EQLLAQIAGGINGPAR Deamidated(N)@12 -0.0369 1751.9283 876.9714 1751.9652 876.9899 54.62
2.26 8.5 IAGLP iTRAQ4plex@N-term cleaved A-I@N-term; cleaved P-S@C-term |-0.0002 613.3919 614.3992 613.3921 614.3994 50.66
iTRAQ4plex@N-term;
3.72 8.5 IEAVALLK ITRAQ4plex(K)@8 -0.0123 1143.7347 572.8746 1143.7471 572.8808 51.38
3.72 8.5 TIASGINQIIASLAR No iTRAQ4plex@N-term -0.0098 1526.8683 764.4414 1526.8780 764.4463 40.35
iTRAQ4plex@N-term;
Methylthio(C)@2;
226 85 VCKDFAKNNK iTRAQ4plex(K)@3; missed K-N@7 -0.0371 1787.9502 596.9907 1787.9873 597.0031 42.44
iTRAQ4plex(K)@7;
iTRAQ4plex(K)@10
LIC10750
iTRAQ4plex@N-term;
5.93 14.3 GGVVHLGVGK ITRAQ4plex(K)@10 0.0120 1209.7557 404.2592 1209.7437 404.2552 29.50
iTRAQ4plex@N-term;
5.93 14.3 GTISLPHGTGK ITRAQ4plex(K)@11 -0.0314 1354.7498 452.5905 1354.7812 452.6010 28.34
iTRAQ4plex@N-term;
5.93 14.3 IEYRPDK ITRAQ4plex(K)@7 -0.0468 1207.6337 403.5518 1207.6805 403.5674 28.68
5.43 7.8 LGPILGR iTRAQ4plex@N-term 0.0113 868.5730 435.2938 868.5616 435.2881 41.53
Acetyl@N-term;
5.93 14.3 PKAGTVTTDVAK iTRAQ4plex(K)@2; cleaved K-P@N-term; missed K-A@2 0.0226 1516.8929 506.6383 1516.8704 506.6308 27.45
ITRAQ4plex(K)@12
5.43 7.8 TVVQTLMR iTRAQ4plex@N-term -0.0041 1090.6249 546.3197 1090.6290 546.3218 41.81
iTRAQ4plex@N-term;
5.43 7.8 VLVFCK Methylthio(C)@5; 0.0239 1041.6198 521.8171 1041.5959 521.8052 47.23

iTRAQ4plex(K)@6




iTRAQ4plex@N-term;

5.93 143 VSFDNTK TRAGAI(K)@Y 0.0035 1097.5996 549.8071 1097.5961 549.8053 2 28.08
iTRAQ4plex@N-term;
5.93 143 VSFDNTKLIENIR Oxidation(N)@S; missed K-L@7 -0.0130 1853.0009 927.5077 1853.0138 927.5142 2 38.14
- : ITRAQ4plex(K)@7; : g : g : -
Deamidated(N)@11
LIC10749
No iTRAQ4plex@N-term;
2 63 EAGK TRAGAPeN(K @4 cleaved V-E@N-term -0.0049 547.3039 548.3112 547.3088 548.3160 1 41.87
2 77 LPVVITVFSDR TRAQ4plex@N-term ~0.0076 1388.8074 695.4109 1388.8149 695.4147 2 48.98
2 7.7 QAGL 'LIRAQ“'“‘”@)':‘(;?""; cleaved G-Q@N-term; cleaved L-N@C-term|-0.0076 532.2902 533.2075 532.2979 533.3051 1 49.25
iTRAQ4plex@N-term;
2 63 SPPAALLVK TRAGAI(KI@S 0.0105 1182.7686 592.3915 1182.7580 592.3863 2 29.53
2 6.3 VVIT No iTRAQ4plex@N-term cleaved P-V@N-term; cleaved T-V@C-term |0.0465 430.3256 431.3329 430.2791 431.2864 1 50.24
LIC10525
iTRAQ4plex@N-term;
6.42 222 AEFQNFK TRAGAI(KI@Y 00114 1170.6390 586.3268 1170.6277 586.3211 2 30.42
Glu->pyro-Glu@N-term;
6.42 222 ENEDKFTLRPARVR |DeamidatedN)@2; missed K-F@S5; missed R-V@12 -0.0251 1857.9567 620.3262 1857.9819 620.3346 3 28.33
- . ITRAQ4plex(K)@5; { : : i : - -
Deamidated(R)@9
No iTRAQ4plex@N-term;
6.42 222 ESAK TRAQIPeN(KI B4 cleaved L-E@N-term 0.0381 577.3574 578.3647 577.3193 578.3266 1 56.92
6.42 222 LNPIDNLER No ITRAQ4plex@N-term; cleaved F-L@N-term 0.0330 1098.6000 550.3073 1098.5669 550.2907 2 34.25
Oxidation(P)@3
6.42 22.2 NVIR No iTRAQ4plex@N-term cleaved S-N@N-term 0.0467 500.3538 501.3611 500.3071 501.3144 1 44.93
6.42 222 SAQEFVSIR TRAQ4plex@N-term 20,0194 1179.6177 590.8161 1179.6370 590.8258 2 29.28
6.42 222 SLVSGFLNPIDNLER _[ITRAQ4plex@N-term -0.0110 1816.9695 509.4920 1816.9805 909.4975 2 36.32
iTRAQ4plex@N-term;
6.42 22 ;gﬂamsampw ITRAQ4pIEX(K)@12; -0.0107 20085837 |070.5352 2908.5945 970.5388 3 37.89
ITRAQ4plex(K)@23
LIC10430
No iTRAQ4plex@N-term;
4.11 10.8 AAERAEAK Deamidated(R)@4; cleaved L-A@N-term; missed R-A@4 0.0505 989.5769 495.7957 989.5264 495.7705 2 37.47
iITRAQ4plex(K)@8
iTRAQ4plex@N-term;
iTRAQ4plex(K)@4; . . mi - mi
4 16.0 AEAKGSAADDAKAKK |ITRAQ4pIeX(K)@12; ’;gslid K-G@4; missed K-A@12; missed K- oy 21802183 |727.7467 21802734 727.7651 3 25.47
iITRAQ4plex(K)@14;
iTRAQ4plex(K)@15
4 16.0 ATSGA ITRAQ4plex@N-term cleaved V-A@N-term; cleaved A-V@C-term |-0.0322 549.2558 550.2631 549.2880 550.2953 1 49.61
211 108 GGQFEHIIHEIR TRAQ4plex@N-term Cleaved T-G@N-term 0.0250 1578.8639 527.2952 1578.8389 527.2869 3 4754
No iTRAQ4plex@N-term;
4 16.0 GSAADDAKAK ITRAQ4plex(K)@8; missed K-A@8 -0.0004 1220.6602 611.3373 1220.6604 611.3375 2 51.89
ITRAQ4plex(K)@10
iTRAQ4plex@N-term;
4 16.0 IGIETTGIAK TRAGAIOK)@10 -0.0179 1289.7620 645.8882 1289.7798 645.8972 2 29.53
iTRAQ4plex@N-term;
4.11 108 ISQLK TRAGAMI(KIGE 0.0109 875.5793 438.7969 875.5684 438.7915 2 36.95
iTRAQ4plex@N-term;
Deamidated(N)@4;
4 16.0 NENNRLRSSGMVPVN i 2 04plex(S)@9: missed R-L@5; missed R-S@7 0.0869 34739131 |869.4855 3473.8262 869.4638 4 44.87
IIGGGVATSGAVNEK
Deamidated(N)@28;
ITRAQ4plex(K)@30
No iTRAQ4plex@N-term;
4 16.0 QNTIHKIAVK iTRAQ4plex(K)@6; cleaved S-Q@N-term; missed K-1@6 -0.0490 1438.8374 720.4260 1438.8864 720.4505 2 47.71
ITRAQ4plex(K)@10
4.11 10.8 QSTL GIn->pyro-Glu@N-term cleaved L-I@C-term 0.1282 430.3345 431.3418 430.2064 431.2136 1 58.37
211 108 TGGQFEHIHEIR Carbamyl@N-term 0.0397 1578.8300 527.2839 1578.7903 527.2707 3 50.74
TIPEDLLENLTIDVTDL [iTRAQ4plex@N-term;
4 16.0 DVGDSIK TRAGAIOK(K) @54 0.0090 2915.5562 972.8593 2915.5470 972.8563 3 42.02
VPTSWEILINGDPIVTS [TRAQ4plex@N-term;
4 16.0 K TRAGAIOK(K)@50 2.0793 2467.2930 823.4382 2469.3723 824.1314 3 53.59
LIC10429
iTRAQ4plex@N-term;
4 93 ANVSEVMNVIGEIEGK |10 S0 o6 00115 1976.0607 659.6942 1976.0492 659.6903 3 37.46
iTRAQ4plex@N-term;
4 93 DALLK TRAGAMIO(KI@E cleaved A-D@N-term -0.0106 846.5313 847.5385 846.5418 847.5491 1 57.49
iTRAQ4plex@N-term;
4 93 IDDLVIVSPDSGGAER |73 0% & 0y -0.0345 1929.9906 966.0026 1930.0251 966.0198 2 34.67
iTRAQ4plex@N-term;
Oxidation(D)@3; .
4 93 IEDNVRGK Doamichated(N)@d: missed R-G@6 0.0282 1234.7043 618.3594 1234.6761 618.3453 2 30.24

iTRAQ4plex(K)@8




VPVDNLHFAPVLAEYV[ITRAQ4plex@N-term;
4 93 NTK TRAGAIOK(K)@10 -0.0205 2413.3044 805.4421 2413.3249 805.4489 3 35.42
2 93 VVADLIEVVGLDR __|ITRAQ4plex@N-term -0.0260 1540.8687 771.4416 1540.8946 771.4546 2 38.47
LIC13163
iTRAQ4plex@N-term;
4 117 EAIADYDKEVK ITRAQ4plex(K)@8; -0.0102 1711.9255 571.6491 1711.9358 571.6525 3 29.80
ITRAQ4plex(K)@11
4 117 Z'I'EDLPFLSYQTS'EE ITRAQ4plex@N-term -1.0378 2454.2742 819.0987 2455.3121 819.4446 3 41.72
4 11.7 FQPK :12283213(%;‘5?“ cleaved N-F@N-term 0.1203 806.6097 404.3121 806.4894 404.2520 2 18.84
4 11.7 IGAGS ITRAQ4plex@N-term cleaved G-I@N-term; cleaved S-D@C-term |0.0244 547.3333 548.3405 547.3088 548.3160 1 42.24
LIC13223
iTRAQ4plex@N-term;
2 62 YEVDKEYGILK ITRAQ4plex(K)@5; 0.0094 1788.0128 597.0115 1788.0035 597.0084 3 31.89
ITRAQ4plex(K)@11
LIC13310
238 50 g'SAANL'DTMQVLLS ITRAQ4plex@N-term -0.0035 2003.0809 1002.5480 2003.0843 1002.5494 2 42.87
iTRAQ4plex@N-term;
238 50 KLETFISETK ITRAQ4plex(K)@1; missed K-L@1 2.9599 1629.9156 544.3125 1626.9558 543.3259 3 34.24
ITRAQ4plex(K)@10
LIC13326
3.96 13.9 DNAVLHWR Carbamyl@N-term 0.0005 10525157 527.2651 10525152 527.2649 2 4197
2.16 8.0 HVGNILSR TRAQ4plex@N-term 0.0082 1038.6138 5203141 1038.6056 520.3101 2 28.71
3.96 13.9 ILGLK :lgﬁg:s:giﬁ)’\g?m; 0.0086 830.5919 416.3032 830.5833 416.2989 2 39.82
iTRAQ4plex@N-term;
2.16 8.0 TFIMIKPDGVK ITRAQ4plex(K)@6; -0.0081 1679.9928 561.0049 1680.0010 561.0076 3 50.91
ITRAQ4plex(K)@11
LIC20065
215 117 ADFEK :ﬁﬁgjgtiﬁ%tgrm; cleaved M-A@N-term -0.0005 896.4843 449.2494 896.4847 449.2496 2 25.93
213 11.7 EDAE Glu->pyro-Glu@N-term cleaved D-E@N-term; cleaved E-K@C-term |0.0223 444.1715 445.1788 444.1492 445.1565 1 18.54
215 11.7 FIDNLK :lsﬁgjgtiﬁ;‘é;grm; -0.0164 1036.5997 519.3071 1036.6161 519.3153 2 30.62
215 117 FIDNLKS :ﬁﬁgjgls;((?()l\lé;grm; missed K-S@6 0.0023 1123.6504 562.8325 1123.6481 562.8313 2 30.24
215 117 IDNLK :ﬁﬁgjgls;((?()l\lé;grm; cleaved F-I@N-term 0.0044 889.5521 445.7833 889.5477 445.7811 2 28.03
iTRAQ4plex@N-term;
215 117 IQTVGDVTK TRAGAI(KI@S -0.0256 1247.7073 624.8609 1247.7329 624.8737 2 27.71
215 11.7 QTVG No iTRAQ4plex@N-term cleaved I-Q@N-term; cleaved G-D@C-term 0.0101 403.2168 404.2241 403.2067 404.2140 1 46.87
2.15 117 QTVGDVTK gg:é’ﬁ;f(';%\‘;erm: cleaved I-Q@N-term -0.0086 973.5116 487.7631 973.5202 487.7674 2 35.19
LIC20083
5.05 4.8 AASLR iTRAQ4plex@N-term cleaved S-A@N-term 0.0326 660.4366 661.4439 660.4041 661.4113 1 59.58
iTRAQ4plex@N-term;
7.15 73 AGIPVFAWK TRAGAI(KI®S -0.0027 1275.7556 638.8851 1275.7583 638.8864 2 34.36
7.15 73 DLSQAEWGR TRAQ4plex@N-term 0.0705 1204.6664 603.3405 1204.5958 603.3052 2 27.32
7.5 73 ELYNNK :ﬁﬁgjgls;((?()l\lé;grm; cleaved -E@N-term 0.0009 1067.5864 534.8005 1067.5855 534.8000 2 26.07
7.15 73 EMPGLMALR TRAQ4plex@N-term -0.0028 1160.6140 581.3143 1160.6168 581.3157 2 31.94
iTRAQ4plex@N-term;
7.5 73 GISEETTTGVK TRAGAIOK)@1L -0.0155 1408.7499 705.3822 1408.7653 705.3899 2 26.73
QEILAEKEMPGLMAL [ITRAQ4plex@N-term;
5.05 4.8 N TRAGAI(K)@E -0.2218 2229.0251 7440156 2229.2469 7440896 3 38.47
7.15 7.3 QVLR GIn->pyro-Glu@N-term cleaved Y-Q@N-term 0.0034 497.2996 498.3068 497.2962 498.3035 1 56.15
iTRAQ4plex@N-term;
7.5 73 SKFDNLYGCR g::ﬁgg:gggggi missed K-F@2 0.1501 1536.8809 513.3009 1536.7309 513.2509 3 33.13
Methylthio(C)@9
7.5 73 SVTT ITRAQ4plex@N-term cleaved M-S@N-term; cleaved T-Q@C-term|0.0325 550.3409 551.3482 550.3084 551.3157 1 56.04
No iTRAQ4plex@N-term;
5.05 4.8 SVTTQEKDLSYK ?r;i%ﬁ::g%)gi cleaved M-S@N-term -0.0632 1686.8289 844.4217 1686.8920 844.4533 2 42.23
iITRAQ4plex(K)@12
7.5 73 TGVK ?‘r;:gf’ﬁ:x"(';;g AN“e'm; cleaved T-T@N-term -0.0392 547.3060 548.3133 547.3451 548.3524 1 38.83
715 73 VAALHLEQLGVR TRAQ4plex@N-term 0.0071 14488656 |483.9625 1448.8585 483.9601 3 33.07
7.5 73 YTFPDGK ITRAQ4plex@N-term; 0.0146 1114.6049 558.3097 1114.5902 558.3024 2 29.21

