
Table S2. Primers and probes used for qPCR

Gene Foward Reverse UPL
probe

ABCA12 cagaaagaaggcatgcatca ggggatttccaaatcagaact 48
ABCA8 ttggtcattttgtttctatgttgtc tttcgaagatactgaacgcaaa 5
ABCB11 cagccctctcattgggatt tccgtaaacttggacacactca 83
ABCB4 tgcgcttcagagatgttattct tgcagacagcttagctttagcat 50
ABCC1 actctcttgggcatcaccac gcatgatccctgaagactgaa 55
ABCC3 tgctctccttcatcaatcca tggggttggagataaacctg 89
ABCG1 agagaaagcagttctcacagttttt gaagctaaagctgccacctg 5
ABHD1 ctactgggcatgtgtgcttc ctccaggaaggccagaaact 83
ABHD13 ctgtccgcgagtctgagat gctattagccatctttcaacaaagt 89
ADAM11 cacctcctctcctcgcaata tggtagtagcagtggtctccag 41
ADAM15 gcctgaccctgtgtccaa gctggcccctgagacttc 64
ADAM2 tgtggtaatgcaaagctgga ccaataagggcacaatcctg 55
ADAM20 cctaaaggtcagccatgcac caaggtgtgaggcactgct 36
ADAM30 aacaaagcaattgtctgcctct tgcggatgttcacatggat 13
ADCY1 atcaggctgaggctggacta accttctccatgtcctctcg 13
ADCY6 tcttggcctggcaacttaac agaggaacagcagcacattg 9
ADCY7 ctgggcaacctcaccaag tccttccaggaacagctagg 59
ADCYAP1R1 gagctgatgggcttcaatg tccaacacgtgatgttgtcc 55
ADIPOR2 gggcattgcagccattat aggcccaaaaacactcctg 14
ADORA2B tacctggccatctgtgtcc gagtcaatccgatgccaaag 56
ADORA3 gggtcaagcttaccgtcaga atgacaccagccagcaaag 81
AGPAT2 agggtactcgcaacgacaat gtacaccacggggacgat 62
AGPAT4 gcacaagctctaccaggagaa gaaggtgcccgtcctgtag 63
AGTR1 acagtccaaaggctccacag tcacctgggtcgaatttgtt 82
AGTRAP atcgacgccataagcatgt atgctgatgtgcacgatgtc 49
ALOX5AP gtctgcggggctactttg tgcctcacaaacaagtacatca 18
AMIGO1 tgggctgagacacgtcct ggaaggccacaaggaagat 52
AMIGO2 gtgacagacacggacagacg tcttttccaccggctcag 75
ANKH catcgctgcgtgctatgt cgtggccgactcattctc 38
ANO4 tgactgggatttgatagactgg gcttcaaactggggtcgtat 35
ANO7 gctctgtggtgatcgtggt ggcacggtacaggatgataga 49
ANTXR1 tgggtcctactgaggaaagg gaccctggtgaagttgatgc 76
ANTXR2 atgaccgggtttctttgatg gagatggaactcgggagaagt 12
APOL1 agtctctgccaggggaagat aagcagctccctccatgtc 25
AQP4 ggaaattgggaaaaccattg gacatactcataaaggccaccag 17
AQP6 ccttgggatcaacgtggt agctgcagggtcagaagc 86
AQP9 gaacgcatttgcagatcaag tcaaaaatggcaaagacgatt 49
AREG cggagaatgcaaatatatagagcac caccgaaatattcttgctgaca 38
ARL6IP6 tgctcttcgccattcttctc caaattctcagcatgcaactct 69
ARSE cctcttcttgatcggggatt aacatgttgtctctctctctacttcct 12
ATP11C cagcctgttccctgagattc cagatgcccttctacagctca 2
ATP13A2 acccagcaagccttctacc ggtggacgtcgtcacaaga 75
ATP13A5 catcgggctttgctcaac gtggtcccggtaaccaaac 55
ATP1A4 tgcgaatgtacccactcaag cgaagatgagaatactgtagggaat 21
ATP6AP1 cctgctctgctgctcattc tgacctcatcgttgcctgt 76
ATP6V0C ttcgtttttcgccgtcat ccactgggatgatggacttc 76
ATP6V0E1 ctcactgtgcctctcattgtg caccaacatggtaatgataactcc 45



ATP8B3 aaggagctacgtgccaagg gctccatggtgaaaatctcc 25
ATP9B ccatgtctcctatcgtgcag gagccatgtttccgcact 11
BAI1 gcaaaccaagttctgcaacat ctccagctcgaccactcatt 86
BAI2 ggccctgcaacaattcag gagcacaggctccaggac 52
BAT5 tgccctggagaaacatgc gagatggaccagaatactgaagc 89
BMPR1B cgaatgtaataaagacctacacccta gtgtataggtccatcaacaaaatctc 16
BRI3 cctgccaactctatcgtggt aaggtgaagcagtcctccag 75
BSG gtcgtgctagtcctggaacc gacctctgtggcgctgtc 68
BTN3A1 tcagaggggaatgctaagagg caagtatggtgaccgaagaaga 6
C10orf111 gacagagttttgcccttgttg tggagtgagccaggttcg 19
C10orf57 agagaaagataaggaagatgagcaa gtgcctctatgcctgtgtga 43
C11orf10 ctcttcatgggctttggagt tcagtgaagccatctggttg 4
C13orf36 aagtcgcgtgtcctgacc gcacaacaaaacttgtttctcaa 62
C14orf147 cctggaagcagatgtcctg caatggaaaccagcatgga 62
C14orf165 actaggaccccaccagaggt attccttccagaaaaacacatactc 75
C19orf12 cggctgtcaagcactctg tgtcatccaggcacctaaca 37
C19orf15 ggtcaatgtggtgggttca aatgaacactggcaccatca 38
C19orf28 cgtcaccaacgaccatga caccacggtgaacgcata 39
C19orf56 aatgtaacccggccttgg caagcacaccacttcagctt 3
C1orf2 tgctattgtctgctgcatcc gtgggcctgagactgacc 7
C20orf103 ccacttcaaagacgcagtca tgaccaaggcagagaggtg 76
C20orf54 ctccatgttcctgcctaacag gtagcccccaaagcaggt 55
C22orf32 aagaaatggtgatgctctcagtt cttccccgagcctttctg 8
C2orf28 ggttctgatttcgtccctga cctggacattgggtgcat 20
C3orf57 ctaagccgcagggagataca tctcctctctgggttgctgt 14
C4orf34 tcaagtaaaatcaagctgggtaatc taggactgggactgccgtaa 29
C5AR1 ggagggaccttcgatcctc ggggtggtataattgaaggagtt 54
C5orf28 aaggattcatgactttgtaatggag gtgcagctctgacatcgaaa 55
C6orf129 aatctgggcgtcgctcta ggctgtggagtctggagttc 85
C6orf64 aaagcggttcctggtatgg ccatggtgtctctgatgtgc 23
C7orf42 tgaattttgtcccgagaagg aaaaacaaggagctgtggaatta 41
C9orf7 acacagtggcggagaaggt tgatgacgatgggaacgac 29
C9orf71 ccgtggccacagtagacag ccacctcaaggctctcttca 78
CA14 ggaatcttggttggctgtct ccacactctttcggttttcc 2
CACNA1C gaagctcagctccaacaggt ttcacttcataggtctcatcctga 27
CACNA1G aaagagaaggagtaaggagaagca aagcgggagtagtcggagtag 41
CACNG2 acccattccggattatgga ttgcttgcacagacctttga 62
CACNG8 cgacagcgcggagtatcta cagcaggatggcgctaag 60
CADM1 gagttaacatgtgaagccatcg cgactctcacccaagttacca 45
CADM2 ggcatatctcaccgttctgg gtcagctgcatcaagtcacc 9
CADM3 actcgacgaggccatcag gccaccactgtttcatcaga 50
CADM4 tagtgggcatggtctggtg tggcttcgtgggtcagata 29
CALHM2 gaggccacttggagagtcc gccttggtctgggctgtag 57
CATSPER1 cgagaaaaagtttgggaccat cagctgcaggtaatggaaca 18
CATSPER3 catcctcaagcttatcggcta cagaggccacggtgtagact 37
CATSPER4 gggacaacagcaacgaataac agtggcagctggtcattctc 6
CAV1 acagcccagggaaacctc gatgggaacggtgtagagatg 42
CCDC108 aagaacagcggagtggtgtc cagagctccacgtcaatcc 12
CCDC109B caggacctacaaaatgaagataagg gctgaaatcatgttgccatct 46
CCR5 ctaagctcaaggcgtgagga cacttccaacccaaatccac 12
CCR9 tttccccagacactgagagc catggtgggtcagtcagatg 40
CD151 ctgcgcctgtacttcatcct ttctccttgagctccgtgtt 67



CD163 ctggcgtgacatgttctgat ggctgcctccacctctaagt 50
CD164 cctccccttctacaacttcca ccaggacaattcctccaatg 71
CD248 ccactagacttggctctcagg tggtgtatccttggtcacga 38
CD27 tccaaacccttcgctgac tggcctccagcatctcac 30
CD274 ggcatccaagatacaaactcaa cagaagttccaatgctggatta 25
CD276 agctgtgaggaggagaatgc tgctgtcagagtgtttcagagg 7
CD300C agcgtgaccagaaaggaca gaagcggacattgctgaac 23
CD300E gggaggtgttgacccaaaat aggaccacgagcaggaagt 66
CD300LF gccaccacttggacaacag agcagcaatatggtgaagatga 51
CD320 ctgcgacagggacttgga gggtacatggctcaatcctg 63
CD37 tgggaatcctcatctccact tctacgacgtcccgcaag 78
CD40 gctatggttcgtctgcctct cagtgggtggttctggatg 45
CD44 caacaacacaaatggctggt ggtgtctgtctctttcatcttcatt 40
CD63 tgaaatgtgtgaagttcttgctc caatcagtcccactgcaca 18
CD7 ggcggtgatctccttcct aattcttatcccgccacga 23
CD72 ttcttcacatgcggctca agcagcttttctgatgcattatc 56
CD74 agcaaaagcccactgacg agcagggatgtggctgac 72
CD86 ggaatgctgctgtgcttatg tgttactcagtcccatagtgctgt 54
CD8B caggccagagacccagaa gaaaccagcagaaccaggac 40
CD9 ctgctgttcggatttaacttca gtcgaatcggagccatagtc 56
CD97 cgggaagagaccctcctg tcactcttccagaaggcaca 17
CD99 gcttaccagaaaaagaagctatgc attccggtggctctccat 10
CD99L2 acttggctgatgctttggat ggtcgtggtggttacatggt 69
CDH10 tgacacttttgtatgtgaaaatgc agggtcatctttgtctactgcac 37
CDH18 ggagccttaatcgctattcttct cgcctcagggtgataaaaag 2
CDH19 tcgtgaaatcagtgcttggt gcacatacagtgggatcgaa 5
CDH6 tcacagcccaagatccaga tctgtccatatctgtgtgtcgat 73
CDIPT gctgctcgcgctcttaat ggccaggttgaccaacag 22
CEACAM19 caagacgccaagatggagat tccagaggaccaggattgag 15
CEACAM3 tgtgtttcctgctccttgc tgctgctccttgaggtcac 89
CELSR3 gatcctcacacccatgtgc ctgcttgtgggcagaactt 8
CHIC1 tgaatttccctccgttctaaca cggccaatgctggtttta 57
CHIC2 ttcctgttaatgtacgttggctac ttctcaatcgatcttcgtgttc 5
CHL1 ccatcatgaaacaccaccag tgagaggcttgaacccttatg 50
CHRFAM7A gtggtgacggtgatcgtg gcaccagttcagaaggatgac 77
CHRM3 gcagaaatcacccgtcttct tggccactaatcagaacacaa 24
CHRNA1 tggtattctacctgcccacag cgatgaccagaaggaacaca 7
CHRNA10 gggccttctgcttctgttt cacggaacagcttgagagc 24
CHRNA3 tgaagtggaacccctctgac ggaaatccccaacagcatt 43
CHRNA6 aaaccagatcatggaaaccaa ggatcccagcgcaatttat 5
CHRNA9 ggccatgactgtatttcagcta ggccatcgtggctatgtagt 87
CHRNG tcacctacttccccttcgac ggtgctgtaagtctgggactg 32
CLCN4 ctgcctccattagaccctca gcttgatgtgtgcagcttg 15
CLCN7 ggctctgtgattgtggcttt gcacttgatctgggggatt 66
CLDN1 ccctatgaccccagtcaatg acctcccagaaggcagaga 66
CLDN16 tgctggagccacgttactaat cacatacacatcaacagcatacca 21
CLDN20 cagtgtctgcttgctcttcaa gcagtagagaaccaaataacaaagc 22
CLDN23 ttgcatcaatataattattgggtttt agtttgcatggcaaggagtt 18
CLDN9 agtggggtcccctttgat cagggttcccaacacctct 44
CLDND2 aatgcaaccacggcatct catgcacgccacagtcac 89
CLEC12B ttctcaagtcacagatctccagtc aggacatggattacatctgtggt 34
CLEC1B actcggaaaccagctctcg cagcagaatcaaagccatca 63



CLEC4F gcatttaccttttgaacccaac gataagctctcgcatttctgc 9
CLPTM1 cagaagcggacccagaaat tgggagatcacctccacag 30
CLPTM1L agcaccgtggtcatctttct tgccttcttcactttccaca 18
CMTM1 ggggaggtagccaacagc ctggccgtctgaaccagt 28
CMTM3 cttgtgctggcccatgat gatggagatagcaaagtagatgagg 4
CMTM8 aacaatgacctacaccaggattc aaggcactgccgttaaagc 37
CNGA3 ctggccaaatgcaacactaa tcgcatccttctttttcgtc 63
CNOT1 ggactttcatcacagcttcca gtccaagagcaccagttccta 27
CNTNAP4 tgtcctcaagacgctacttctg gcagacacaagaggatcatcac 33
COL17A1 gctgtgaacactggcgttt gtcatcgctctgcacacttg 70
COL25A1 gggacacagggaaagatgg ccctagaggacccatcaagc 2
COX8C gcactggagcttgcgttact tatcgcgtcaggtgagacaa 56
CPD aacaaatggagctagttggtataatg caatttgtttgtaaatagttccagtcc 79
CR2 ggtgtgccaacttgtatcaaaa ggttcccgttaggggtctta 10
CRHR1 agctccgtctcgtcaagg tctcgcagtgctggtcct 13
CRLS1 ccgaactcttccaacaccac ccttgctgatgaatgttggtt 59
CSF1R tctggtcctatggcatcctc tgccagggtagggattca 14
CSF3R gtccaagatcacaaagctggt ccgcactcctccagacttc 18
CSPG4 gagaggcagctgagatcagaa tgagaatacgatgtctgcaggt 78
CSPG5 tgcgacctcttcccaagtta tgtagtcctgcgtgttgcac 22
CUZD1 tcagaattatcttttcctatgtccag gcagacttgccctagcagag 67
CX3CR1 tctctggtaaagtctgagcagga gggaactgatccatggtgaa 83
CXADR atgaaaaggaagttcatcacgata aatgattactgccgatgtagctt 86
CXCR6 gcaaagcatctctgctggt gaacccatagtcttcatggtaatca 53
CXCR7 agaggctcctttctgcagtg gcactttgcaacaactgtgag 71
CXorf1 ggtcaacctgtgtgccttg ttgaagggtcatttccttactca 67
CYB561D1 cttggcgttctgcctctg agggagtgttcaggtgagaaga 41
CYBRD1 aactggcacccagtgctc cggcagtctgtagacgatga 37
CYYR1 gggtcttgcttccgaagtt cactgagcaaggcaatcatc 15
DAD1 tggattttcttcagatttgacact agttgttctgacacacagtgaactc 2
DAG1 tccagtggagatatcatcaaggt tcccagtgcagccaagat 12
DCAKD gattcgcaaggagatgatgaa agcagggggatatccagaat 69
DDR2 acctttggctggactctcct agagcattctgggaatcagg 14
DEGS2 gcgacttcgagtgggtctac ttgatggccgggtacttg 28
DLK1 gacggggagctctgtgatag catagaggccatcgtccag 68
DNAJC15 agattcagatagagtgccagcat tggaatgaacccaagatttgt 48
ECE2 tggaccaggtgttgagtgag gagaggcacctgctaagacc 78
ECEL1 accggctgctgtacaagg agcccatcctggtcaatg 64
EDA ccaagggtcagcaattcaag tgatgcgagaccagtcattg 39
EDA2R ccagcccttaactctaatgagg tgctgctgttgtggtatagga 61
EDNRB cttggagtctggacatctgaaa ctgcatgctgctacctgct 21
EFNB1 ctggccaagaacctggag caagcccttcccactcag 1
EGFR acacagaatctatacccaccagagt atcaactcccaaacggtcac 50
ELFN2 agccagtgtgaaggttaggg cagacaggagaggtggcaat 20
ELOVL6 gtttgaactgaggaagccattag cagttcgaagagcaccgaat 54
EMP3 tccgactccagctctgactt caccagcaagaggagtgaca 86
EMR2 tcatggcccactacgatgt cagccccatgtaggtgatg 63
ENG cttcctggagttcccaacg ggtgccattttgcttgga 80
ENTPD1 tgagatgatgaaaaagttctgtgc cctttactccagcgtaagatgttt 52
EPGN ccgtgactgtaacacctcca ttcaaggctatgggtccttc 26
EPHA10 aaggaactggatgcgaaaag cagcacagctccccaaac 25
EPHA2 ccagtgtcagcatcaaccag acgctaagcgaggtggtg 19