iTRAQ4plex(K)@7

LIC20142




DITSLLLDPEGLALTIG

6 26.6 TEVNR ITRAQ4plex@N-term -0.0235 2501.3628 834.7949 2501.3863 834.8027 3 45.09
6 26.6 RTIP No iTRAQ4plex@N-term cleaved I-R@N-term; cleaved P-D@C-term; | 7y 485.2801 486.2963 485.2962 486.3035 1 33.69
missed R-T@1
iTRAQ4plex@N-term;
6 26.6 TIPDYPKPGILFR TRAGAI(KI@Y -0.0139 1804.0353 602.3524 1804.0491 602.3570 3 33.22
6 26.6 VPVFSICEFEGH ITRAQ4plex@N-term; 0.0101 1552.7278 777.3712 1552.7176 777.3661 2 37.58
Methylthio(C)@7
LIC2_SPN3825
iTRAQ4plex@N-term;
8 16.7 AAFVLPQFAQK TRAGAIOK) @11 -0.0067 1506.8735 754.4440 1506.8802 754.4474 2 33.07
8 16.7 GPDPYTVVPDPQR _[ITRAQ4plex@N-term ~0.0033 1583.8032 792.9089 1583.8066 792.9106 2 29.57
8 16.7 IDVFESVGFGR TRAQ4plex@N-term 0.0293 1368.7454 685.3799 1368.7159 685.3653 2 47.03
No iTRAQ4plex@N-term; . i
6.85 125 bZiELTPFQK'DVFES Deamidated(R)@4; fr'“e;‘/;d; ]L@@i'l;"‘e’m' missed RT@4; -0.0209 25653252 |856.1157 2565.3462 856.1227 3 55.54
ITRAQ4plex(K)@10
iTRAQ4plex@N-term;
8 16.7 RPFYETMANCLK Methylthio(C)@10; 0.0139 1805.9009 602.9742 1805.8870 602.9696 3 36.58
ITRAQ4plex(K)@12
6.85 125 VLVIGGGDGGTVR _|ITRAQ4plex@N-term 20,0107 1342.7583 672.3864 1342.7690 672.3018 2 2059
iTRAQ4plex@N-term;
6.85 125 YYSAEMHK TRAGAMI(K)@E 0.0156 1315.6630 439.5616 1315.6474 439.5564 3 38.74
LIC20266
2.08 63 AVLGA No iTRAQ4plex@N-term cleaved V-A@N-term; cleaved A-T@C-term |-0.0389 429.2198 430.2271 429.2587 430.2660 1 22.77
2.08 63 zg\slﬁ_EEQTLGLPLAP ITRAQ4plex@N-term -0.0193 2524.3618 842.4612 2524.3811 842.4677 3 40.03
2.08 63 EEEDRPQPR TRAQ4plex@N-term 20,0117 1298.6221 4338813 1298.6337 433.8852 3 21.00
iTRAQ4plex@N-term;
2.08 63 IEPLK TRAGAMIO(KI@E cleaved E-I@N-term -0.0018 886.5713 444.2929 886.5731 444.2938 2 29.66
LIC10524
No iTRAQ4plex@N-term;
47.58 38.1 AADK TRAQAPeN KB4 cleaved A-A@N-term -0.0028 547.3060 548.3133 547.3088 548.3160 1 38.83
iTRAQ4plex@N-term;
Deamidated(N)@8;
28.39 221 AREAIESNDKAR Oxidation(D)@9; missed R-E@2; missed K-A@1C -0.1278 1679.7405 840.8775 1679.8682 840.9414 2 35.30
iITRAQ4plex(K)@10;
Oxidation(R)@12
iTRAQ4plex@N-term;
Oxidation(D)@9; . Lo .
47.58 38.1 AREAIESNDKARIESA |12 A 04plex(K)@10; missed R-E@2; missed K-A@10; missed R-| o7 23512197  |784.7472 2351.2770 784.7663 3 30.33
K AN : @12
Oxidation(R)@12;
iTRAQ4plex(K)@17
4758 38.1 ASDINEVILVGGSIR _|ITRAQ4plex@N-term 0.0127 1685.9562 843.9854 16859434 5843.9790 2 46.79
4758 38.1 AVITVPAYFNDEQR _|ITRAQ4plex@N-term -0.0108 17659012 883.9579 17659121 883.9633 2 32.38
iTRAQ4plex@N-term;
47.58 38.1 DAEAHAAADK TRAGAIO(K)@10 -0.0207 1285.6300 429.5506 1285.6506 429.5575 3 25.96
4758 38.1 DLIGIPPAPR TRAQ4plex@N-term Cleaved F-D@N-term 0.0083 1191.7180 596.8663 1191.7097 596.8621 2 31.23
28.39 221 ELAD Glu->pyro-Glu@N-term cleaved L-E@N-term; cleaved D-G@C-term |-0.1042 428.0865 429.0938 428.1907 429.1980 1 59.10
iTRAQ4plex@N-term;
47.58 38.1 ESSSGLSEDEIQK [ 0 @13 cleaved I-E@N-term 0.0004 1695.8411 848.9278 1695.8407 848.9276 2 27.54
4758 38.1 FDLIGIPPAPR TRAQ4plex@N-term 20,0268 1338.7513 670.3829 1338.7782 670.3064 2 33.70
iTRAQ4plex@N-term;
28.39 221 FDQLTK TRAGAMI(KIGE 0.0038 1038.5992 520.3069 1038.5953 520.3049 2 38.80
iITRAQ4plex@N-term;
FDQLTKSLVDRTRIPC |iTRAQ4plex(K)@6; missed K-S@6; missed R-T@11; missed R-
47.58 38.1 ENALR Moty G016, ®L3 0.0846 2809.5669 703.3990 2809.4822 703.3778 4 40.68
Deamidated(N)@18
47.58 38.1 FETSAGEFTPQEISAR |iTRAQ4plex@N-term -0.0649 1912.8640 957.4393 1912.9289 957.4717 2 31.50
iTRAQ4plex@N-term;
47.58 38.1 GETLIGQFAK TRAGAIO(K)@10 -0.0061 1350.7690 676.3918 1350.7751 676.3948 2 3115
4758 38.1 GGSIR TRAQ4plex@N-term cleaved V-G@N-term ~0.0060 632.3668 633.3740 632.3728 633.3800 1 51.34
28.39 221 HLDMTLTR TRAQ4plex@N-term 0.0002 1129.6038 565.8091 1129.6036 565.8091 2 2044
28.39 221 JAGLEVER TRAQ4plex@N-term 0.0141 1029.6082 515.8113 1029.5940 515.8043 2 39.87
iTRAQ4plex@N-term;
47.58 38.1 IATDIASK TRAGAMI(KI@E 0.0075 1105.6661 553.8403 1105.6587 553.8366 2 28.17
IELSGTMSTQINLPFIT |ITRAQ4plex@N-term; _
47.58 38.1 AOASGPK TRAGAIOK(K) @24 0.0031 2778.4688 927.1635 2778.4717 927.1645 3 54.04
iTRAQ4plex@N-term;
47.58 38.1 IESSSGLSEDEIQK  [r03 P i ora -0.0135 1808.9113 905.4629 1808.9247 905.4696 2 28.70
47.58 38.1 IGANEK ITRAQ4plex@N-term; -0.0079 918.5299 460.2722 918.5378 460.2762 2 23.60

iTRAQ4plex(K)@6




iTRAQ4plex@N-term;

iTRAQ4plex(K)@6; . . .
IGANEKQLATDEIKRA |. . missed K-Q@6; missed K-R@14; missed R-
47.58 38.1 REAIESNDKAR TRAQpIEX(K)@14; Ao15: miseed R.E@17; missed KAGos | |*0125 3618.0061 905.5088 3617.9936 905.5057 52.63
Oxidation(R)@17;
iTRAQ4plex(K)@25
IIGIDLGTTNSVVSVME |iTRAQ4plex@N-term;
47.58 38.1 GGDPVVIONSEGAR | Deamiatod(N)@36 0.0638 3271.7363 1091.5860 3271.6728 1091.5649 54.61
iTRAQ4plex@N-term;
47.58 38.1 INEPTARALAYGFDK [ 3 B2 e 0.0081 1981.0845 661.3688 1981.0764 661.3661 34.07
iTRAQ4plex@N-term;
47.58 38.1 IINEPTAAALAYGFDKK | TRAQ4plex(K)@16; missed K-K@16 -0.0095 2253.2639 752.0953 2253.2734 752.0984 33.93
ITRAQ4plex(K)@17
iTRAQ4plex@N-term;
47.58 38.1 IPAVQELVK TRAGAI(KI@S -0.0141 1283.7916 642.9031 1283.8057 642.9101 31.36
47.58 38.1 IPCENALR ITRAQ4plex@N-term; 0.0043 1104.5585 553.2865 1104.5542 553.2844 31.19
Methylthio(C)@3
iTRAQ4plex@N-term;
28.39 221 ISADK TRAGAMI(K)@E cleaved D-I@N-term 0.0117 820.5016 411.2581 820.4898 411.2522 40.92
iTRAQ4plex@N-term; A | ¥
47.58 38.1 LATDEIKR TRAGHI(K)@Y cleaved Q-L@N-term; missed K-R@7 0.0136 1232.7196 411.9138 1232.7332 411.9183 28.45
28.39 22.1 LDMTLTR iTRAQ4plex@N-term cleaved H-L@N-term 0.0098 992.5545 497.2845 992.5447 497.2796 41.12
iTRAQ4plex@N-term;
47.58 38.1 ZVKDAEAH‘ VAADKAQ [irraQaplex(K)@3; missed K-A@13 -0.0271 21431262 |715.3827 21431533 715.3017 43.72
ITRAQ4plex(K)@13
47.58 38.1 NALR iTRAQ4plex@N-term cleaved E-N@N-term 0.0816 616.4594 617.4667 616.3778 617.3851 55.94
iTRAQ4plex@N-term;
47.58 38.1 NELDTLTYSLEK TRAGHI(K)@12 -0.0092 1712.8984 857.4565 1712.9076 857.4611 32.82
4758 38.1 NQAITNAVNTIR No iTRAQ4plex@N-term; 0.0080 1314.6071 658.3558 1314.6892 658.3519 29.39
Deamidated(N)@9
iTRAQ4plex@N-term;
47.58 38.1 NQTGIDISADK TRAGAIOK)@1L -0.0030 1448.7684 725.3915 1448.7715 725.3930 27.75
iTRAQ4plex@N-term; .
47.58 38.1 NQTGIDISADKNTVQR [0S B o o missed K-N@11 -0.0138 2047.0764 683.3661 2047.0902 683.3707 28.64
28.39 22.1 NTIR iTRAQ4plex@N-term cleaved V-N@N-term 0.0593 646.4477 647.4550 646.3884 647.3957 58.60
iITRAQ4plex@N-term;
47.58 38.1 NTTIPTKK ITRAQ4plex(K)@7; missed K-K@7 -0.0665 1333.7629 445.5949 1333.8295 445.6171 27.33
iITRAQ4plex(K)@8
No iTRAQ4plex@N-term;
47.58 38.1 PFITADASGPK TRAGAPEKBLL cleaved L-P@N-term 0.0205 1246.6885 624.3515 1246.6679 624.3412 47.10
47.58 38.1 PVVIQNSEGAR No iTRAQ4plex@N-term cleaved D-P@N-term -0.0013 1168.6188 585.3167 1168.6200 585.3173 24.32
iTRAQ4plex@N-term;
47.58 38.1 SATKDAGR'AGLEVE Deamidated(Q)@1; missed R-1@8 -0.0759 20020202 |668.3503 2002.1051 668.3756 38.44
iITRAQ4plex(K)@4
47.58 38.1 QGGVLAGEVSDVLL 'LIRAQ“'“‘”@)':‘(;?""; cleaved I-Q@N-term; cleaved L-L@C-term |0.0320 1500.8478 751.4312 1500.8157 751.4151 42.55
iTRAQ4plex@N-term; .
47.58 38.1 QLATDEIKR TRAGAMI(KI@E missed K-R@8 00118 1360.8036 454.6085 1360.7918 454.6045 27.42
iTRAQ4plex@N-term;
47.58 38.1 QTAEDYLGQK TRAGAIOK(K)@10 -0.0129 1439.7372 720.8759 1439.7500 720.8823 28.02
GlIn->pyro-Glu@N-term;
28.39 221 QVFGKEPNK iTRAQ4plex(K)@5; -0.0095 1316.7238 659.3691 1316.7332 659.3739 38.15
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;
47.58 38.1 RIPAVQELVK Oxidation(R)@1; cleaved I-R@N-term; missed R-1@1 -0.0718 1455.8298 486.2839 1455.9017 486.3078 40.08
ITRAQ4plex(K)@10
SAPGAEQAAAGGPN [ITRAQ4plex@N-term;
47.58 38.1 GGAGSNDQGNSTNN |Deamidated(N)@28; cleaved Q-S@N-term 0.1035 3073.4849 1025.5020 3073.3813 1025.4677 23.96
GEK ITRAQ4plex(K)@31
SOSAPGAEQAAAGG iTRAQ4p\e><@N-lerm:
47.58 38.1 PNGGAGSNDQGNST |DeamidatedN)@16; cleaved Y-S@N-term -0.0172 3289.4387 1097.4870 3289.4559 1097.4926 23.85
NNGEK Deamidated(N)@30;
ITRAQ4plex(K)@33
47.58 38.1 aSZSZLgADNQSAVS' ITRAQ4plex@N-term 0.0093 2587.3206 863.4474 2587.3112 863.4444 58.86
iITRAQ4plex@N-term;
28.39 221 TTPSIVAFTAK Methyl(T)@2; -0.0361 1436.8121 719.4133 1436.8482 719.4314 44.27
ITRAQ4plex(K)@11
iTRAQ4plex@N-term;
Deamidated(N)@3;
Oxidation(D)@7; .
47.58 38.1 TVNEAGDKIGANEK | O ek @8: missed K-1@8 0.1267 1895.1117 632.7112 1894.9849 632.6689 42.45
Deamidated(N)@12;
ITRAQ4plex(K)@14
iTRAQ4plex@N-term;
47.58 38.1 \VVDADYTVVDDEKK ~ [iTRAQ4plex(K)@13; missed K-K@13 -0.0080 2027.0709 676.6976 2027.0788 676.7002 30.12

iITRAQ4plex(K)@14




iTRAQ4plex@N-term;