EPHA5 tctgatccacccacaatgg ttcattaacatttgagatggcatt 68
EPHA7 gaggatgatccagaagctgtctat ggtgctgtccaccttactgg 31
EPHA8 ccgctgtggtcaacatca cgctcttgacggatcacc 27
EPHB2 tgtctcagatgatgatggagga ccgcatcacctggatactgt 49
EPHB3 tgccaaggagtcccagtg aggtggtacggctgttgg 16
EPHB4 tttggctccttcgagctg ctggacactggccaagattt 73
ERBB2 tgctgtcctgttcaccactc tcatcctcatcatcttcacattg 67
ERBB3 cacaatgccgacctctcc cacgaggacatagcctgtca 86
ERMAP ggccactggaagttggag tccttccccatgcagaga 32
F2R taaccgccccagacacag ccctctctcctgacttctgc 13
F2RL2 ttatctagtttcacctttgccttctt gctgaagtgagctatgatcagg 41
F3 cagcccggtagagtgtatgg ccacagctccaatgatgtagaa 2
FAIM2 ccctagctgggcctatgtg gtggggaaaccgttgtcata 3
FAIM3 gcccagctacaaccacca tgtgagccatagtccagtgc 64
FAM174B gactccacagtattcgacatcaa accaactttccacaggatgc 64
FAM176B atcacgtcgcagggttgt gagcaactccatgtcccttc 24
FAM38A tggaccttggtgccatgt cagcttctctttcacaaactgg 18
FAM70B ctaccctctgccccttcag tgcaggtcctcagacgaag 48
FAT ccttctgacagcgactccat cagggatcaagatccaccac 33
FCGR1A tgggaaagcatcgctacac gcactggagctggaaatagc 18
FCGR1B cagctggaaatccacagagg gccagaggttctccttccat 67
FCGR3A agggggctttttgggagta ggttgacactgccaaacctt 9
FCGRT ggaaacctggagtggaagg tgcaggtaagcacggaaaa 3
FCRL2 tccagagcaaggtggtgaat gagacctgagggtgaggaca 47
FCRL5 agatggtgacactgaaagttgc agcctctcagggcctcac 62
FFAR3 tggggtctcaaagaagcagt gtgattgccggagaagtagg 77
FGFR2 cctgcggagacaggtaacag cggggtgttggagttcat 17
FGFR3 gcctcctcggagtccttg cgaagaccaactgctcctg 29
FIT1 cacggcaacttcttcaacataa caacacaaagccccctaaga 45
FLJ20674 caccgagctcctggtctact tcctgatgccatctgtgc 24
FLJ22222 aggagggtgccaacaagac caagacatcatccggaaaca 42
FLJ35773 agcaaggaacgaatggactg cagtccagggcaggtttc 73
FLJ40235 cacgatggaggcccaata tcatcgtgaaggcctgttc 47
FLJ46321 tattcgtcacccaccgaaa tttgaatgtcccacctttcc 21
FLT3 ctttaagcacagctccctgaa tgaccatggaaacaactcctc 5
FLVCR1 cccaaagaggtgtccacag ggtagcaaaaagccaactgc 61
FMR1NB ggatgctcatgctctccatt tgcaagcacaaaatatgaggac 18
FNDC3A tctgctgctactgtaaaaacgaa atttggggacatcattggaa 15
FNDC3B cccacttggtgaatggagat cacctggattaacttgaacgaga 62
FOLR1 ttccctgagagtacagatttctcc cctactacagccacccacact 68
FPR3 gtgtgggaagatggaaacca agggagcacctcctcagttt 6
FRAS1 agccaaacaaacacctaaaacac cagttacctctggctgattgc 18
FREM2 gacatccgattccaacaggt ggtacatttgggtgttcaagc 66
FRRS1 tcattggagtatgggaacagc aaatccattcccaggaacatc 59
FXYD1 agttcaaccagcagcagagg tcgctccaggtgtttctacc 58
FXYD3 tcagcctggtgaaccaca gacaggaaggctggcatct 26
FXYD5 ttcaggtcccgacacgag aggttggggttggagagg 19
FZD3 acagcaaagtgagcagctacc ctgtaactgcagggcgtgta 75
FZD7 gccagcttgtgcctaatagaa agccgggagaaactcacag 54
GABBR1 ggctcctggacagatatgga ggtcaaataagacttggagcaga 28
GABBR2 aagacctttgaaacactttgcac cccaaaagcggtcgtgta 85
GABRD acggtggagaacaagctca ggccacagtggaggtgat 89