VYSQSAPGAEQAAAG [Deamidated(N)@28;
47.58 38.1 GPNGGAGSNDQGNS |Deamidated(N)@31; -0.0332 3552.5386 1185.1870 3552.5717 1185.1978 27.27
TNNGEK Deamidated(N)@32;
iTRAQ4plex(K)@35
LIC10733
No iTRAQ4plex@N-term;
6.02 8.3 DAAK ITRAQAplex(K)@4 cleaved Q-D@N-term 0.0013 547.3101 548.3174 547.3088 548.3160 44.19
No iTRAQ4plex@N-term;
iTRAQ4plex(K)@4;
6.02 8.3 EESKK'GNVSF'LQDA ITRAQ4pIeX(K)@5: missed K-K@4; missed K-1@5 -0.1305 23042178 |799.0799 2394.3484 799.1234 58.71
Deamidated(N)@8;
iTRAQ4plex(K)@18
iTRAQ4plex@N-term;
6.02 8.3 GVAQHFFQFGEK ITRAQ4plex(K)@12 0.0079 1681.8898 561.6372 1681.8820 561.6346 33.03
6.02 8.3 IADIR No iTRAQ4plex@N-term cleaved D-I@N-term 0.0082 586.3521 587.3594 586.3439 587.3511 54.24
iTRAQ4plex@N-term;
4.04 53 IIYLGLGETSK ITRAQ4plex(K)@11 -0.0078 1480.8667 741.4406 1480.8745 741.4445 49.29
iTRAQ4plex@N-term;
4.04 53 ISIGK ITRAQ4plex(K)@5 cleaved Q-I@N-term 0.0044 804.5357 403.2751 804.5313 403.2729 38.14
iTRAQ4plex@N-term;
Oxidation(D)@5; Oxidation(P)@7{ . g ¥
6.02 8.3 ITVFDEPQLKK ITRAQ4plex(K)@10; missed K-K@10 0.0063 1781.0237 594.6818 1781.0300 594.6839 51.34
iTRAQ4plex(K)@11
iTRAQ4plex@N-term;
6.02 8.3 IWEMPLWEEYSEDLK ITRAQ4plex(K)@15 0.0056 2255.1118 752.7112 2255.1064 752.7094 38.20
4.04 53 LGLGV iTRAQ4plex@N-term cleaved E-L@N-term; cleaved V-P@C-term |0.0188 601.4109 602.4182 601.3921 602.3994 53.62
iTRAQ4plex@N-term;
6.02 8.3 LQLLLK ITRAQ4plex(K)@6 -0.0062 1014.6983 508.3564 1014.7045 508.3595 59.44
iTRAQ4plex@N-term;
4.04 53 LVLGDVLSYVGK ITRAQ4plex(K)@12 0.0042 1549.9365 775.9755 1549.9323 775.9734 50.40
iTRAQ4plex@N-term;
6.02 8.3 MILLEYTPVKPITK iTRAQ4plex(K)@10; -0.0058 2077.2527 693.4249 2077.2586 693.4268 35.06
iTRAQ4plex(K)@14
iTRAQ4plex@N-term;
TKFSFQTASGIFTGEN [iTRAQ4plex(K)@2; ) .
6.02 8.3 GQIFTDEVEK ITRAQ4plex(T)@21; missed K-F@2 0.0222 3456.8123 865.2103 3456.7900 865.2048 51.29
iITRAQ4plex(K)@26
LIC10763
iTRAQ4plex@N-term;
2 15 GLSDNLK Deamidated(N)@5; 0.0147 1034.6000 518.3073 1034.5852 518.2999 37.52
iITRAQ4plex(K)@7
iTRAQ4plex@N-term;
2 15 IESLVQK ITRAQ4plex(K)@7 -0.0476 1103.6318 552.8232 1103.6794 552.8470 29.89
iTRAQ4plex@N-term;
2 15 LQSSTPAGTGSYDSK ITRAQ4plex(K)@15 -0.0012 1785.8977 893.9561 1785.8988 893.9567 27.10
2 15 NNNQQISSQVR No iTRAQ4plex@N-term 0.0916 1286.7244 644.3694 1286.6327 644.3236 44.75
No iTRAQ4plex@N-term; L
2 15 RLGK ITRAQAplex(K)@4 cleaved T-R@N-term; missed R-L@1 0.0452 616.4594 617.4667 616.4142 617.4215 55.94
No iTRAQ4plex@N-term;
2 15 SFLK ITRAQ4plex(K)@4 cleaved S-S@N-term -0.0048 637.3873 638.3946 637.3921 638.3994 56.42
2 15 SGIS iTRAQ4plex@N-term cleaved L-S@N-term; cleaved S-Y@C-term |0.0077 506.2899 507.2972 506.2822 507.2895 54.73
2 15 TAFR iTRAQ4plex@N-term 0.0277 637.3947 638.4019 637.3669 638.3742 56.31
iTRAQ4plex@N-term;
Deamidated(N)@6;
2 15 TESVQNLNLK Deamidated(N)@8: cleaved L-T@N-term 0.0346 1434.8156 718.4150 1434.7810 718.3978 53.28
iTRAQ4plex(K)@10
iTRAQ4plex@N-term;
2 15 TTDLEVVGK ITRAQ4plex(K)@9 -0.0119 1248.7050 417.2423 1248.7169 417.2462 28.97
No iTRAQ4plex@N-term;
2 15 VIEIYK ITRAQ4plex(K)@6 0.0172 907.5673 454.7909 907.5501 454.7823 14.64
iTRAQ4plex@N-term; .
2 15 VQFK ITRAQ4plex(K)@4 cleaved M-V@N-term; cleaved K-P@C-term|0.0016 808.5067 405.2606 808.5051 405.2598 29.09
iTRAQ4plex@N-term;
2 15 VSLMTGLNVDK iTRAQ4plex(T)@5; -0.0128 1607.9154 536.9791 1607.9282 536.9833 39.41
ITRAQ4plex(K)@11
LIC10800
iTRAQ4plex@N-term;
4 9.8 AGEFAK ITRAQ4plex(K)@6 cleaved E-A@N-term -0.0024 909.5140 455.7643 909.5164 455.7655 27.80
4 9.8 ATATASAVFAIAGTR || RAQ4pIeX@N-term; -0.0878 1566.7610  [784.3878 1566.8488 784.4317 20.82
Oxidation(F)@9
4 9.8 ELLNFK ITRAQplex@N-term; cleaved K-P@C-term 0.0198 1050.6516  [526.3331 1050.6317 526.3231 53.19

iTRAQ4plex(K)@6




iTRAQ4plex@N-term;

4 9.8 IAAEAAHQAK ITRAQ4plex(K)@10 0.0119 1296.7513 433.2577 1296.7394 433.2537 3 26.42
4 9.8 :EWVLDPVAVGALGF iTRAQ4plex@N-term -0.0045 1853.0640 927.5392 1853.0685 927.5415 2 39.68
4 9.8 LAGT iTRAQ4plex@N-term cleaved A-L@N-term; cleaved T-D@C-term |0.0087 504.3117 505.3189 504.3029 505.3102 1 56.14
No iTRAQ4plex@N-term;
iTRAQ4plex(K)@2; . .
4 98 SKTTIERIWPAK Deamidated(R)@8; cleaved M-S@N-term; missed K-T@2; 0.0034 1847.0793  |616.7004 1847.0760 616.6993 3 3255
- A missed R-1@8
Oxidation(P)@11;
iTRAQ4plex(K)@13
LIC10851
iTRAQ4plex@N-term;
4.92 10.1 ALEENNADIEK ITRAQ4plex(K)@11 -0.0042 1532.7885 767.4015 1532.7926 767.4036 2 27.29
4.92 10.1 FGENITIAR iTRAQ4plex@N-term -0.0221 1163.6200 582.8173 1163.6421 582.8283 2 29.51
4.92 10.1 RTSA iTRAQ4plex@N-term cleaved E-R@N-term; cleaved A-G@C- |4 1y6q 577.3574 578.3647 577.3306 578.3378 1 56.92
term; missed R-T@1
iTRAQ4plex@N-term;
4.92 10.1 SQLEAEGK ITRAQ4plex(K)@8 -0.0072 1148.6208 575.3177 1148.6281 575.3213 2 24.92
iTRAQ4plex@N-term;
4.92 10.1 VVSYIHGNGK ITRAQ4plex(K)@10 0.0266 1360.7972 454.6064 1360.7707 454.5975 3 35.80
iTRAQ4plex@N-term;
4.92 10.1 YISEVCLYNQAFFK | Metyithio(©)@6: 0.0648 1995.0737 666.0319 1995.0089 666.0103 3 53.80
Deamidated(N)@9;
iITRAQ4plex(K)@14
3.7 9.5 AAVTTDLIR No iTRAQ4plex@N-term cleaved M-A@N-term 0.0081 958.5529 480.2837 958.5447 480.2796 2 43.63
3.7 9.5 AITWLR iTRAQ4plex@N-term 0.0061 902.5521 452.2833 902.5460 452.2803 2 43.42
iTRAQ4plex@N-term;
37 9.5 EALGK ITRAQ4plex(K)@5 cleaved F-E@N-term 0.0408 804.5357 403.2751 804.4949 403.2547 2 38.14
LIC11101
iTRAQ4plex@N-term;
10.73 9.3 ALINLIQK ITRAQ4plex(K)@8 -0.0001 1199.7844 600.8995 1199.7845 600.8995 2 45.51
iTRAQ4plex@N-term; .
4.8 4.1 APNRAMLR Dethiomethyl(M)@6 missed R-A@4 0.0302 1023.6362 512.8254 1023.6059 512.8102 2 47.18
4.8 4.1 DMPDLVPNQTIVR iTRAQ4plex@N-term -0.0133 1640.8545 821.4345 1640.8678 821.4412 2 32.13
iTRAQ4plex@N-term;
10.73 9.3 FNAGK ITRAQ4plex(K)@5 0.0294 823.5090 412.7617 823.4796 412.7471 2 39.80
iTRAQ4plex@N-term;
10.73 9.3 GNLAPDGAVAK ITRAQ4plex(K)@11 0.0023 1299.7413 650.8779 1299.7390 650.8768 2 35.69
iTRAQ4plex@N-term;
4.8 4.1 IKPGDVIIIR ITRAQ4plex(K)@2 -0.0186 1410.8979 471.3066 1410.9166 471.3128 3 32.34
iTRAQ4plex@N-term;
10.73 9.3 ISGLK ITRAQ4plex(K)@5 0.0044 804.5357 403.2751 804.5313 403.2729 2 38.14
iTRAQ4plex@N-term;
10.73 9.3 ISITGPAK ITRAQ4plex(K)@8 0.0022 1073.6711 537.8428 1073.6688 537.8417 2 38.70
10.73 9.3 ISREEFIR Carbamyl@N-term missed R-E@3 0.0037 1091.5760 546.7953 1091.5724 546.7935 2 41.00
10.73 9.3 IYGT iTRAQ4plex@N-term cleaved Q-I@N-term; cleaved T-I@C-term ]0.0027 596.3318 597.3391 596.3292 597.3364 1 59.75
4.8 4.1 LVQSATNGAITNL iTRAQ4plex@N-term cleaved L-L@C-term 0.0097 1444.8104 482.6107 1444.8007 482.6075 3 44.48
10.73 9.3 SSMTTDGDNRAPNR _|iTRAQ4plex@N-term missed R-A@10 0.0251 1664.7909 555.9376 1664.7658 555.9292 3 33.17
iTRAQ4plex@N-term;
4.8 4.1 SWKPIEPR ITRAQ4plex(K)@3 -0.0087 1299.7456 434.2558 1299.7543 434.2587 3 30.63
iTRAQ4plex@N-term;
10.73 9.3 VGGVHGVMK ITRAQ4plex(K)@9 0.0000 1170.6787 586.3466 1170.6787 586.3466 2 39.45
10.73 9.3 VIR No iTRAQ4plex@N-term cleaved D-V@N-term 0.0072 612.4395 613.4467 612.4323 613.4396 1 49.59
10.73 9.3 VVLV iTRAQ4plex@N-term cleaved T-V@N-term; cleaved V-L@C-term |0.0053 572.4072 573.4145 572.4019 573.4092 1 58.63
LIC11453
iTRAQ4plex@N-term;
4 6.3 EELSSTLALVKP'VED ITRAQ4pIEX(K)@11; 0.0055 23873945  |796.8054 2387.3889 796.8036 3 37.62
iTRAQ4plex(K)@18
iTRAQ4plex@N-term;
4 6.3 EIIIHGNK ITRAQ4plex(K)@8 -0.0004 1210.7274 404.5831 1210.7277 404.5832 3 50.37
4 6.3 GVST iTRAQ4plex@N-term cleaved L-G@N-term; cleaved T-F@C-term [0.0213 506.3035 507.3108 506.2822 507.2895 1 57.37
iTRAQ4plex@N-term;
4 6.3 LKTALVK TRAQ4plex(K)@2; missed K-T@2 0.0237 1283.8181 642.9163 1283.7943 642.9044 2 31.29
Phospho(T)@3;
iITRAQ4plex(K)@7
4 6.3 NIQIVTPPR iTRAQ4plex@N-term 0.0047 1180.7097 591.3621 1180.7050 591.3598 2 28.94
iTRAQ4plex@N-term;
4 6.3 SLAQK ITRAQ4plex(K)@5 cleaved L-S@N-term 0.0751 833.5966 417.8055 833.5214 417.7680 2 17.67
LIC11559
iTRAQ4plex@N-term;
224 72 IFPLFSPK ITRAQ4plex(K)@8 -0.0004 1235.7518 618.8832 1235.7522 618.8834 2 48.24
2.24 7.2 RVSYDVGVER Carbamyl@N-term missed R-V@1 -0.0028 1221.6074 611.8110 1221.6102 611.8124 2 37.92




Carbamyl@N-term;

224 72 VSYDVGVER ITRAQ4plex(Y)@3 -0.0033 1209.6078 605.8112 1209.6112 605.8129 38.02
LIC11587
Glu->pyro-Glu@N-term;
201 11 EILFEELTTDWOSDAY | o i iotion(N)@17; -0.0376 33204585  (833.3719 3320.4960 833.3813 36.40
NTVSGQNSNNSIR .
D N)@26
iTRAQ4plex@N-term;
2.01 11 FNLGENFLTK Deamidated(N)@6; 0.0537 1470.8500 736.4323 1470.7962 736.4054 34.01
iTRAQ4plex(K)@10
iTRAQ4plex@N-term; cleaved Y-F@N-term; missed R-R@2;
201 11 FRRK ITRAQ4plex(K)@4 missed R-K@3 0.0257 893.6060 447.8103 893.5803 447.7974 58.52
iTRAQ4plex@N-term;
201 11 GFTNEILEK ITRAQ4plex(K)@9 -0.0065 1337.7369 669.8757 1337.7435 669.8790 30.82
iTRAQ4plex@N-term;
2.01 11 KVQEDGIPEWLQK iTRAQ4plex(K)@1; missed K-V@1 -0.0331 2001.0930 668.0383 2001.1260 668.0493 36.82
iTRAQ4plex(K)@13
2.01 11 NLAS No iTRAQ4plex@N-term cleaved C-N@N-term; cleaved S-A@C-term [-0.0105 403.1963 404.2035 403.2067 404.2140 46.96
2.01 1.1 QTLR iTRAQ4plex@N-term cleaved S-Q@N-term 0.0543 660.4584 661.4656 660.4041 661.4113 55.38
No iTRAQ4plex@N-term;
2.01 11 SSGLMSFLK Oxidation(M)@5; 0.0487 1128.6458 565.3301 1128.5971 565.3058 32.34
iTRAQ4plex(K)@9
iTRAQ4plex@N-term;
201 11 VDAFTFFK ITRAQ4plex(K)@8 cleaved Y-V@N-term -0.0442 1261.6509 421.5576 1261.6950 421.5723 29.32
iTRAQ4plex@N-term; cleaved I-V@N-term; cleaved I-K@C-term;
201 11 VSGNKHI ITRAQ4plex(K)@5 missed K-H@5 -0.0425 1041.5750 521.7947 1041.6175 521.8160 24.27
LIC11704
iTRAQ4plex@N-term;
2 13.0 EYFEKPSIK iTRAQ4plex(K)@5; -0.0083 1571.8843 524.9687 1571.8925 524.9714 31.22
iITRAQ4plex(K)@9
iTRAQ4plex@N-term; » . i a
2 13.0 RFKR ITRAQ4plex(K)@3 missed R-F@1; missed K-R@3 0.0287 893.6090 447.8118 893.5803 447.7974 26.50
LIC11746
1.84 3.0 AVFGIPEIFR iTRAQ4plex@N-term 0.0067 1291.7478 646.8812 1291.7410 646.8778 50.52
1.84 3.0 ELLLLFSR iTRAQ4plex@N-term 0.0157 1133.7087 567.8616 1133.6930 567.8538 50.47
184 30 VQHTNFLDISLR ITRAQ4plex@N-term; 0.0086 1665.8448 556.2889 1665.8362 556.2860 47.33
Phospho(T)@4
iTRAQ4plex@N-term;
1.84 3.0 VSFPK ITRAQ4plex(K)@5 cleaved E-V@N-term -0.0052 864.5261 433.2703 864.5313 433.2729 39.70
LIC11832
iTRAQA4plex@N-term;
2 9.0 NVGIFHEFLVNK ITRAQ4plex(K)@12 0.0044 1703.9646 568.9955 1703.9603 568.9940 34.69
iTRAQ4plex@N-term;
Methylthio(C)@4; - :
2 9.0 zﬁi’i‘ﬁf"mmv“ ITRAQ4pIex(K)@6; frtle;‘/;d; ';gg‘;e’m' missed K-T@6; -0.0237 32097920  |535.9726 3209.8156 535.9765 52.41
iTRAQ4plex(T)@7;
iITRAQ4plex(K)@23
iTRAQ4plex@N-term;
2 9.0 TNVYEGK ITRAQ4plex(K)@7 cleaved F-T@N-term -0.0872 1097.5089 549.7617 1097.5961 549.8053 38.69
LIC11890
Formyl@N-term;
iTRAQ4plex(S)@9;
1276 332 ADGRPIAISSPGEAND |12 0 4p1ex(5) @10; -0.0902 30825610  |1028.5280 3082.6512 1028.5577 30.72
VIGLADAALTK
Deamidated(N)@15;
iTRAQ4plex(K)@27
Formyl@N-term;
ARGSRVASMWFHMG |Deamidated(R)@2; cleaved F-A@N-term; missed R-G@2;
12.76 33.2 PNQNQR Oxidation(R) @5, missed R\V@5 -0.0598 2518.1230 840.3817 2518.1828 840.4015 37.09
iTRAQ4plex(S)@8
12.76 33.2 DMGAYYNR iTRAQ4plex@N-term cleaved A-D@N-term 0.0066 1132.5160 567.2653 1132.5093 567.2619 28.17
iTRAQ4plex@N-term;
Carboxy(D)@1;
12.76 33.2 DRIASQAEFNK Deamidated(R)@2; cleaved V-D@N-term; missed R-1@2 0.0001 1754.9165 585.9794 1754.9164 585.9794 31.47
iTRAQ4plex(S)@5;
iTRAQ4plex(K)@11
iTRAQ4plex@N-term;
12.76 33.2 EFNK ITRAQ4plex(K)@4 cleaved A-E@N-term 0.0022 824.4659 413.2402 824.4636 413.2391 25.26
iTRAQ4plex@N-term;
12.76 33.2 FNELAVDK ITRAQ4plex(K)@8 -0.0134 1222.6667 612.3406 1222.6801 612.3473 29.52
iTRAQ4plex@N-term; . .
1276 332 ENE"AVDKTMKALSS ITRAQ4pIeX(K)@8; fr"ie;‘/;d'f:’é@lf"e’m' missed KT@8; | 0235 21421489  |715.0569 21421720 715.0646 54.27
ITRAQ4plex(K)@11
iTRAQ4plex@N-term;
12.76 33.2 FYIGTMTSK ITRAQ4plex(K)@9 0.0074 1334.7222 668.3683 1334.7148 668.3647 34.70
12.76 33.2 GAYENMQASESR iTRAQ4plex@N-term cleaved M-G@N-term 0.0105 1485.6746 743.8445 1485.6640 743.8393 24.95
12.76 332 IASQAEFNK ITRAQ4plex@N-term; -4.0585 1290.6541 646.3343 1294.7125 648.3635 30.93

iITRAQ4plex(K)@9




iTRAQ4plex@N-term;

12.76 33.2 IRDADMAEEVVSLTTK ITRAQ4plex(K)@16 missed R-D@2 0.0001 2065.0969 689.3729 2065.0969 689.3729 34.48
iTRAQ4plex@N-term;
iTRAQ4plex(K)@3;
12.76 332 LVKADGRPIAISSPGE | co poxy(B)@16; missed K-A@3 -0.1540 34817454 (8714436 3481.8993 8714821 36.71
ANDVIGLADAALTK
Carboxy(D)@19;
iTRAQ4plex(K)@30
No iTRAQ4plex@N-term;
1276 332 "K"”NHNLSAVNAHRSL Deamidated(N)@6; missed R-S@14 -0.0024 20621204 |688.3807 20621228 688.3815 41.95
iTRAQ4plex(K)@17
12.76 33.2 NIIQR iTRAQ4plex@N-term cleaved S-N@N-term -0.0322 786.4511 787.4584 786.4834 787.4906 58.19
12.76 33.2 NTEDGMSFIQTAEGFL] iTRAQ4plex@N-term -0.0091 2972.4216 991.8145 2972.4307 991.8175 43.61
EQTSNIIQR
GlIn->pyro-Glu@N-term;
Deamidated(R)@4; cleaved N-Q@N-term; missed R-E@2;
12.76 33.2 QRERFYIGTMTSK Oxidation(F)@5; missed R-F@4 -0.0212 1759.8473 880.9309 1759.8685 880.9415 31.56
iITRAQ4plex(K)@13
LIC11919
2 22 SI&EYGMPPTGGLGIGI iTRAQ4plex@N-term -0.0241 1959.9969 981.0057 1960.0210 981.0178 33.34
No iTRAQ4plex@N-term;
2 22 ASELK ITRAQ4plex(K)@5 0.0106 690.4139 691.4212 690.4034 691.4107 57.98
iTRAQ4plex@N-term;
2 22 GLEGYLFK ITRAQ4plex(K)@8 cleaved I-G@N-term -0.0685 1213.6266 607.8206 1213.6950 607.8548 28.90
iTRAQ4plex@N-term;
2 22 LSPLAK ITRAQ4plex(K)@6 cleaved E-L@N-term 0.0783 915.6780 458.8463 915.5997 458.8071 51.67
iTRAQ4plex@N-term;
2 22 NFRNEGISTK Deamidated(R)@3; missed R-N@3 -0.0362 1453.7407 727.8776 1453.7769 727.8957 28.60
iTRAQ4plex(K)@10
iTRAQ4plex@N-term;
2 2.2 NPTGPETKFKLGGR  [iTRAQ4plex(K)@8; missed K-F@8; missed K-L@10 -0.0432 1933.0679 645.3632 1933.1111 645.3776 38.15
iTRAQ4plex(K)@10
iTRAQ4plex@N-term;
2 22 SNPDKPGYVER ITRAQ4plex(K)@5 -0.0098 1548.8042 517.2753 1548.8140 517.2786 26.83
LIC11951
iITRAQ4plex@N-term;
10.88 31.0 GGQIVAPATDLK Deamidated(Q)@3; cleaved I-G@N-term 0.0032 1457.8365 729.9255 1457.8333 729.9239 32.32
ITRAQ4plex(K)@12
iTRAQ4plex@N-term;
10.88 31.0 IAEVFEELTGSK ITRAQ4plex(K)@12 0.0028 1609.8835 805.9490 1609.8807 805.9476 37.21
iTRAQ4plex@N-term;
10.88 31.0 IFLWGPVTDESSK ITRAQ4plex(K)@13 -0.0029 1765.9465 883.9805 1765.9494 883.9820 34.84
iTRAQ4plex@N-term;
10.18 345 ';';WGPVTDESSKDLV ITRAQ4pIEX(K)@13; 0.0350 24223823 |808.4681 2422.3473 808.4564 58.31
iTRAQ4plex(K)@18
iTRAQ4plex@N-term;
IFLWGPVTDESSKDLYV [iTRAQ4plex(K)@13; ) . ’
10.88 31.0 GKLLYLEMK ITRAQ4plex(K)@18: missed K-L@18 0.1389 3456.8042 865.2083 3456.9430 865.2430 57.55
iTRAQ4plex(K)@25
iTRAQ4plex@N-term;
10.88 31.0 IHAEEILK ITRAQ4plex(K)@8 0.0025 1239.7456 414.2558 1239.7431 414.2550 31.40
10.88 31.0 IHQP iITRAQ4plex@N-term cleaved M-I@N-term; cleaved P-S@C-term |0.0218 637.3887 638.3960 637.3669 638.3742 55.89
iITRAQ4plex@N-term;
10.88 31.0 KIFLWGPVTDESSK  [iTRAQ4plex(K)@1; missed K-1@1 0.0044 2038.1510 680.3909 2038.1464 680.3894 35.89
ITRAQ4plex(K)@14
iTRAQ4plex@N-term;
10.88 31.0 LLYLEMK ITRAQ4plex(K)@7 0.0020 1196.7102 599.3624 1196.7083 599.3614 50.48
iITRAQ4plex@N-term;
10.88 31.0 LNQILADACGHPISK  [Methylthio(C)@9; 0.0076 1913.0183 638.6801 1913.0107 638.6775 35.94
ITRAQ4plex(K)@15
iTRAQ4plex@N-term;
10.88 31.0 SIWPNGK Deamidated(N)@5; 0.0063 1089.6125 545.8135 1089.6062 545.8104 36.69
iITRAQ4plex(K)@7
VMIHQPSIGGQIVAPA [iTRAQ4plex@N-term; ¥
10.88 31.0 TDLK ITRAQ4plex(K)@20 0.0139 2362.3147 788.4455 2362.3286 788.4502 32.47
iTRAQ4plex@N-term;
10.18 345 YGIVDK ITRAQ4plex(K)@6 -0.0002 981.5737 491.7941 981.5739 491.7942 37.76
LIC12017
AGIADPNRPIGTFLFLG|iTRAQ4plex@N-term;
8.17 6.2 PTGVGK ITRAQ4plex(K)@23 -0.1055 2585.3518 862.7912 2585.4573 862.8264 55.22
2 14 QNPEVFNlFLQILDEG iTRAQ4plex@N-term -0.0581 2118.0649 1060.0400 2118.1231 1060.0688 55.46
8.17 6.2 DASN iTRAQ4plex@N-term cleaved L-D@N-term; cleaved N-M@C-term|-0.0217 549.2300 550.2372 549.2516 550.2589 59.68
2 14 DEEIRRTIQULSRR | \TRAQ4plex@N-term; missed R-R@5; missed R-T@6; missed R- | ;470 1928.3008 483.0825 1928.1037 483.0332 59.35

Methyl(L) @11

R@13




iTRAQ4plex@N-term;