GABRE tccagtcctcctaggcatctt cacttatgatttgagcacttctctg 65
GABRG3 aaaagatgctacgccagcaa tcagggtggtcatggtcag 9
GALR2 atggacatctgcaccttcgt gtaggtcaggccgagaacc 38
GDAP1L1 gcccatggatgcctacac tggcattggctaaatgtctg 46
GDPD2 cagggaggcaacagaacg ccgagacattatccttatgcaa 57
GDPD4 ggcggagagagactgaaaaag cattcttacttccactctgagtatctg 67
GGT7 acctgcagtccaacctcct tggcttccaggaactcaatc 6
GHSR accacaagcaaaccgtgaa aaatatcgccctacgtggaa 36
GJA8 ccgtgggacactccttgtat tgacggtggagtgctcatt 25
GJB1 tttatctgctctaccctggctatg aggggtagacgtcgcactt 28
GJB4 ttgtctgcaacaccaagca cggggaagaactcgtcatag 43
GJC3 caagaaagcaaccgatagcc tctttgtttttcctgggctaag 31
GLP1R cagcgctccctgactgag caggcgtattcatcgaaggt 10
GLP2R ttttcattcagttgacactgagc ttctccattggcaaaaccat 49
GNRHR cacgggtccttcatcagg gcaaatgcaaccgtcatttt 41
GPBAR1 caatacctgctcccaacagc ggcgtcatcttggtcctg 1
GPER gtgaaatccgcaaccatga ggaggtgtacctctgctgga 49
GPM6A tggaccttcgtcagtttgg tcaagaaattctcagagacagtacaaa 55
GPNMB aaacccaccccttctttagc tggcagttttcatcaggaatc 62
GPR101 ccagtcgtcgtaacagcaac cagctttgcactggtagcac 82
GPR107 aactcgctgttccattccag aagaccagtgtggccgttt 17
GPR123 acacagaccagccaccgta ctccgctgacgaggtaaaac 27
GPR128 ggaattagactaccggcaagag acaccattgggttctggaat 20
GPR142 gacctccgaataaggccatc tccttacgcagacactgagc 67
GPR148 gccatgctcccatacctg atggtaaagatggcctggtg 10
GPR160 ggaagatcatcagtcaaggaaga gaagacctgctgaaatacacatga 55
GPR171 ccaaacagctcatgcttctct cacattcaaaaccactccaaaa 45
GPR172A ggtggtcaaagagcttccag gggtcaccaccagcagac 21
GPR175 ctttggcacctgggagagta catcagggtacaggatctcca 9
GPR20 catgcagagctgagagctga agacacagagggcatgacg 19
GPR26 cttcgcgccctatgtgat ttgctgtacgccaagcac 56
GPR34 tcagtgtctagggaagcttgg catgcttcaaaattgcattaaagt 68
GPR45 cgcctacgtggtcacctt cacagcatgacgccaaag 49
GPR56 ccgtcggaggaaaatgact gcgaaagtcttccctgtgg 18
GPR61 tatggtgagacggtgacgag ctcttgtacccgattgtccag 10
GPR77 gctctcagtgccgacctct gctgaaccgtagaccacca 72
GPR78 gctttgccccgtatgtca caccgccttgctgtaggt 73
GPR82 cttccatggctttaccaatca tgtttccaaaaacaccaacaat 88
GPR84 tgctctttgggtgagttgaa acgatagcccagcacagact 2
GPR88 tttctggaccactgatgctg gcggtccatcctgacact 73
GPRC5C ccagccggaaagtacgagt ccaaggctttgtggatgg 36
GPSN2 ggagattctggacgcaaaga cttgatctccgcaatggtg 7
GRAMD2 ctcccgggacagtgtatatga tcttcttgctggaaggctgt 73
GRIA1 ctacacgctccacgtgattg catcttcattccagtaaccaatctt 89
GRID2 aaccctttccaagcagttca agggatcctgctgacgtg 81
GRIK1 caaagaggaaggaactgaaaaga tcagtgatattgctggacttgtct 56
GRIK2 cacctccgaaacccgatt acattagagcagcatcagtcgt 42
GRIN2B agcaatgggactgtctcacc aacatcatcacccatacgtcag 8
GRIN2C ctcggtgcccaactcatc ccgctgaagcagctgtagat 4
GRIN3A cagagatgcatgaatatatgagaagg gcgtctagtttctctggatcg 83
GRIN3B catggtcggggacaagac ggaagctcttcttgatgtacgc 17
GRM2 attggcggttcctacagtga tgggatctgaaatagcctcaa 58



GRM4 cacgtcaagaagtgcaccaa cgatcacaaactgcaccttc 15
GRPR cccgtggaagggaatataca gcggtacaggtagatgacatga 36
GSG1 caccaccagccaagagaga cccagtgagtagcaagtctgttag 69
GSG1L agcgataggagcatcagcat gaatgtacagcacctcggaga 5
GYPC gacgagaagccccaacag tggtggtagtatgcattgtgg 13
HAS2 ctccgggaccacacagac tcaggatacatagaaacctctcaca 73
HCN2 ctgatccgctacatccatca agattgcagatcctcatcacc 52
HCRTR2 gtgctcgtgaccatcacct gacagacacagacaccgacac 5
HEPACAM2 gtgtatgaagttattcagcacatcc tgtactgtttagcccatgaaagtt 3
HIGD2A aggaaaagttcgttcgcaag ctgagagcgctggctgtt 12
HLA-C atacctggagaacgggaagg tggcctcatggtcagagag 77
HLA-DPA1 ttggctttcctgctgagtct tacaaacgcggcataagttg 17
HLA-DPB1 ttactgatggtgctgctcaca ccgtccctggaaaaggtaat 37
HLA-DRA tcttcatcatcaagggattgc ttctctctaagaaacaccatcacct 84
HLA-G ctggagaacgggaaggagat gggtggcctcatagtcaaag 77
HM13 cacactcttggggctctacc ggacagcaggaggttgatgt 14
HRASLS2 tatgcacactgggccatcta ccagctccagcaatttcact 36
HRH2 atgggaggggatgctactg gaacataaaccagcaccaccta 24
HTR3A gccaccaagactgatgactg tcgggctcttctcgaagtc 5
HTR3C ccttcaccttcagttctttcctc cacacctccttgtccatgc 56
HTR4 cattaatggatccacacatgtactaa ggtctattgcagaagagcagga 78
HTR6 agcaggaaggccctgaag gagatgcagtcgcacacg 3
HTR7 gagagacctgagtttgtgctgag acagataccggtggcctctt 54
IFI27 ggtgaggtcagcttcacattc ggttaattccgtggcctaga 41
IFI6 ctgtgcccatctatcagcag gggctccgtcactagacctt 41
IFITM2 gtgcctgaccatgtcgtct cgccaaccatcttcctgt 27
IFITM3 cccctcttagccctcagc tgagggcggaacaaattc 12
IFNGR1 catgcagggtgtgagcag aacattagttggtgtaggcactga 57
IGSF1 gtggagctcgtggtgaca cccaggaaacaccacagg 76
IGSF11 gtgatttctgcatttccatctg ctgacacttccagggatgct 31
IGSF2 aaggcaactgaatcccaaga ggtcaccacattccacacg 71
IL12RB1 gctgaggggtgtctggag gccaatcagaaacctgcact 45
IL13RA1 tcctgatcctggcaagattt agatgtcgtacttcttccagtgc 54
IL17RE ctgctgtcaggtggctca ggaagactttttggatttctgc 10
IL1RAP cctctcagcttcccaagaaa gggcaagagtgaggcttcta 40
IL1RAPL1 gccagcgttctccttcataa caccaaacatacaagcagcaa 67
IL1RAPL2 acaaatctgaagatggtgtcaaag tgtcttgagatccactgacca 46
IL1RL2 gctggagtgtccacagcata gcgataagccctcctatcaa 24
IL23R ccatctctacagggcaccttac cgatcattcccaataaaagtcc 82
IL27RA ccccctccgagttacacc actgccacagtctgggtttt 21
IL5RA tcttgttaattctctcgcttatctgt ttgatattactttttggtgctgga 31
ITGA11 gaggctgacgtcctcttcac gttgggcttgacctcgtagt 66
ITGAL ccacagatggaagcattttg gtgttctggtcacacgttcg 26
ITGAV catgtcctccttatacaattttactgg gcagctacagaaaatccgaaa 46
ITGB1 cgatgccatcatgcaagt acaccagcagccgtgtaac 65
ITPRIPL1 tggacctggacacattagcc gcgcatctcctcactcattc 78
KCNB2 ggaatcccacagcccttt caggcatttccactgacaaa 40
KCNE3 ttcagttttgactgagtgatgtga caagattgggttgctgcac 64
KCNG3 ggatgaccggagcaggta cctatgcagatagcttcaattatcc 81
KCNH1 ggaggggagagagagtcagg agcagccggacaacttttag 66
KCNH7 tacggggaagtggaacaaag cagtggtcatttgggattca 1
KCNJ11 gagggccagtttcaggtct cgagcctcctcaggtcac 69