2 14 DVSFTNELK ITRAQ4plex(K)@9 cleaved L-D@N-term 0.0461 1339.7688 447.5969 1339.7227 447.5815 30.63
8.17 6.2 EIDS Glu->pyro-Glu@N-term cleaved I-E@N-term; cleaved S-M@C-term [0.1552 444.3409 445.3481 444.1856 445.1929 1.85
iTRAQ4plex@N-term;
EVLSQPDGLVPLLISK |iTRAQ4plex(K)@16; ) . ’
2 14 LNLSPK Deamidated(N)@18: missed K-L@16 0.1773 2792.4856 699.1287 2792.6629 699.1730 40.04
iITRAQ4plex(K)@22
2 14 FTNGQNVTVDYR 'LIRAQ“'“‘”%\‘C;;""; 0.0005 1557.7551 779.8848 1557.7545 779.8845 29.20
iTRAQ4plex@N-term;
8.17 6.2 GIPVSK ITRAQ4plex(K)@6 cleaved T-G@N-term -0.0232 887.5452 444.7799 887.5684 444.7915 39.92
iTRAQ4plex@N-term;
2 1.4 GKTIMDDSPEGK iTRAQ4plex(K)@2; missed K-T@2 -0.0709 1708.8323 570.6180 1708.9031 570.6416 33.55
iTRAQ4plex(K)@12
. cleaved I-G@N-term; missed R-D@2;
2 14 GRDEEIRRTIQVLSR  |iTRAQ4plex@N-term missed R-R@7: missed R-T@8 0.0061 1971.1157 658.0458 1971.1096 658.0438 38.40
No iTRAQ4plex@N-term;
2 14 GSLK ITRAQ4plex(K)@4 cleaved T-G@N-term -0.0119 547.3333 548.3405 547.3451 548.3524 42.24
8.17 6.2 LDPVIGRDEEIR Carbamyl@N-term missed R-D@7 0.0530 1453.8055 727.9100 1453.7525 727.8835 42.26
iTRAQ4plex@N-term;
2 14 LIGAPPGYVGYDEGG Oxidation(P)@5; Oxidation(P)@6]missed R-R@22 -0.0228 2594.2869 865.7696 2594.3098 865.7772 16.48
QLTEAVRR
Deamidated(Q)@16
iTRAQ4plex@N-term;
8.17 6.2 LLLMEDVLK ITRAQ4plex(K)@9 0.0023 1360.8267 681.4206 1360.8243 681.4194 49.46
iTRAQ4plex@N-term;
Deamidated(N)@2;
2 14 LNEAIYNAQASAEK Deamidated(N)@7+ 0.0108 1810.9301 906.4723 1810.9192 906.4669 8.52
iITRAQ4plex(K)@14
iTRAQ4plex@N-term;
MLQGERAKLLLMEDV |iTRAQ4plex(K)@8; missed R-A@6; missed K-L@8; missed K- |
2 14 LKTKVIGQDHALR ITRAQ4pIeX(K)@17: T@17; missed K-V@19 0.1646 3781.0276 946.2642 3781.1921 946.3053 39.57
iITRAQ4plex(K)@19
iTRAQ4plex@N-term; .
2 14 TKVIGQDHALR ITRAQ4plex(K)@2 missed K-V@2 0.0008 1524.8987 509.3069 1524.8980 509.3066 33.05
iTRAQ4plex@N-term;
2 14 TLYTLDLGSMIAGAK ITRAQ4plex(K)@15 -0.0996 1840.9216 921.4681 1841.0212 921.5179 35.32
8.17 6.2 VIGQDHALR iTRAQ4plex@N-term -0.0159 1151.6373 576.8259 1151.6533 576.8339 36.63
No iTRAQ4plex@N-term;
WTGIPVSKMLQGERA |Oxidation(P)@5; ) - g ’
2 14 K ITRAQ4plex(K)@8: missed K-M@8; missed R-A@14 0.0332 2104.1375 702.3864 2104.1707 702.3975 11.46
iTRAQ4plex(K)@16
iTRAQ4plex@N-term;
iTRAQ4plex(K)@3; . g ¥
2 1.4 YAKNLNELAK Oxidation(N)@4; Oxidation(N)@6 missed K-N@3 0.0290 1626.9017 543.3079 1626.9306 543.3175 29.70
iTRAQ4plex(K)@10
8.17 6.2 YRGEFEDR Carbamyl@N-term missed R-G@2 0.0033 1113.4873 557.7509 1113.4839 557.7492 37.22
LIC12091
iTRAQ4plex@N-term;
2.65 53 AIPIGNSLVEK ITRAQ4plex(K)@11 -0.0402 1427.8190 714.9167 1427.8591 714.9369 50.12
iTRAQ4plex@N-term;
2.65 53 FASGTMAIAK iTRAQ4plex(T)@5; 0.0109 1427.8281 714.9213 1427.8172 714.9159 39.46
iTRAQ4plex(K)@10
2.65 5.3 GAAHR iTRAQ4plex@N-term cleaved F-G@N-term 0.0252 654.3936 655.4008 654.3683 655.3756 55.94
GQVNPEFSLAPVVET [iTRAQ4plex@N-term;
2.65 53 FQSLVK ITRAQ4plex(K)@21 1.0339 2575.3755 859.4658 2576.4094 859.8104 40.28
iTRAQ4plex@N-term;
2.65 53 KLPGVEALK iTRAQ4plex(K)@1; missed K-L@1 -0.0277 1385.8695 462.9638 1385.8972 462.9730 32.67
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;
2.65 53 LENVDLSGK ITRAQ4plex(K)@9 0.0008 1261.7130 631.8638 1261.7122 631.8634 29.41
iTRAQ4plex@N-term;
2.65 53 LLPAYAGLLMHK iTRAQ4plex(H)@11; -0.0309 1758.0283 880.0214 1758.0592 880.0369 38.10
iTRAQ4plex(K)@12
iTRAQ4plex@N-term;
2.65 53 TLPTIELLIK ITRAQ4plex(K)@10 -0.0632 1427.8575 714.9360 1427.9207 714.9676 42.89
No iTRAQ4plex@N-term;
2.65 53 TVVGGGDSIAAINK Deamidated(N)@13; 0.0552 1445.8400 723.9272 1445.7848 723.8997 32.65
iTRAQ4plex(K)@14
LIC12094
3.52 10.0 AIGT iTRAQ4plex@N-term cleaved W-A@N-term; cleaved T-G@C-term|0.0087 504.3117 505.3189 504.3029 505.3102 56.14
Glu->pyro-Glu@N-term;
352 100 EKDIDGGLVGGASQK! |irpa0aplex(K)@2; missed K-l@15 -0.0315 25653367 |642.3414 2565.3682 642.3493 40.18

SSFAGLF

iITRAQ4plex(K)@15




iTRAQ4plex@N-term;

cleaved G-K@N-term; cleaved P-S@C-

3.52 10.0 KVATP ITRAQ4plex(K)@1 term: missed K-V@1 0.0234 802.5391 803.5463 802.5156 803.5229 1 56.76
3.52 10.0 TLEVLSSQIR iTRAQ4plex@N-term 0.0157 1288.7629 645.3887 1288.7473 645.3809 2 31.13
3.52 10.0 VATPSQAQEVHSFIR |[iTRAQ4plex@N-term -0.0068 1812.9536 605.3251 1812.9604 605.3274 3 30.69
3.52 10.0 VIVGA No iTRAQ4plex@N-term cleaved S-V@N-term; cleaved A-Q@C-term |-0.0344 457.2557 458.2630 457.2900 458.2973 1 0.29
5.52 14.0 EAVFLAHSIR Carbamyl@N-term 0.0016 1184.6318 593.3232 1184.6302 593.3224 2 44.22
iTRAQ4plex@N-term;
5.52 14.0 FLLK ITRAQ4plex(K)@4 0.0148 807.5611 404.7878 807.5462 404.7804 2 41.34
LIC12400
iITRAQ4plex@N-term;
2 15 ATPQWFFK Deamidated(Q)@4; -0.0131 1312.6929 657.3537 1312.7059 657.3602 2 45.81
iITRAQ4plex(K)@8
Glu->pyro-Glu@N-term;
292 12 ELSVLK ITRAQ4plex(K)@6 cleaved D-E@N-term -0.0429 813.4653 407.7399 813.5082 407.7614 2 36.62
Glu->pyro-Glu@N-term;
2 15 ENPYSSTVLLPK Oxidation(P)@3; 0.0418 1488.8364 497.2861 1488.7946 497.2721 3 58.22
iTRAQ4plex(K)@12
iTRAQ4plex@N-term; . g ¥
2 15 FNELREK ITRAQ4plex(K)@7 cleaved D-F@N-term; missed R-E@5 0.0246 1222.6667 612.3406 1222.6914 612.3530 2 29.52
iTRAQ4plex@N-term;
292 12 lIQLLK ITRAQ4plex(K)@6 cleaved E-I@N-term 0.0021 1014.7065 508.3605 1014.7045 508.3595 2 46.03
No iTRAQ4plex@N-term;
292 12 ILPK ITRAQ4plex(K)@4 0.0246 613.4531 614.4604 613.4285 614.4358 1 53.24
iTRAQ4plex@N-term;
2 15 KVFDANPEIIQLLK iTRAQ4plex(K)@1; missed K-V@1 -0.0229 2059.2178 687.4132 2059.2407 687.4208 3 36.52
iTRAQ4plex(K)@14
2 1.5 SGQI No iTRAQ4plex@N-term cleaved |-F@C-term 0.0025 403.2092 404.2165 403.2067 404.2140 1 46.96
iTRAQ4plex@N-term;
2.92 12 VLKPVQVECPR iTRAQ4plex(K)@3; -0.0026 1600.9011 534.6410 1600.9037 534.6418 3 44.10
Methylthio(C)@9
2 1.5 YGADILR iTRAQ4plex@N-term cleaved |-Y@N-term 0.0440 950.5747 476.2946 950.5307 476.2726 2 31.98
LIC12465
iTRAQ4plex@N-term;
161 17 EGPGFPFWHPK ITRAQ4plex(K)@11 0.0083 1585.8369 529.6196 1585.8285 529.6168 3 53.27
iTRAQ4plex@N-term;
161 17 IEAEMEK ITRAQ4plex(K)@7 0.0454 1136.6445 569.3295 1136.5991 569.3068 2 37.27
iTRAQ4plex@N-term;
1.61 17 ILGEK ITRAQ4plex(K)@5 cleaved L-I@N-term 0.0070 846.5488 424.2817 846.5418 424.2782 2 43.00
No iTRAQ4plex@N-term;
1.61 17 SGVLK ITRAQ4plex(K)@5 cleaved N-S@N-term 0.0162 646.4297 647.4370 646.4136 647.4208 1 59.45
iTRAQ4plex@N-term;
161 17 TFIATRPEK ITRAQ4plex(K)@9 -0.0135 1349.7776 450.9331 1349.7911 450.9376 3 40.20
iTRAQ4plex@N-term;
171 17 gl,: GSLERFIGILIEHYE | 15, tation(F)@9; missed R-F@8 0.0373 26114626  |871.4948 26114254 871.4824 3 55.76
ITRAQ4plex(K)@20
iTRAQ4plex@N-term;
171 17 ELPFLK ITRAQ4plex(K)@6 0.0147 1033.6564 517.8354 1033.6416 517.8281 2 39.75
iTRAQ4plex@N-term;
171 17 FAEFGSVHRHELHGV | i iotion(F)@1; missed R-H@9 01197 26204731 |656.1255 26203533 656.0956 4 49.28
LHGLFR .
Oxidation(H)@17
1.71 1.7 GSLE No iTRAQ4plex@N-term cleaved Y-G@N-term; cleaved E-R@C-term|-0.0004 404.1903 405.1976 404.1907 405.1980 1 28.83
171 17 LNGEEILDLSR 'ETRAQ"'“'G’(%;\‘C;;'"“ 0.0082 1402.7507 702.3826 1402.7426 702.3786 2 33.19
iTRAQ4plex@N-term;
171 1.7 LNGEEILDLSRTVEK |Deamidated(N)@2; missed R-T@11 0.0036 2004.1019 669.0413 2004.0983 669.0400 3 45.62
iTRAQ4plex(K)@15
iTRAQ4plex@N-term;
171 17 MYQLTLPDK Oxidation(M)@1; Oxidation(Y)@2 0.0769 1427.8344 714.9244 1427.7574 714.8860 2 46.34
iTRAQ4plex(K)@9
171 17 QDDS GIn->pyro-Glu@N-term cleaved T-Q@N-term; cleaved S-H@C-term |-0.0136 446.1149 447.1222 446.1285 447.1358 1 0.11
No iTRAQ4plex@N-term; . g g ¥
171 17 YALK ITRAQ4plex(K)@4 cleaved D-Y@N-term; cleaved K-P@C-term |-0.0048 637.3873 638.3946 637.3921 638.3994 1 56.42
LIC12526
2 4.2 GYVR iTRAQ4plex@N-term cleaved V-G@N-term; cleaved R-P@C-term|0.0204 637.3873 638.3946 637.3669 638.3742 1 56.42
iTRAQ4plex@N-term;
2 4.2 IEQVGTPDEVYNHPK ITRAQ4plex(K)@15 -0.0017 2013.0393 672.0204 2013.0411 672.0210 3 29.80
iTRAQ4plex@N-term;
2 4.2 ;PSELSGGQRQR'ALA Deamidated(Q)@9; missed R-Q@10; missed R-1@12 00119 20621160  |688.3793 20621041 688.3753 3 137
Oxidation(R)@12
LIC12845
2 7.6 DALINNMITSLFK ITRAQplex@N-term; 0.0354 1767.0198 884.5172 1766.9844 884.4995 2 010

iITRAQ4plex(K)@13




iTRAQ4plex@N-term;