KCNJ12 ccactcagcaccattacatagaa cgatgctgtaggggttgg 1
KCNJ13 tgacccagcaaaagaactgag gacttaggagaggagcaataactttg 56
KCNJ8 cgctacccggagtctgag cagcttagccacctccctct 34
KCNK13 cacctgaacgaggacaacg cagcaggtagagcacgatga 84
KCNK16 aactctaccaaccccagcaa tgccaggttcccatatcct 74
KCNK18 cacacactggtccttcctga ggggtagatgtagccatagcc 84
KCNK9 gccggaagtccgtttagg gtgttcggctttggcagt 89
KCNMB3 caggtgtttgtgaacctcagc ttggtggcacttaggtgtgt 85
KCNN2 aaattcctgcaagctattcatca aaagtgtttgcttggtcattca 6
KCNN4 gcctgtgcactggagtcat cgtgcttctctgccttgtta 49
KCNQ1 ccacctcaacctcatggtg acagtgagggcttcccaat 17
KCNV1 aaagctgggcagacattcc aaatatagagattcccacggatagaa 68
KCNV2 ttcactaccatcccccactc ctgggtacatgtctccgtagc 77
KIAA0319L gagcacctcagcaccatacc ggcagggttatctggacact 67
KIAA1715 tctgctggagcagctgtaac tgagctgcagttcgctga 85
KIAA2013 gcggagctgcttcaagac tgtgggtgtcagtgatcttctt 17
KIR2DL5A gaaccaagctccaaaactgg agcagcagcaatgaaggag 35
KIRREL ccgatactttctcccaaggtaa gagtagttgagcagcacacagg 36
KIRREL2 ttcacgaggtcctgaagaaga ttggtctccagagtcccttc 27
KLB accacggccatctacatgat cgtatttcatctaaccttattgcttg 30
KLRC2 tgatggccactgtgttaaaaa cgttcttgtattcggggaaa 1
KLRF1 tgcccaaacatctcaacttaca aataccattcacggttccaga 48
LAPTM4A cacctatttgccaagaatcaaag aacaggaggcagctggagt 79
LAPTM4B actccattcaggaatacatacgg atgacatcatctctgtagggaaaa 16
LCT atgccaaaatgaggcaagtc ttttggctcaatggtctgc 29
LDLR gatgtcaatgggggcaac tcgttgatgatatctgtccaaaat 88
LEPR gaaagcactttgcaattgagg tgggatgaatagatggaatatcag 68
LGR5 acctgaaagcccttcattca caggtgttcacagggtttga 60
LHFPL5 caacacggccacagtctataag cagccaatcattaggcctgt 71
LIFR ttgcaagaccattatcaactcc tgtgcaatgcagtcagtcct 33
LILRB4 agggtcagtcccccacag ggaagaggaggagggagaga 58
LMF1 atgtgggccatgtctggta aggaagatccccaggaacc 33
LNPEP ggagcccttcaccaatgat ctggttcttcctcaaacatgc 24
LPAR4 tcttatcgaattttggagcctaat caatccaggggcacaaat 17
LPAR5 cctgctggctaacctcgtc gccagcgtgctgttgtag 4
LPCAT3 accaggaaagataccaaacagc ggtagaaaaggcccagactca 15
LPHN2 gctcggtgtgtggagaaaa cccagcttcatcaaaaccat 80
LPPR2 catcatcccctgctttgtct ggtaagcaagcaggatcacaa 3
LRCH4 gaggaaccagctcagtacgc agactgggattcgggagac 2
LRIT3 tctgacagctcgccagttaat gcctgtcaagctcattatgga 6
LRRC24 aagtcctgcgcctcacag tgcacacatgatcttcctgtc 20
LRRC26 ctgcgcaacctctcattg tgtcctgcaggctgagtg 1
LRRC4 aagacatgcccaatctcacc tggttccctgacatctcca 19
LRRC55 ctgcagatcggtggcaat cagccagctgagaatctgc 5
LRRC59 cctcagcgacctgaatgag gatggtggcctttggaag 17
LRRN1 gaagacttttgtatttttgactttgct tgaaatatccacccgtcctct 53
LRRTM4 gacagccgcactgtgtcat gctgcgtaattaaatggaaacc 77
LTBR ctgcccccagagatgtca tggcaaggagcagaaagaa 59
LY6K aacccaaggaggtgcaaat gcttcgcaaccatgaaaaa 21
M6PR cagtttcccacgacacgat tgccacagccaggagtagta 65
MAG actgagtgccccaggaga gagaatagctcaggtccagctct 3
MALL tgtttggattttacaaaagatttga agtggtcccgtggtacagg 80



MAMDC4 cccaaccatgcctctgtc agggctcctgcagtggtt 72
MBOAT2 tctggtgaaaatggaaaagaaga gcttctgaacaaccgcagta 21
MC1R actccgtctgctccaatgac agagctggcagcaaagatg 89
MC3R actcggagagcaaaatggtc aggagcatcatggcgaag 9
MC4R ttggaggaaataactgagacgac cagtgtccccctgaattgat 79
MCHR2 tggttggcaacatcctcat agaaaaggcattccaactatgtg 5
MCOLN3 tgcttctgtggatggatcg gagaccatgttcagagaacgaa 57
MFSD11 cggcattggagaaattttagg ctggatttctaccaaaacgattg 40
MFSD3 tttgtgctcacctacaagctg ccaactcgggagcagaaac 2
MFSD8 aacaggagccgctcttagg tgctcttcagtctctaaaatgtcc 38
MICA ggcatcttcccttttgcac ggacagcaccgtgaggttat 24
MMP14 ctgtcaggaatgaggatctgaa aggggtcactggaatgctc 37
MMP15 acggtcgttttgtctttttca gtcagcggctgtgggtag 1
MPZ tatcctggctgtgctgctc tgtcggtgtaaaccacgatg 56
MRC2 aacttccgggacagtctgg ttacagggactgtcgttcca 57
MRGPRD ggcaacagcatggtgatct gatgcagaaggggttcctg 3
MRGPRF atggctggaaactgctcct ccccggctgtagagttcc 37
MRGPRX3 tctgagatgtggggagtgc ttcaggagatgcctacaggag 70
MS4A1 aacaaaatctctactttgatggaactt gcaaggcctactgctgagtt 60
MS4A10 gagctgcagtcccaggtc tgtggcttctgctttcattg 42
MS4A13 cgaaactccttggaaccttg tgattttctctttaacctttggtga 4
MS4A3 ccagtgactcagagcttcacc tgagctttacgagcaggctta 2
MS4A4A aaaaattaaaaggagagagattcgag gttccattccttgcatggtt 74
MS4A5 atccattctggggctctgtt tctgtggtttttcttttcactgc 50
MS4A7 cctacccctcccacttcaat agggatccagtaatgccaaa 31
MST1R tgagtattgccctgattctctg ctgaaggtgggtcgcact 16
MTUS1 tgggatcgtacagcctttgt gacagcggcattaccagttt 48
MUC16 cagcactcctgggacctc ggccagcagccataattg 58
MUC17 ggggtgaacatcacaaagcta gtgtgtacttggttcttaggaggac 22
MUPCDH tcagtaccacggggctgt gatgatgggctggttgatg 73
MXRA8 ggaaagtcaaaggggaagga ccctctccttcaggatgttg 5
NAALADL2 ctaacacgtctttgcaaggtaaaa tggcttgaaggtcatcattg 1
NCAM1 agtttctctgcaggtggatattg tggcatctcctgccactt 20
NCLN gtgagtgactggctgattgc tgacgatggtgggaaggt 23
NCR1 gactagagagcgagccagca aagagtctgtgtgttcagccttc 8
NCR2 ccgtcagattctatctggtggt gagtccagggggtctgtgt 13
NDFIP2 ttcatgctggcatttttcat aaatccgcagatagcaccat 11
NEO1 gcgaggaatgagaccaaaaa ggatgggcactaatcacagg 83
NETO1 gtaacgcacagacatgatcca cttggttgccccagacaa 88
NINJ1 accccagcagtaggacacc ctcacaggtatggcgactcc 27
NKAIN1 tcccggtacctcatcctgta aaatgcattccagccaacc 20
NKAIN3 gacgctgctcgctcatct ctggaaaccaaggaagtcaaa 34
NKAIN4 tgtataggcgggcaccat cccaggaagtcaaacacctg 15
NKPD1 gtctcatccgagccgtca tatcgcgggtaggggact 23
NLGN1 tgctgggggttcatgtgt tgagctattgctcgttgaaaaa 62
NLGN4X ggaccccaagagagtgacc tgaatgatggccttctgga 57
NLGN4Y aagaacgacgtcatgctcagt tggttggtttggatcacca 9
NMUR2 ttgtggaggagtggagtgaa ataatggggttgacagctgag 66
NOX4 gcttacctccgaggatcaca tctgcttttatccaacaatctcc 2
NOX5 cgtctgtgccggcttatc ccaattccagatacaacatgactg 64
NPAL2 tggcagttcctgatctatgtga caccatatgcttcattccttttc 2
NPDC1 gctctgtgtgcccaggat aggaagtcaatctcatcttccagt 23



NPFFR1 ctggtgggcatcttctgc ctcatcttgcatgtggcatt 77
NPFFR2 acgttagttgcaattgctgtaga gtgagctttggtttaaaagggtag 47
NPY5R gaagaaaggattgattcaagaaagac cactgcttttatagtcatcccaga 74
NRCAM agtgacactgagttttatggtgct tgcattgccttctggagtta 49
NRG2 ggcctactgcaagaccaaaa acatgttctgccggaggt 38
NRG4 ggggctttgttatgtgatacct cctgtatagttttcaacgcacct 23
NRM actgtatgtggcctgcactg acacagggcctttgggtat 9
NT5E attgatgaacgcaacaatgg tccaaagggcaatacagca 14
NTRK3 atgaggaacctgaggtcca cgggaaggcttattggattc 60
NTSR1 cctcatgttctgctacatctcg agtgcgttggtcaccatgt 86
NTSR2 gcctggtgagacataaagacg tacatgaccacgatggctct 75
OPALIN tgggccctctcttggatta tcacatggtctgtcactttcct 49
OPN1LW cgctatcatcatgctctgct agactctttctgctgctttgc 5
OPN1MW2 ggctacaccgtctccctgt gcagaccaccatccatctct 54
OPN4 ggctcggagagtgaggtg gtagagggaccgcccatt 16
OPN5 caaagaagtagctcatttcgacag tccagcacaaatcaacatcg 46
OPRD1 ttgtcatgttcggcatcg aaggccaggttgaagatgtaga 49
OPRK1 ccttgaaggcaaagatcatca tgcaaggagcactcaatgac 71
OPRM1 cggccaatacagtggatagaa gttagggcaacggagcagt 38
OPRS1 gctgacccaggtcgtctg ccactgcagctcctcgat 20
OR10A2 cctgagaaataacgaggtgaaga gagggctagggccttagaga 18
OR10A3 ccatgtacctgttcctcctga ttcaggcgtaatgactgcac 22
OR10G7 gccctggtcttttcatttacc tgtagaaaacggccacaacc 1
OR10G8 cctgaaactggcctgtgc gccactattccaacagtcacaa 30
OR10G9 ccagcactatttgtgtgatgc ccaatgtccacaaagatgacc 30
OR10H4 gtgactgtgcccatcttgtg caccatcatccccatgact 26
OR10J1 tttttgtaacctttggcatcac gccacatagcggtcatatcc 4
OR10J5 acctttgccacctgtgtctc gcttgaggtaggcaatggag 5
OR10K1 tgcttggtgtatttgccttg tgcggatgtaggagactagga 6
OR10K2 cacctcattattgtcactgtccac tggactgaggccttaagtagataaa 76
OR10P1 gtacttcttcctgcgccaac ggcacgatgtcagtggtgta 22
OR10R2 tggcttcttggcctctctta gattgactttgttggcgctac 75
OR10Z1 gggaccaggctatctcctatg cccatgaggcagaaaagaac 44
OR11A1 acacctccattggggactct agagttcaaagagaatggtcgaa 55
OR11H1 tcttgtcctgaaagctatgttgg cacagtgataccacagccaaa 14
OR11H12 ggtttcacttgtgagtggacaa ccctgttatagtcagtgcatatgttg 35
OR13D1 aatcctcctgggaaatagcc gggagtatggaggcgagaat 9
OR13G1 gctaacatcagaaaataccatttcata tcagctcccagagaccatgt 33
OR1C1 cctgtcagtggtggtgttgt gggatgaagggctgaaataga 76
OR1L4 tggagacaaagaattatagcagca ggaagatggcaaagagaggtt 88
OR1L6 ctacctgctggcctctatgg gcaatgccgtggtttcat 49
OR1N2 cacacgaactacaagggatgg aggaggaagtctgaaacagtgg 13
OR2B3P ttctggctgttatgtcctttga actacatagtggaggggtctgc 5
OR2H1 aattgcaaagacgaggtttca tggtgcctctgacttcctg 64
OR2H2 cgtggttgtcctcacttcct cattggagagtggagcttgg 18
OR2K2 agaaacaaggaagtcaaagatgct ttcgtgtgtttgatgcaatg 61
OR2M7 gtctggcagcaagtccattt cattcggagccaagcaat 76
OR2S2 cctgctgatgtacctcgtgat aggatggtcaccaggatgag 61
OR2T11 tgaccatgattggttctgagtt gccacgtagcagtcataggc 79
OR2T29 cctcatgggactcttcagaca gacaacgccttcaggaaaac 42
OR2T35 acgtcactctatgagaccctgat gaggatgtgcgtgtaggaca 40
OR2T5 ggccaacatcaccaggat tggatgtttggatcgtctga 47



OR2T6 tctatggggctgccttgtat tctttgattggggtgtggtaa 60
OR2W3 ccctcagaaacagagaggtga gctctctcttccccagaagc 48
OR2Z1 tgttgcaggctgttctaagc aggtggtgacagccttgtgt 82
OR4C46 ctcatagcttggaggcaagg agatgacaaccgtgatgtgg 39
OR4C6 tctaaagggcggcacaaa aagaacaatacaaccaccgtga 24
OR4F15 atctgcactcccccatgtat ggggctgtaattgagcaaaa 79
OR4F17 ggtatctgactcccaccttca gacagagacagatcaatgagtgaga 4
OR4K1 agtggcctgatatcattgagc catcggacaccgatcaaaat 72
OR4K17 tcctcataaccattaagaaccactc tgagcagtcaaagtggaacg 61
OR4S1 cggaagtgtggcctgcta agggtctgcaggatggaat 79
OR51G2 gctccccagttctctcacat cacaggccaatttcatcactt 22
OR51L1 gcttgctgtgttatggttgg ggatgaagaacagctgagca 50
OR51M1 cctcctcctgaaggcttttc ctggtgcaggcaaaatgag 55
OR51Q1 ggctatgtccgttgactgct gaggatggaggcataatgga 56
OR51V1 tcgagagatcagcttggattc gaaggacagaccatggatgaa 61
OR52A4 tcaaggcattgaatcaggagt tcagaggataacagatcgctaca 21
OR52B4 cctccatgaacccatgtacc cgtggagaggacaatgtctg 6
OR52D1 ggacaatgctcttcatgcac agagccaggtctgtgagtgag 6
OR52E4 atcaatgacacccacttctatcc agtgtccagtcctggtattccta 69
OR52E8 tgagcagagtctccatgagc gctgtagacaagcccaggtc 72
OR5AP2 aggccatttcttttcatggat actcagtccccaggaagga 44
OR5AU1 ctgtgcatcccacctcact gggcgcaggtacataaaaag 34
OR5C1 ggccccaagatgctagtg acaggctgtgtaagggatgg 74
OR5F1 tgaatattgtggggactctgc cccccgaatgcatagaaaa 55
OR5K4 acatctttctgggcaacctg tcttgggggtaacagcaca 18
OR5L1 ttgttttgcacttgtgtggtc aaagcggtcataggccatc 4
OR5M1 taatcacactggcaggcaac tgcaggtgggaattggtc 18
OR5P2 tgtgtgtcatagccgtctgc ctcagtggagcgcatcttc 9
OR5R1 tgatgacctccccttcttagc ccagcaaaggcaaatatcaga 15
OR5T3 gctggttgtgttggtcattg cactaagaaaataatacatggggttg 72
OR6B1 ctccctggcgaagatctactt ttgatgacattgggaccaca 51
OR6C3 attttcccaccccttatgct tgatcaatgacgttggaagc 65
OR6C68 ggttttcatctagaattctgtgactct tgtgtctgagcatggtattttca 76
OR6S1 ctcgtccctgtgcttggt cacagcaccctgcttacaga 76
OR7A17 ggggatgtattttgcagcag gagcaaaggatccccacaa 20
OR7A5 cagtcctatgtctgtctctaccttca gcaaaatacacaagtatgttcaggtc 63
OR7G2 gaagcgagaaaccaaacagc ctgcagttccggatcctcta 2
OR8B12 ctccttttgttgggtgccta gttcattatgcttcctgtgtgg 57
OR8B3 ttggcttgatcattcttttcg tcattagcattttgggagtgaa 82
OR8D1 cagcttgtccttcgtcgatt ttcaccagcattttgggagt 6
OR8D2 cccctaagatgctggtgaac tgcattccagaaaggagataatg 82
OR8K5 tgcacaggaaatagaattgttga caaaatcaacatgtaggacactaagac 63
OR9A2 ttggttctttgatccctacga agaggctgacgggatcttg 22
OR9A4 tctacgtgaaacccaagcaa ccatcagggaaactacccaat 27
OR9K2 gcccagagctccacattct ccctagaaggatcatggcata 4
OR9Q1 acttcccagcctcctgaact caataaggaggaactcggtca 53
ORAI1 ggacctcggctctgctct cggtgggtagtcgtggtc 22
ORMDL3 tcaccaacctcattcacaaca caaagggtgtccccttcac 4
OXER1 tgaaaaccccaggatgttgt aaagtgggatgattggcact 49
P2RX4 tctgtcaagacgtgtgaggtg agtgaagttttctgcagccttta 88
P2RY11 gggaactgggtagcagacac agttggcagggcaggact 73
P2RY13 tttgaaaatcatgaagggctt ttgcatcactgtggtgttca 47