2 7.6 ERSTLLKERIEK iTRAQ4plex(K)@7; missed R-S@2; missed R-1@9 -0.1068 1933.0618 645.3612 1933.1686 645.3968 37.57
iTRAQ4plex(K)@12
LIC12855
iTRAQ4plex@N-term;
2 153 IIVTQVKSSIGVK Deamidated(Q)@5: cleaved N-I@N-term; missed K-S@7 01347 1804.2745 602.4321 1804.1399 602.3872 53.77
’ iTRAQ4plex(K)@7; ; - . . . ) X
iITRAQ4plex(K)@13
2 15.3 LTLHALGLR iTRAQ4plex@N-term 0.0026 1136.7178 569.3661 1136.7152 569.3649 51.69
LIC12869
iTRAQ4plex@N-term;
2 19.4 AHVAGDK Oxidation(H)@2; 0.0097 1000.5642 501.2894 1000.5545 501.2845 31.82
iTRAQ4plex(K)@7
iTRAQ4plex@N-term;
2 19.4 zz;PDMVGHTVMVH Deamidated(N)@16; 0.0009 20581440  |565.5433 2258.1431 565.5431 35.37
iTRAQ4plex(K)@18
LIC13129
iTRAQ4plex@N-term;
iTRAQ4plex(K)@4; . g - g y
3.22 18 DLDKNRILENIK Deamidated(N)@10: missed K-N@4; missed R-1@6 0.0222 1903.0881 635.3700 1903.1104 635.3774 52.62
iITRAQ4plex(K)@12
3.22 18 EGITPEQLIER 'LIRAQ“'“‘”@)':‘(;‘;""; 0.0903 1428.8485 715.4315 1428.7582 715.3864 0.53
iTRAQ4plex@N-term;
3.22 18 EGLALIEEILYQTVK ITRAQ4plex(K)@15 -1.0060 2005.1484 669.3901 2006.1543 669.7254 41.89
iTRAQ4plex@N-term;
3.22 1.8 KEGITPEQLIER iTRAQ4plex(K)@1; -0.1055 1700.8497 851.4321 1700.9552 851.4849 24.80
D i Q)@8
iTRAQ4plex@N-term; .
3.22 18 KVETSENPVPEER ITRAQ4plex(K)@1 missed K-V@1 -0.0167 1800.9294 601.3171 1800.9461 601.3227 26.40
3.22 1.8 LNAS No iTRAQ4plex@N-term cleaved T-L@N-term; cleaved S-R@C-term |-0.0105 403.1963 404.2035 403.2067 404.2140 46.96
iTRAQ4plex@N-term;
3.22 18 NFPNEPNK Oxidation(N)@1; Oxidation(N)@4 0.0419 1278.6868 640.3506 1278.6448 640.3297 29.34
iTRAQ4plex(K)@8
iTRAQ4plex@N-term; .
3.22 18 NRILENIK ITRAQ4plex(K)@8 missed R-1@2 -0.0456 1286.7457 429.9225 1286.7914 429.9377 26.90
iTRAQ4plex@N-term; - mi
3.22 18 PEQLIERVGQEHYR Oxidation(H)@12 cleaved T-P@N-term; missed R-V@7 0.0190 1913.0066 638.6761 1912.9877 638.6698 36.27
No iTRAQ4plex@N-term; .
201 18 RFQK ITRAQ4plex(K)@4 cleaved V-R@N-term; missed R-F@1 0.0125 721.4482 722.4554 721.4357 722.4430 58.32
No iTRAQ4plex@N-term;
3.22 18 TFVK ITRAQ4plex(K)@4 cleaved E-T@N-term -0.0048 637.3873 638.3946 637.3921 638.3994 56.42
LIC13324
iTRAQ4plex@N-term;
AVRAFITETQRYVSGT |Deamidated(R)@3; missed R-A@3; missed R-Y@11; missed R-
8 114 VRIK ITRAQ4pleX(V)@12: @18 0.0086 2727.5847 682.9034 2727.5761 682.9013 37.45
iITRAQ4plex(K)@20
iTRAQ4plex@N-term;
8 114 EGADAFAHGATGK ITRAQ4plex(K)@13 0.0041 1518.7712 507.2643 1518.7670 507.2630 26.71
Glu->pyro-Glu@N-term;
EGADAFAHGATGKGN |iTRAQ4plex(K)@13; ) - .
8 114 DQVRFELGVKSLAPE |Oxidation(F)@20; ’S"gszzd K-G@13; missed R-F@19; missed K| 1 7,; 3628.7244  |908.1884 3628.8963 908.2314 50.10
K iITRAQ4plex(K)@25;
iTRAQ4plex(K)@31
8 11.4 EMAT iTRAQ4plex@N-term cleaved P-E@N-term; cleaved T-F@C-term |0.0443 594.3248 595.3320 594.2805 595.2878 50.79
GIPVPVTAEKPYSMD |iTRAQ4plex@N-term;
8 114 R ITRAQ4plex(K)@10 0.0061 2047.1078 683.3765 2047.1016 683.3745 31.93
iTRAQ4plex@N-term;
8 114 EMNPLE'METLNT'AG ITRAQ4pIeX(K)@1; missed K-M@1 -1.0780 23332236 |778.7485 23343016 779.1078 42.92
iTRAQ4plex(K)@17
iTRAQ4plex@N-term;
iTRAQ4plex(K)@5; . g ¥
8 114 MAQNKPVKK ITRAQ4plex(K)@8: missed K-K@8 0.0848 1618.9191 540.6470 1619.0040 540.6753 49.38
iTRAQ4plex(K)@9
iTRAQ4plex@N-term;
8 11.4 MNPLEIMETLNTIAGK ITRAQ4plex(K)@16 0.0114 2062.1160 688.3793 2062.1046 688.3755 1.37
8 11.4 YVSGTVR iTRAQ4plex@N-term -0.0036 924.5115 463.2630 924.5151 463.2648 28.97
LIC13393
iTRAQ4plex@N-term;
13.52 217 ADIIQILAPDTIQADLYK| ITRAQ4plex(K)@18 -0.0054 2288.2817 763.7679 2288.2871 763.7697 37.02
iTRAQ4plex@N-term;
13.52 217 AGYPNFK ITRAQ4plex(K)@7 0.0045 1083.6002 542.8074 1083.5957 542.8051 29.64
13.52 21.7 ALAHAAGVGGGR iTRAQ4plex@N-term 0.0022 1179.6616 590.8381 1179.6594 590.8370 26.41




Carbamyl@N-term;

6.96 10.2 DKNASHPIESVGK  [[TRAQ4PIEX()@2; missed K-N@2 -0.0013 17128925 [571.9714 1712.8937 571.9718 3 36.97
Deamidated(N)@3;
iTRAQ4plex(K)@13
iTRAQ4plex@N-term;
13.52 217 DSGLK ITRAQ4plex(K)@5 0.1163 806.5905 404.3025 806.4742 404.2444 2 19.05
iTRAQ4plex@N-term;
13.52 217 EVDVYMVAPK ITRAQ4plex(K)@10 -0.0028 1437.7754 719.8950 1437.7781 719.8963 2 30.15
iTRAQ4plex@N-term;
13.52 217 FATNWMAETK ITRAQ4plex(K)@10 -0.8737 1484.8793 743.4469 1485.7530 743.8838 2 31.57
13.52 217 ES|SDTAEVGDVVSGP iTRAQ4plex@N-term 0.0147 2006.9491 1004.4820 2006.9343 1004.4744 2 59.24
13.52 217 HLVNFSRVISVVILSFF [iTRAQ4plex@N-term cleaved F-K@C-term; missed R-V@7 -0.0207 2120.2061 707.7426 2120.2268 707.7495 3 38.37
13.52 21.7 LITDLIYEGGL iTRAQ4plex@N-term cleaved L-A@C-term -0.0560 1349.7004 675.8575 1349.7564 675.8855 2 30.28
13.52 21.7 LITDLIYEGGLAR iTRAQ4plex@N-term 0.0074 1576.9021 789.4583 1576.8946 789.4546 2 36.36
iTRAQ4plex@N-term;
1352 217 MKEVLNDIQK ITRAQ4plex(K)@2; 0.0055 1649.9443  [550.9887 1649.9388 550.9869 3 34.69
Deamidated(N)@6;
iITRAQ4plex(K)@10
iTRAQ4plex@N-term;
13.52 217 NAGFEVYSVSEASQK ITRAQ4plex(K)@15 0.0530 1903.0098 635.3439 1902.9567 635.3262 3 58.77
iTRAQ4plex@N-term;
13.52 217 NASHPIESVGK ITRAQ4plex(K)@11 0.0033 1425.7853 476.2690 1425.7820 476.2679 3 26.19
iTRAQ4plex@N-term;
6.96 10.2 VIIGLK ITRAQ4plex(K)@6 -0.0013 929.6504 465.8325 929.6517 465.8331 2 42.10
LIC13399
iTRAQ4plex@N-term;
2 5.9 EEIKPLDFVLPSQIIDR ITRAQ4plex(K)@4 -0.0100 2299.2930 767.4383 2299.3031 767.4416 3 36.76
LIC13250
4 4.4 FEPGLTHNLIR iTRAQ4plex@N-term -0.0005 1439.8002 480.9407 1439.8007 480.9408 3 45.34
4 4.4 IELR iTRAQ4plex@N-term cleaved S-I@N-term 0.0274 673.4519 674.4592 673.4245 674.4317 1 58.31
iTRAQ4plex@N-term;
4 4.4 IFLFK ITRAQ4plex(K)@5 cleaved G-I@N-term 0.0128 954.6275 478.3210 954.6146 478.3146 2 47.80
4 4.4 LLAN No iTRAQ4plex@N-term cleaved F-L@N-term; cleaved N-R@C-term |0.0770 429.3357 430.3430 429.2587 430.2660 1 58.43
4 4.4 STNSGISANIDHLGR _|iTRAQ4plex@N-term -0.9648 1683.8966 562.3062 1684.8614 562.6278 3 41.12
4 4.4 VREFR iTRAQ4plex@N-term cleaved F-V@N-term; missed R-E@2 0.0400 849.5342 425.7744 849.4943 425.7544 2 44.54
iTRAQ4plex@N-term; - mi
4 4.4 YETTRTEVSETGK ITRAQ4plex(K)@13 cleaved Y-Y@N-term; missed R-T@5 0.0441 1787.9586 596.9935 1787.9145 596.9788 3 42.55
LIC11354
iTRAQ4plex@N-term;
Deamidated(N)@2;
9.04 14.0 ANFKLTPRGIIESLK gﬁgg:)ﬂ(e%(g;@ll' missed K-L@4; missed R-G@8 -0.0418 2136.2102 713.0773 2136.2520 713.0913 3 37.89
Deamidated(R)@8;
iTRAQ4plex(K)@15
EQGAGDQGLMFGFAI |iTRAQ4plex@N-term;
9.04 14.0 NETPELMPMP D y 0@7 cleaved P-I@C-term 0.1679 2824.4558 942.4926 2824.2880 942.4366 3 41.71
9.89 15.8 ETASYGHFGR iTRAQ4plex@N-term -0.0056 1267.6011 423.5410 1267.6067 423.5429 3 38.32
Carbamyl@N-term;
9.89 158 FLRPDAK ITRAQ4plex(K)@7 0.0105 1032.5944 517.3044 1032.5838 517.2992 2 41.22
iTRAQ4plex@N-term; .
9.04 14.0 GKVDAQEIAR ITRAQ4plex(K)@2 missed K-V@2 -0.0073 1373.7797 458.9338 1373.7870 458.9363 3 27.62
No iTRAQ4plex@N-term;
9.89 15.8 HLAGLRHGNK Deamidated(N)@9; missed R-H@6 -0.0147 1246.6869 416.5696 1246.7016 416.5745 3 38.35
iTRAQ4plex(K)@10
IDTVVISTQHSPDVTH [iTRAQ4plex@N-term;
9.04 14.0 K ITRAQ4plex(K)@17 0.0137 2164.1594 722.3937 2164.1732 722.3983 3 31.94
No iTRAQ4plex@N-term;
9.89 15.8 IFTSESVGEGHPDK  [Oxidation(F)@2; cleaved F-I@N-term 0.0218 1661.8236 554.9485 1661.8019 554.9412 3 57.52
ITRAQ4plex(K)@14
iTRAQ4plex@N-term;
9.04 14.0 IIVDTYGGYGR ITRAQ4plex(Y)@9 0.0358 1500.8539 751.4342 1500.8180 751.4163 2 55.87
9.89 158 IPAN iTRAQ4plex@N-term cleaved V-I@N-term; cleaved N-L@C-term |0.1662 557.4957 558.5029 557.3295 558.3368 1 58.78
iTRAQ4plex@N-term;
9.04 14.0 ISEEELVK ITRAQ4plex(K)@8 -0.0326 1233.6735 617.8440 1233.7060 617.8603 2 28.85
iTRAQ4plex@N-term; .
9.04 14.0 ISEEELVKR ITRAQ4plex(K)@8 missed K-R@8 -0.0025 1389.8046 464.2755 1389.8071 464.2763 3 29.60
iTRAQ4plex@N-term; .
9.04 14.0 KIIVDTYGGYGR ITRAQ4plex(K)@1 missed K-1@1 0.0232 1628.9363 543.9860 1628.9130 543.9783 3 49.34
iTRAQ4plex@N-term; cleaved G-K@N-term; cleaved I-D@C-term;
9.04 14.0 KPVRI ITRAQ4plex(K)@1 missed R-@4 0.0682 899.6842 450.8494 899.6160 450.8153 2 53.62
iTRAQ4plex@N-term;
9.89 15.8 LIEECIK Methylthio(C)@5; cleaved A-L@N-term 0.0298 1180.6738 591.3442 1180.6439 591.3292 2 37.38

iITRAQ4plex(K)@7




iTRAQ4plex@N-term;