P2RY2 agtgaggaacccgtgcag cctccaagctctggaacct 80
P2RY6 gcgaggcacttgctaactct gtgccattgtcccattcc 44
PANX3 gctgatgtccctggcatt gagaagcagctgatcggaga 82
PAQR4 cgaactgggcaacatctaca catggtcattggcaccag 3
PAQR7 ctttgccctgctgtgtgat aggaggtggctgagtttctg 76
PARL gagctcactgcggtcctaac cgcatttttgttgaataaagaagtt 17
PCDH12 ggaggagctcactgtggatt ctgatgcagcaaggacagc 14
PCDH21 tcaagattgacatcacagatgct ttgtccttggtctgtatcagga 46
PCDH9 tggaacaaatcattcctaactgc tctcatcacttatttggagacagc 48
PCDHB1 ttttatgcccaacttcccttt gagccagcctccatttttatc 59
PCDHB11 cgggagttttgtaggcaatc cgtgaggacagttctctcacct 45
PCDHB12 gggctctgaaactgggaac cctacaaagctcccgctct 9
PCDHB13 ggatgccaaagggaggac ccagtatctgaggctgtggttatt 55
PCDHB14 cctagaccaagactctggagaca gggaggttatcttgaatagagcaa 88
PCDHB3 cttgcttctctttgtttttctgg gccacagaatagcgtcttga 20
PCDHB6 ccaacccttcgaaataaacg aaatccaaagcctttctcagc 2
PCDHB7 agattccgggaacaatgga ttcaggatgaaggggacatc 58
PCDHB9 tacgcattgtggtcttggat ggagcctgggtctcatacag 61
PDCD1LG2 gagctgtggcaagtcctcat gcaattccaggctcaacatt 69
PDE3A aaagacaagcttgctattccaaa gtggaagaaactcgtctcaaca 79
PDPN aaatgtcgggaaggtactcg agggcacagagtcagaaacg 74
PERLD1 cacaaagtgcctcagttcca cggctcttgaaagaacagga 7
PGAP1 ggggttgatttatcatggaaag tggatagtcttgaagtcttaatgtcag 74
PGRMC2 tcgagaatgggaaatgcag ttgtgatccttggtatcttcttca 2
PIGP ttgtctaaagccccaggaaa taaaggcccacacgaggtaa 31
PIGX tgagttggcttcattacgagag cctctatatcaaaattttctgaaacca 34
PKDREJ ttgggagtgtagtgtagcatctg atcagtccaggaatcccaca 18
PLA2R1 gccggtgcagtacacaca gcaacacagccaccactgta 28
PLXDC1 agtggatggactatggctgtg tcctcatcctggaagtcctc 13
PLXNA1 cagtgatgtggctgtgtcg ctcacgggagttcctcca 68
PMP22 cctcaggaaatgtccaccac tggtggcctggacagact 9
PMP22CD tgttgccctgctctttgg ggtgaatttcatacccaggatt 69
PPAP2C cggcagcaggaagtctgt gcgtcaggatagcgaagg 58
PPYR1 caccctgtaagccgcaag ccttccaccaggagatgtagtt 72
PROM1 tccacagaaatttacctacattgg cagcagagagcagatgacca 83
PRPH2 tcctcatttggctcttcgag gattcctcggggttggac 42
PRTG aaaagctcatcttgccttatcaa gagggtgggatgaaatcttg 39
PSEN2 ggcgccatctctgtgtatg gggcagtttctaccagcatt 76
PSENEN ttccttgtcccagcctacac agctgagcgccagacatag 21
PTCH1 tctggagcagatttccaagg acccagtttaaataagagtctctgaaa 5
PTDSS1 taccactgggcaagcttca gcagaacagctctcttgatcttc 77
PTDSS2 ccattttccagacctcatcc gagaaacagctcgtagaccaca 21
PTGER1 atggtggtgtcgtgcatct cgctgcagggaggtagag 28
PTGES cgctgctggtcatcaaga cgtgtctcagggcatcct 49
PTGFR aaggcagatctcatcatttgg tttctctttcccattcaaaattattc 17
PTK7 gccgagagaagcccactatt gcgttgtctgtcacccact 32
PTPRA tacagaggccacacatggtc tgcaccaccttgtagcagaa 47
PTPRCAP acttctcgctcgacacagc atcccgagccctaaggtg 10
PTPRR caaacactatgcggagagca gatcattgtttcctgaaaagcac 38
PTPRU acacccatggctacagcac ctgctggcctcagtgacc 54
PTPRZ1 tctagtggttcttgtgggtattctc aagtgtgcagtctggaagca 65
PYCARD gggaccaagggtgtagtaagg actctggtctcccgactcc 67