9.04 14.0 LTPRGIIESLK ITRAQ4plex(K)@11 missed R-G@4 -0.0044 1513.9391 757.9768 1513.9435 757.9791 51.74
No iTRAQ4plex@N-term;
9.89 158 NVVASGLADK ITRAQ4plex(K)@10 -0.0027 1116.6234 559.3190 1116.6261 559.3203 37.01
iTRAQ4plex@N-term;
9.04 14.0 SQVTVEYK ITRAQ4plex(K)@8 0.0009 1240.6915 621.3530 1240.6907 621.3526 26.88
iITRAQ4plex@N-term;
0.04 14.0 \I;gEQ'SDAVLDAYLEQ Methylthio(C)@2; -0.0052 24551802 [819.4007 2455.1854 819.4024 37.80
ITRAQ4plex(K)@19
9.04 14.0 VDAQEIARNVIR iTRAQ4plex@N-term missed R-N@8 0.0060 1526.8711 764.4428 1526.8651 764.4398 43.42
iITRAQ4plex@N-term;
9.04 14.0 VIPANLLNNTK Deamidated(N)@8; -0.0013 1484.8793 743.4469 1484.8806 743.4476 31.57
iTRAQ4plex(K)@11
9.89 158 ZZF_I_PGTRGQF“GGPHGD iTRAQ4plex@N-term -0.0064 2531.2979 844.7733 2531.3043 844.7754 46.31
LIC13367
AASLLGWVPENALIPV |,
3.19 16 AEAIVTAHR iTRAQ4plex@N-term 1.0331 2742.5681 915.1967 2741.5350 914.8523 56.14
3.19 16 AEGL iTRAQ4plex@N-term cleaved I-A@N-term; cleaved L-D@C-term |-0.0076 532.2902 533.2975 532.2979 533.3051 49.25
iTRAQ4plex@N-term;
5.53 8.0 AFVLWK ITRAQ4plex(K)@6 0.0046 1050.6516 526.3331 1050.6470 526.3308 53.19
ELQLLDGVSQILSDHF |iTRAQ4plex@N-term; ¥
5.53 8.0 K ITRAQ4plex(K)@17 0.0069 2229.2178 744.0799 2229.2249 744.0822 40.54
iTRAQ4plex@N-term;
5.53 8.0 ELSPVEDIKLNSNNLR [Oxidation(D)@7; missed K-L@9 -0.0243 2144.1438 715.7219 2144.1681 715.7300 57.32
iITRAQ4plex(K)@9
iTRAQ4plex@N-term;
3.19 1.6 FHGLYQQKDR Deamidated(Q)@7; 0.0032 1579.8381 527.6200 1579.8351 527.6190 39.52
iITRAQ4plex(K)@8
5.53 8.0 GGGAIR iTRAQ4plex@N-term cleaved F-G@N-term 0.0555 673.4548 674.4621 673.3993 674.4066 54.20
iTRAQ4plex@N-term;
5.53 8.0 IALADIPAQLEK Deamidated(Q)@9; -0.0225 1569.8998 524.3072 1569.9221 524.3147 31.89
iTRAQ4plex(K)@12
iTRAQ4plex@N-term;
5.53 8.0 KIALADIPAQLEK iTRAQ4plex(K)@1; missed K-1@1 0.0047 1841.1398 614.7205 1841.1352 614.7190 34.02
iTRAQ4plex(K)@13
iTRAQ4plex@N-term; cleaved Q-L@N-term; cleaved F-H@C-term;
3.19 16 LLKF ITRAQ4plex(K)@3 missed K-F@3 0.0238 807.5700 404.7923 807.5462 404.7804 41.27
iTRAQ4plex@N-term;
319 16 LNSNNLRGK Oridation(N)@4: missed R-G@7 0.0755 1319.8156  [440.9458 1319.7401 440.9206 43.85
Deamidated(N)@5;
iTRAQ4plex(K)@9
No iTRAQ4plex@N-term; L g
5.53 8.0 LRGK ITRAQ4plex(K)@4 cleaved N-L@N-term; missed R-G@2 0.0452 616.4594 617.4667 616.4142 617.4215 55.94
iTRAQ4plex@N-term;
5.53 8.0 LSVQITADQDLILIGIQK| ITRAQ4plex(K)@18 -0.2225 2255.1118 752.7112 2255.3344 752.7854 38.20
No iTRAQ4plex@N-term; R .
553 8.0 MIRGRIPGGR Deamidated(R)@3; cleaved F-M@N-term; missed R-G@3; | 39 11286508  |565.3326 1128.6186 565.3166 32.85
i missed R-1@5
Oxidation(P)@7
5.53 8.0 NVTQ iTRAQ4plex@N-term cleaved Q-A@C-term 0.0260 604.3563 605.3635 604.3302 605.3375 56.30
iTRAQ4plex@N-term;
5.53 8.0 NVTQAVNPLGK ITRAQ4plex(K)@11 -0.0023 1427.8318 714.9232 1427.8340 714.9243 28.49
5.53 8.0 QDGTLSLGFHTLAGR |GIn->pyro-Glu@N-term 0.0331 1554.8121 778.4133 1554.7791 778.3968 44.05
5.53 8.0 QSVQLHTLR GIn->pyro-Glu@N-term -0.0148 1063.5627 532.7886 1063.5774 532.7960 32.52
5.53 8.0 TFAR iTRAQ4plex@N-term cleaved E-T@N-term 0.0277 637.3947 638.4019 637.3669 638.3742 56.31
LIC13257
iITRAQ4plex@N-term; . . .
201 41 CEELREYSENRNRAN' Oxidation(N)@15; Z‘gslzd R-E@S; missed R-N@1L; missed R-| ; 5551 26073342 [870.1187 2607.3972 870.1397 54.83
iTRAQ4plex(K)@19
iTRAQ4plex@N-term;
201 4.1 EVPIHAGMMIFQDK ITRAQ4plex(K)@14 0.0150 1903.0090 635.3436 1902.9939 635.3386 33.97
iTRAQ4plex@N-term;
201 4.1 GLYGIK ITRAQ4plex(K)@6 -0.0206 937.5635 469.7890 937.5840 469.7993 33.03
iTRAQ4plex@N-term;
MVVGIAARKGMKYVINI [Deamidated(R)@8; missed R-K@8; missed K-G@9; missed K-
201 4.1 VR ITRAQ4pIex(K)@9: V@12 -0.0655 2387.3945 796.8054 2387.4598 796.8272 37.62
iITRAQ4plex(K)@12
2.01 4.1 NIVR No iTRAQ4plex@N-term cleaved I-N@N-term 0.0467 500.3538 501.3611 500.3071 501.3144 44.93
iTRAQ4plex@N-term;
2.01 4.1 TIRPLKK iTRAQ4plex(K)@6; missed K-K@6 0.1322 1287.0087 644.5116 1286.8764 644.4455 54.50
iITRAQ4plex(K)@7
LIC13162
6.05 134 DAAQ iTRAQ4plex@N-term cleaved C-D@N-term; cleaved Q-A@C-term|0.0315 547.3039 548.3112 547.2724 548.2797 41.87




No iTRAQ4plex@N-term;

6.05 13.4 FGAGK TRAQAPEN(KI®5 0.0015 622.3576 623.3649 622.3560 623.3633 59.66
HIFIVGPDSPQTYEQT |iTRAQ4plex@N-term;
6.05 13.4 LTIAK TRAGAIO(K) @51 0.0061 2645.4370 882.8196 2645.4308 882.8176 34.08
iTRAQ4plex@N-term;
6.05 13.4 IPYK TRAGAIO(K)@4 cleaved S-I@N-term 0.0551 807.5649 404.7897 807.5098 404.7622 43.69
iTRAQ4plex@N-term;
6.05 13.4 NTPDLNVITHVK TRAGAIOK(K)@12 -0.0026 1637.9319 546.9846 1637.9344 546.9854 31.24
iTRAQ4plex@N-term; cleaved H-R@N-term; missed R-A@1;
6.05 13.4 RATRIVEVK TRAGAMI(KI@S miceod RA®4 -0.0736 1358.7866 453.9362 1358.8602 453.9607 30.65
6.05 134 TETLHVEEFR TRAQ4plex@N-term Cleaved I-T@N-term ~0.0062 1403.7104 468.9108 1403.7167 468.9128 38.73
iTRAQ4plex@N-term;
6.05 13.4 TGKPVILK ITRAQ4plex(K)@3; -0.0509 1286.8142 429.9453 1286.8651 429.9623 30.49
iITRAQ4plex(K)@8
YEETIRPITDEADSYFV[TRAQ4plex@N-term;
6.05 13.4 K TRAGHIO(K)@16 -0.0132 2463.2280 822.0833 2463.2413 822.0877 33.76
LIC13060
152 2.7 INGT TRAQ4plex@N-term Cleaved T-C@C-term ~0.0028 547.3060 548.3133 547.3088 548.3160 38.83
GIn->pyro-Glu@N-term;
152 27 QTVGTETNVK TRAGAIe(KI@10 -0.0053 1202.6212 602.3179 1202.6265 602.3205 34.25
LIC12895
178 63 AFVLVSLSNSGITR _|ITRAQ4plex@N-term 20.0632 1606.8533 804.4339 1606.9164 804.4655 47.06
iTRAQ4plex@N-term;
178 63 AWCDYDLLFK Methylthio(C)@3; 0.0200 1606.7968 804.4056 1606.7767 804.3956 38.09
ITRAQ4plex(K)@10
iTRAQ4plex@N-term;
178 63 DLLELK TRAGAMI(KIGE 0.0130 1017.6444 509.8295 1017.6314 509.8230 44.34
iTRAQ4plex@N-term;
178 63 LLFK TRAGAIO(K)@4 cleaved D-L@N-term 0.0065 807.5527 404.7836 807.5462 404.7804 39.59
No iTRAQ4plex@N-term;
178 6.3 ESEVLVSLSNSG'TRS Deamidated(N)@10; missed R-A@1; missed R-S@15 00121 21051714 |702.7311 2105.1593 702.7270 49.13
i R)@15
No iTRAQ4plex@N-term;
YTNILFLFAIGFVFSCA |Oxidation(F)@12;
178 63 bK Moty ) 016: -0.1352 2356.0769 590.0265 2356.2122 590.0603 34.86
iITRAQ4plex(K)@19
LIC12694
24.63 105 AGNRIWMLAR ITRAQ4plex@N-term; cleaved I-A@N-term; missed R-1@4 0.0273 1346.7637 674.3891 1346.7363 674.3754 30.29
Oxidation(M)@7
iTRAQ4plex@N-term;
24.63 105 AGVGTIAAGVAK TRAGHIO(K)@12 cleaved E-A@N-term 0.0101 1301.8011 651.9078 1301.7911 651.9028 55.78
No iTRAQ4plex@N-term;
iTRAQ4plex(K)@5; . . -
24.63 105 ALEGKSSMALSYLVR |5 iation(N) @16; missed K-S@5; missed R-N@15; missed R-| 1 o5 28704504 |718.6199 28705528 718.6455 39.70
NTNRTVGAK ! ) T@19
Deamidated(N)@18;
iTRAQ4plex(K)@24
24.63 10.5 AMNR iTRAQ4plex@N-term cleaved I-A@N-term 0.0108 634.3450 635.3523 634.3343 635.3415 37.78
24.63 105 'ITQP'PMELAVAAVHNHL ITRAQ4plex@N-term 0.0086 2095.1934 524.8056 2095.1846 524.8034 40.65
11.87 4.3 AVACLTHR ITRAQ4plex@N-term; -0.0027 1059.5413 530.7779 1059.5439 530.7792 4017
Methylthio(C)@4
iTRAQ4plex@N-term;
24.63 105 DLFDFVAK TRAGHMI(K)@E -0.0027 1241.6873 621.8509 1241.6900 621.8523 35.01
iTRAQ4plex@N-term;
24.63 105 DLKEQLQLQK ITRAQ4plex(K)@3; cleaved N-D@N-term -0.0737 1673.9304 558.9841 1674.0041 559.0087 30.59
ITRAQ4plex(K)@10
iTRAQ4plex@N-term; . g ¥
24.63 105 DNAMEAIVRSGK TRAGHION(K)@12 cleaved L-D@N-term; missed R-S@9 0.1572 1577.6866 526.9028 1577.8439 526.9552 37.35
24.63 105 DRLDSLDLNPILVR _|ITRAQ4plex@N-term missed R-L@2 0.0111 17820232 595.0150 17820121 595.0113 34.70
24.63 105 EQESMGDDTPLS'LM ITRAQ4plex@N-term 0.0004 2179.0989 1090.5570 2179.0986 1090.5566 39.55
No iTRAQ4plex@N-term;
24.63 105 EATKILKESDPINIR  [iTRAQ4plex(K)@4; missed K-1@4 -0.1417 2014.0250 672.3489 2014.1666 672.3962 47.97
iITRAQ4plex(K)@7
iTRAQ4plex@N-term;
24.63 105 EGILK TRAGAMIO(K)@E cleaved S-E@N-term 0.0198 846.5617 424.2881 846.5418 424.2782 36.32
EINPEDFISEKDDQPH |iTRAQ4plex@N-term;
24.63 105 R TRAGAIOK) @11 0.0770 2356.0769 590.0265 2356.1539 590.0457 34.86
iTRAQ4plex@N-term;
11.87 4.3 ELVIK TRAGAIO(KI@E cleaved E-E@N-term -0.0006 888.5882 445.3014 888.5888 445.3017 38.84
Glu->pyro-Glu@N-term;
24.63 105 EYLAELGFRSIDEIIGR |Oxidation(F)@8; missed R-S@9 -0.0374 1978.9626 660.6615 1979.0000 660.6739 25.19
i R)@9
24.63 105 FAQVTNPPIDYMR __|ITRAQ4plex@N-term 0.0073 1694.8646 5848.4396 1694.8572 848.4359 32.49
11.87 4.3 FLIQK ITRAQ4plex@N-term; cleaved L-F@N-term 0.0039 935.6087 468.8116 935.6048 468.8097 40.53

iTRAQ4plex(K)@5




iTRAQ4plex@N-term;

24.63 105 GDLANSSIKQIASGR ITRAQ4plex(K)@9 missed K-Q@9 0.0305 1804.0353 602.3524 1804.0046 602.3422 33.22
No iTRAQ4plex@N-term;

24.63 105 GEGGQLPGK ITRAQ4plex(K)@9 cleaved P-G@N-term 0.0118 985.5432 493.7789 985.5314 493.7730 35.64
iITRAQ4plex@N-term;

24.63 10.5 GLLKIMSK iTRAQ4plex(K)@4; cleaved D-G@N-term; missed K-1@4 0.0555 1320.9083 441.3101 1320.8528 441.2916 58.02
iTRAQ4plex(K)@8
iTRAQ4plex@N-term;

11.87 4.3 GVIVIK ITRAQ4plex(K)@6 cleaved G-G@N-term 0.0221 915.6582 458.8364 915.6361 458.8253 57.79
iTRAQ4plex@N-term;

24.63 105 GWDIQPLLNK ITRAQ4plex(K)@10 0.0061 1470.8500 736.4323 1470.8438 736.4292 34.01
iTRAQ4plex@N-term;

24.63 105 ';QGAKPGEGGQLPG ITRAQ4pIeX(K)@6; -0.0051 10391166  |647.3795 1939.1216 647.3812 28.25
iTRAQ4plex(K)@16
iTRAQ4plex@N-term;
Methylthio(C)@2;

24.63 10.5 ICGNYRYGVDDGLLK [Oxidation(R)@6; missed R-Y@6 0.0182 2051.0242 684.6820 2051.0060 684.6759 60.49
Oxidation(D)@11;
iTRAQ4plex(K)@15
iTRAQ4plex@N-term;

11.87 4.3 IGINLK ITRAQ4plex(K)@6 cleaved M-I@N-term -0.0033 944.6229 473.3187 944.6262 473.3204 42.17

24.63 105 IGNT iTRAQ4plex@N-term cleaved I-I@N-term; cleaved T-C@C-term  |-0.0028 547.3060 548.3133 547.3088 548.3160 38.83

11.87 4.3 ILAHNGEINTIAGNR ga’ba."‘y'@'\:%"‘s‘ 0.0078 1635.8407 818.9276 1635.8329 818.9237 43.42

11.87 4.3 ILTLDATF No iTRAQ4plex@N-term cleaved F-E@C-term -0.0396 892.4510 447.2328 892.4906 447.2526 41.35
iTRAQ4plex@N-term;
iTRAQ4plex(S)@17;

11.87 43 ILTLDATFEAHLETEAS | o 1-tion(R)@20; cleaved L-D@C-term; missed R-N@20  |-0.0167 34847773 |872.2016 3484.7939 872.2057 49.35

QSRNYLETAL . .

Deamidated(N)@21;
iTRAQ4plex(Y)@22

11.87 4.3 1QIP iTRAQ4plex@N-term cleaved M-I@N-term; cleaved P-K@C-term |-0.0002 613.3919 614.3992 613.3921 614.3994 50.66

24.63 10.5 ISGIGIGGIEQNILR iTRAQ4plex@N-term -0.0041 1682.9761 842.4953 1682.9801 842.4973 34.83

11.87 4.3 ISGLIAR iTRAQ4plex@N-term 0.0041 872.5607 437.2876 872.5565 437.2855 40.49
iITRAQ4plex@N-term;

11.87 4.3 IVSMGLK Oxidation(M)@4; -0.0026 1050.6326 526.3235 1050.6351 526.3248 37.84
iTRAQ4plex(K)@7

11.87 4.3 IWMLAR iTRAQ4plex@N-term 0.0083 932.5471 467.2808 932.5388 467.2767 45.68
iTRAQ4plex@N-term;

24.63 105 KEPVGEVLDDR ITRAQ4plex(K)@1 0.0112 1543.8561 515.6260 1543.8450 515.6223 30.84
iTRAQA4plex@N-term;

11.87 4.3 LFLIQK ITRAQ4plex(K)@6 0.0114 1048.7002 525.3574 1048.6888 525.3517 45.61
iTRAQ4plex@N-term;

24.63 105 LGSVGK ITRAQ4plex(K)@6 cleaved C-L@N-term -0.0318 847.5053 424.7599 847.5371 424.7758 23.57
No iTRAQ4plex@N-term; cleaved A-L@N-term; cleaved T-S@C-term;

11.87 4.3 LKAAT ITRAQ4plex(K)@2 missed K-A@2 0.0162 646.4297 647.4370 646.4136 647.4208 59.45
iITRAQ4plex@N-term;
iTRAQ4plex(K)@2; g g ¥

24.63 105 LKEQLQLQK Deamidated(Q)@8:; cleaved D-L@N-term 0.0297 1559.9315 520.9844 1559.9612 520.9943 33.65
iTRAQ4plex(K)@9
iITRAQ4plex@N-term;

LNQDLDSSINETITYKG|Deamidated(N)@2; cleaved Y-L@N-term; missed K-G@16;

24.63 105 DDLRR Deamidated(N)@10: missed R-R@21 0.0002 2855.4395 952.8204 2855.4392 952.8204 38.80
iTRAQ4plex(K)@16
iTRAQ4plex@N-term;

24.63 105 LPLFYDPTK ITRAQ4plex(K)@9 0.0111 1380.8008 691.4077 1380.7897 691.4021 33.48
iITRAQ4plex@N-term;

24.63 10.5 LSKERAPIPMEL iTRAQ4plex(K)@3; cleaved L-A@C-term; missed R-A@5 0.0242 1686.9824 844.4985 1686.9582 844.4864 41.26
Oxidation(M)@10
iTRAQ4plex@N-term;

24.63 105 NYLETALDALLDQALK ITRAQ4plex(K)@16 0.0234 2078.1736 693.7318 2078.1503 693.7240 42.90
iTRAQ4plex@N-term;

24.63 10.5 PGEGGQLPGK ITRAQ4plex(K)@10 cleaved K-P@N-term 0.0023 1226.6886 614.3516 1226.6863 614.3504 26.72
iTRAQ4plex@N-term; R

24.63 10.5 SRISGIGIGGIEQNILR Deamidated(N)@14 cleaved Y-S@N-term; missed R-1@2 0.0134 1927.1107 643.3775 1927.0973 643.3730 40.35
No iTRAQ4plex@N-term;

24.63 105 SSIK ITRAQ4plex(K)@4 cleaved N-S@N-term 0.0017 577.3574 578.3647 577.3557 578.3630 56.92

11.87 4.3 TVDLENVDYEI '/Igﬁg&‘;gg@ N-term; cleaved I1@C-term -0.0556 1467.6659  [734.8402 1467.7215 734.8680 36.06
No iTRAQ4plex@N-term;

24.63 105 YDLK ITRAQ4plex(K)@4 cleaved I-Y@N-term 0.0320 681.4139 682.4212 681.3819 682.3892 55.75

LIC12539
2 5.6 IPNN No iTRAQ4plex@N-term cleaved S-I@N-term; cleaved N-L@C-term [0.0344 456.2677 457.2749 456.2332 457.2405 56.17
2 5.6 QDGE GlIn->pyro-Glu@N-term cleaved S-Q@N-term; cleaved E-E@C-term |-0.0397 430.0939 431.1011 430.1336 431.1409 19.64




iTRAQ4plex@N-term;

2 56 SSSSIPNNLEETQK |10 0 @14 -0.0021 1820.9338 911.4742 1820.9360 911.4753 2 27.93
LIC12202
DFTYVQDVAEAVFAA |ITRAQA4plex@N-term;
4 10.0 AQSDK TRAGAIOK(K)@50 0.0044 2462.2166 821.7461 2462.2209 821.7476 3 40,53
iTRAQ4plex@N-term;
4 10.0 PFTVVGDGKQTR Oxidation(P)@1; cleaved K-P@N-term; missed K-Q@9 0.0279 1607.9154 536.9791 1607.8875 536.9698 3 39.41
iITRAQ4plex(K)@9
LIC12198
.02 18.6 AGTWGNTGAF. TRAQ4plex@N-term cleaved F-S@C-term 0.0247 1124.5620 563.2883 11245373 563.2759 2 20,89
iTRAQ4plex@N-term;
8.02 18.6 AIVPYHFTGYMTDMR | @, Oiation(H)@6 0.0641 1912.9938 638.6719 1912.9297 638.6505 3 35.98
iTRAQ4plex@N-term;
iTRAQ4plex(K)@8;
8.02 186 ALTAYGYKEGDFPVT | 1 iation(P)@13; 0.0210 26473706 |883.4641 2647.3495 883.4571 3 39.30
DAHTK woatt
Oxidation(D)@16;
ITRAQ4plex(K)@20
iTRAQ4plex@N-term;
8.02 18.6 EGDFPVTDAHTK TRAGAION(K)@12 -0.0111 1603.7975 535.6064 1603.8086 535.6101 3 28.03
iTRAQ4plex@N-term;
8.02 186 E\K‘ZTF?FTLGKP“EF ITRAQ4pIEX(K)@11; 11473 20444431 |737.1180 29455004 737.4049 4 39.05
ITRAQ4plex(K)@22
LDTIQAVVGNWLIPNA |[TRAQ4plex@N-term;
8.02 18.6 VAISHK TRAGAION(K) @52 0.0548 2623.4395 875.4871 2623.4941 875.5053 3 1.96
No iTRAQ4plex@N-term;
8.02 186 ;'GAKYA'GVNSGTDA' ITRAQ4pIeX(K)@5; missed K-Y@5 -0.0243 20781736 |693.7318 2078.1979 693.7399 3 42.90
ITRAQ4plex(K)@18
iTRAQ4plex@N-term;
8.02 18.6 SISQITLPPRPK TRAGAIO(K)@12 -0.0048 1623.9867 542.3362 1623.9916 542.3378 3 30.73
4.06 74 VHYPIPIYR TRAQ4plex@N-term ~0.0048 1300.7366 651.3755 1300.7414 651.3780 2 46.05
LIC12197
322 30 AIMPVHLTGR TRAQ4plex@N-term -0.9885 12367202 |413.2473 1237.7087 4135768 3 30.92
iTRAQ4plex@N-term; i
3.22 30 DRNTVGEFGFVTR VA9 cleaved I-D@N-term; missed R-N@2 0.0818 1656.9160 553.3126 1656.8342 553.2853 3 46.51
Oxidation(F)@10
iITRAQ4plex@N-term;
8 14.4 gg;YS'PV'EDAAQS' ITRAQ4pIeX(K)@4; missed K-Y@4 -1.0457 25353657  |846.1292 2536.4114 846.4777 3 40.71
ITRAQ4plex(K)@20
iTRAQ4plex@N-term; . .
3.22 30 IGGQEVAKF Deamidated(Q)@4; fr'“e;‘/;dg ;gg"em" cleaved F-E@C-term; | 5597 1236.7355 619.3750 1236.6958 610.3552 2 35,57
iITRAQ4plex(K)@8
iTRAQ4plex@N-term;
3.22 30 ILTLPIHQYLK TRAGAIOK) @11 -0.0036 1626.0077 543.0098 1626.0112 543.0110 3 34.91
iTRAQ4plex@N-term;
3.22 30 IYNSVSRVR Oxidation(Y)@2; missed RV@7 -0.0199 1253.6650 627.8398 1253.6850 627.8498 2 30.31
Deami N)@3
3.22 30 LNSGT ITRAQ4plex@N-term cleaved A-L@N-term; cleaved T-D@C-term |0.0364 634.3772 635.3845 634.3408 635.3481 1 54.37
3.22 3.0 MDAIQAAILNFR 'gRAQ"p'eXGI’i;\‘C;%"“ -0.0117 1506.7869 754.4007 1506.7986 754.4066 2 35.20
iTRAQ4plex@N-term;
3.22 30 NIPYINLVEQWK TRAGAIOK(K)@12 cleaved I-N@N-term -0.0260 1803.9867 602.3362 1804.0127 602.3448 3 34.19
3.22 30 siGs ITRAQ4plex@N-term cleaved Q-S@N-term; cleaved S-K@C-term |0.0077 506.2899 507.2972 506.2822 507.2895 1 54.73
LIC12194
2 4.8 ALPNMTIIAP ITRAQ4plex@N-term; cleaved P-C@C-term 0.0079 1199.6785 600.8465 1199.6706 600.8426 2 32.15
Oxidation(P)@3
2 4.8 AVEDIAILR iTRAQ4plex@N-term cleaved L-A@N-term 0.0012 1142.6793 572.3469 1142.6781 572.3463 2 29.97
2 48 IGGLGSAI TRAQ4plex@N-term cleaved I.L@C-term 0.0262 8305246 416.2696 30,4984 416.2565 2 35.10
2 48 LMPLTLDWPHPIYIR _|ITRAQ4plex@N-term ~0.0061 2008.1030 670.3749 2008.1090 670.3769 3 37.46
2 4.8 VYIGS ITRAQ4plex@N-term cleaved V-V@N-term; cleaved S-D@C-term |0.0320 681.4139 682.4212 681.3819 682.3892 1 55.75
LIC12106
DPDTVNTLNRMAQEK |iTRAQ4plex@N-term; cleaved L-P@C-term; missed R-M@10;
2.07 17 LSRMDSEIL TRAGAIO(K)@1 miceod KL 15 miseed RM®18 0.0236 3063.5808 766.9025 3063.5573 766.8966 4 39.84
iTRAQ4plex@N-term;
iTRAQ4plex(K)@3; cleaved I-F@N-term; missed K-K@3;
2.07 17 FLKKYNPK TRAGHI(K) O, missod KY @4 0.1898 16132051  |404.3085 1613.0152 404.2611 4 53.47
iTRAQ4plex(K)@8
iTRAQ4plex@N-term;
2.07 17 IFLK TRAGAIO(K)@4 cleaved Y-I@N-term 0.0155 807.5617 404.7881 807.5462 404.7804 2 43.48
iTRAQ4plex@N-term;
2.07 17 VIDHVLDGIEMAK [ 8 B na -0.0164 1840.0208 614.3475 1840.0372 614.3530 3 36.00
No iTRAQ4plex@N-term;
2.07 17 NISGK TRAQAPENKBE 0.0105 661.3986 662.4059 661.3881 662.3954 1 55.90
2.07 17 SFKPSAEGR ITRAQ4plex@N-term; -0.0408 1265.6565 422.8928 1265.6972 422.9063 3 27.87

iTRAQ4plex(K)@3




LIC12082

iTRAQ4plex@N-term;

26.47 56.3 AWMPQQFENEANIK |10 o @ 0.0105 1993.0077 9975111 1992.9971 997.5058 2 33.07
Carbamyl@N-term;
17.63 317 DEAFEYAQR TRAGAIO(Y) @6 0.0012 1314.5974 658.3060 1314.5962 658.3054 2 37.98
iTRAQ4plex@N-term;
26.47 56.3 EEFI’TDGGVL:’&\/’&GVGTG ITRAQ4pIEX(T)@20; -0.0398 31606736 |791.1757 31607134 791.1856 4 37.94
ITRAQ4plex(K)@27
DSIIVEPTSGNTGIGLA |iTRAQ4plex@N-term;
26.47 56.3 LVAAVK TRAGAIOK(K) @23 -1.1366 2511.2991 838.1069 2512.4356 838.4858 3 53.52
No iTRAQ4plex@N-term;
17.63 317 FIPK TRAQIPeN (KB4 cleaved G-F@N-term 0.0319 647.4448 648.4520 647.4128 648.4201 1 59.36
iTRAQ4plex@N-term;
17.63 317 GMPGAIEK TRAGAMI(K)@E -0.0129 1089.5967 545.8056 1089.6096 545.8121 2 36.89
iTRAQ4plex@N-term;
26.47 56.3 IALSMIEDAEK TRAGAIO(K) @11 0.0016 1506.8224 754.4185 1506.8207 754.4176 2 33.80
iTRAQ4plex@N-term;
26.47 56.3 IHVETTAQEIAK TRAGHIO(K)@12 -0.0092 1626.9093 543.3104 1626.9185 543.3134 3 29.69
17.63 317 ILTFSYDTGER TRAQ4plex@N-term 20,0044 1444.7277 723.3711 1444.7320 723.3733 2 43.90
26.47 56.3 IMAAYGAEFELTPR _|ITRAQAplex@N-term 2.0421 1709.8304 855.9225 17118725 856.9435 2 57.65
iTRAQ4plex@N-term; .
26.47 56.3 KLPEIPEGSR TRAGAMI(K)@1 missed K-L@1 0.0015 1412.8246 471.9488 1412.8231 471.9483 3 39.45
iTRAQ4plex@N-term;
17.63 317 LENTK TRAGAM(K)@S 0.0010 909.5538 455.7841 909.5527 455.7836 2 39.34
26.47 56.3 LLLVMPESMSIER __|ITRAQ4plex@N-term 20,0132 1660.8883 8314514 1660.9014 31,4580 2 35.69
iTRAQ4plex@N-term;
26.47 56.3 NILETIGNTPHVK TRAGAIOK(K)@13 0.0005 1722.9877 575.3365 1722.9872 575.3363 3 40.20
26.47 56.3 NLHTNLLDGTIQI 'ETRAQ“"‘”(I‘%;“C;;'W; cleaved I-S@C-term 00213 1595.8854 532.9691 1595.8641 532.9620 3 31.99
iTRAQ4plex@N-term;
26.47 56.3 NLHTNLLDGTIQISK [0 B one -0.0086 1954.1006 652.3741 1954.1091 652.3770 3 33.18
NLHTNLLDGTIQISKDE|iTRAQ4plex@N-term;
26.47 56.3 AFEYAOR TRAGHIO(K)@1 0.0060 3063.5808 766.9025 3