RAMP1 tcacccagttccaggtagaca cagctccctgtagctcctga 43
RARRES3 ctcctcttggcttcgagatg aaggcggaaaatctcaatca 80
REEP3 gtagccgatcaaacagttgct ttgctcctttggtatagggaga 46
REEP6 cctggtcaccgaagtgct gatacaggcttagcagagtgacg 71
RGS9BP gtgtttgaacctcctttgcag cattccaggggataaataggatt 23
RHBDD2 tccgtgttcaagtacgtctca aggcaccgggttcagttt 26
RHBDD3 tctccgtccttgtctttcca acggtcaagggtggtcct 48
RHBDF1 accaggatcccagggtgt cgctgtttttggtgcagat 9
RHOT2 cgggaggagatccacaag cagtgggatccacttagttcg 49
RNASEK ttatggcgtcgctcctgt gacattgaaaaatattccgagca 73
RNF121 catcgcaaccttggtggt catctgaaagagggtcaccata 38
RNF130 tgtacctgtcctatgtgcaaactt acgttatcagtacatggcaaattc 81
RNF150 gtgggctccaacaccaac tggccacgatgtcttctaca 9
RNF167 gctctgtttggggctacctt caggcattgtctgggtgag 79
RNF19A cgttcttcatccattagttatagtcaa acatcgtggacatggcttta 50
RNF217 gccagcgaaattgagcat gttcgctggatgtggatctt 6
ROR1 tggtgcttcaccttggatg ccttggaatcctttgaatcg 33
ROR2 cccgattccaactctgaaag ggccttggacaatggtgat 36
RPN2 ggcagtgtgacgtttctgg tctggaactaatgtgctgttctct 3
RXFP2 cccatgaagaatctttctcaca cgtcaagggcatacatattcg 68
S100A10 gagttccctggatttttggaa cactggtccaggtccttcat 76
SAC agccctggatgaagtggag caaatgttcaggattttatggtga 38
SCAMP3 ttgacgtctacaacccttttga gggctggaggctcatagg 77
SCARB1 agctcccaagggctctgt ggctcacggtgtcctcag 4
SCN2A ggatttcacagtcattacttttgc tgctcggagaactctgaatg 61
SCN3B ggctgatccccctaagagtc ttctgagaccacagaggtgaag 19
SDC1 gctactaatttgccccctga gtgatatcttgcaaagcacctg 21
SDC3 tgaactggatgacctctactcg cgcatggctgtctcaatg 15
SDC4 ggcaggaatctgatgactttg ggccgatcatggagtcttc 21
SEMA6A tctgtggaactaatgccttcaa cccgaatggttccaatgtat 4
SEMA6B gtggtcctggccgttttt ggtcaaaggcgcagacag 89
SERINC1 gctcttgtgacgttgtggag gcacttccacacaaacatgg 45
SERINC2 tctgtgtctgcgtgtccatc ctgcagcagacccgagtt 56
SERP2 catttcagagcgcacaagc ccatggtcccacaggatatt 49
SEZ6 cgtctgcatcggtgagtg aagcctggagagacgatgc 77
SFT2D3 gataattctagatccggaatacctgt aataattcgagcttgtagaaatcca 31
SFTPC aaagaggtcctgatggagagc cagcagggaatgccaaat 24
SFXN4 agtatatttccacagattggacagg gatctcatttcatcaagcacctc 3
SIGLEC12 acttgaccatgactgtcttcca cgagccattcctcaaggtt 89
SIGLEC15 gatgctcacagcatggaaaa tgttgagcaagttctccgtagt 66
SIGLEC6 gctccctgcaaatctctctg ctcccaggacaccaccag 8
SILV gcaggttatctgggtcaacaa ctggggatacactggctgtc 36
SLAMF9 gcagcagtacaatctatgtgtctacc ccttccccagaactctcaaa 45
SLC10A2 tataggatgctgccctggag gcagtgtggagcatgtggt 16
SLC10A3 tggctttgtggtgagcatc cacgagctggatgtggagt 20
SLC10A4 gacggcgacatgaacctc tcaagacgagggccagaa 25
SLC12A7 ttgtaccacttgcgcatcag gcagatatgtcgttttcaacca 10
SLC12A9 tgtggatctaaccctctcacc acgtgttgggcttcatgc 84
SLC13A1 tcccagctaagacactgactaaaa tcagtggagagtaatcaaaagca 2
SLC14A1 acctggcaaacccacctc gactccaagataggccgtga 76
SLC14A2 ccccagcaatgtggaagtt ggggtcagacattccttcg 76
SLC15A3 gggcagcagctacacgat gaatcagcaccaccacaaca 36



SLC16A1 cctccataatgttggctgtca gacttccatatttattcaccaggatac 22
SLC16A4 ttcatccctacctttcacctg ctgactgaccgtctcaaggat 21
SLC17A4 ggcaatttaaacgtggctca cccatgtcggactgaacaa 1
SLC17A8 ggccacaacctctttttgtg ccatccaatgtactgcacca 20
SLC18A1 cagccttccaaagtctctcc atgttggcaaagcagatgg 83
SLC18A2 gggattctgcatcatgtttgt acctggcaatcagcagga 67
SLC19A2 tgggaggacattgagtcaaaa aaggagacggtctggcttg 25
SLC1A3 ttgaactgaacttcggacaaatta attccagctgccccaatact 5
SLC1A4 tttgcgacagcatttgctac gcacttcatcatagagggaagg 78
SLC1A7 cgcccaggtcaacaactac gctgcagtggctgtgatact 9
SLC20A1 gaattttattcttcctggttcgtg cgcaaaccattaggaactgg 88
SLC20A2 aatcggtaccaaaggtgtgc ggagatataaaccaagaagcaacaa 58
SLC22A10 ggtggcgtctgtacctttct atcaaccaccgagcagattc 83
SLC22A16 ggaggcaatgaatacttaaacctc gaaggtgtaggcgggaattt 79
SLC22A2 ctcccgctgatggttttc ttccctttagtttctggaagca 67
SLC23A3 atcccactgcctgttgttg tggagaatccagcagacaaa 64
SLC24A2 ttggaagcaacatttttgaca ggaatctgtgaatgacggtgt 36
SLC26A3 ctggatgacgagagggtgag cagaatcccaaaagccaact 70
SLC26A5 tgctggtcatattagcaactgg tcaggttgacaatcacaatgg 64
SLC26A7 tggaaacctagactcagagaaacc cactgtggtcactgagtttgc 84
SLC29A1 caagtccggatgctcactc ggttttccctggctgaca 40
SLC29A4 gcaggggctatggctacc gtcctttggggactcgttg 23
SLC2A1 ggttgtgccatactcatgacc cagataggacatccagggtagc 67
SLC2A7 ctccacccattccatcca tactggaaggctgagccaaa 19
SLC2A9 tcctgaaggagatgcagagg tggttcacttttcaggttttga 65
SLC30A3 atgttgcctctgcacacct gggagtagagccgggatg 41
SLC30A7 gatgctgatgctaggtggatt tggctgcaaaatcaatctgt 19
SLC33A1 tgccttctgattctaactgcaa ctcttctaccaatttcagtcctgtt 84
SLC35B2 ggccctgaaactgctcttc actctttcctgcagcacacc 1
SLC35B3 tgctgcaaattgattcctgt tgcaacattataacgctttcctt 63
SLC35E4 caagtcggttcagcaaagtg cgaggtggcgtaaagcag 63
SLC35F3 tcgatgtctgccctctacaag aaaaataaggcggcttctcc 63
SLC36A3 tgtttatggcagacaatttacaaca gcagatgttggaggtcacg 31
SLC37A4 gaccagtgactcccccaag gccatacgaggagaaaccaa 24
SLC38A10 ccatcttcggcatgtcct gctcatccaggctgtcgta 44
SLC38A2 cctatgaaatctgtacaaaagattgg ttgtgtacccaatccaaaacaa 9
SLC38A5 gagttgcggccacttcag tccattcatctttggatcctg 15
SLC38A7 gccaaactctctgagatggaa gaggactccgtagctgacca 20
SLC38A9 cccaaacataggagggatca gaatacaaaggccagtccaca 68
SLC39A14 tctctgccaactggatttttg cctcattcatctcagggaaca 65
SLC39A3 ccttgagctcccccatatc gtcacactgtggcctgaca 26
SLC39A6 actggccgttgggacttt ggtggtgacttgcatgagaa 9
SLC39A8 caattttccaacttattccagagg ggtaaaatccaccaaacacagc 8
SLC3A2 cccagaatgccgagatgata cacttgaggccaagagttga 64
SLC41A2 gaaatgacattggcatccaga tcaatgggtgaatccatcttc 86
SLC43A3 aaggagttcctttcagcgaag tccagaaggagcggagttc 29
SLC44A4 ctaccagagcgtgcaggag ccgcaggaagatgagcac 18
SLC45A3 gatcctgccctacacactgg gtgtcccctcggtatttgg 7
SLC5A12 acaggagtggtggtgtatgct cccagagatcaaacccagtc 37
SLC5A5 cctcaccagcacctacgagt actgcaaagtcccgcaga 41
SLC6A15 tgctaatagctagtgttgtgaatatgg ggatagctcagaaattcttcagatg 79
SLC6A16 agaagccttggggctagg ctgtcttcatctcacacagactctc 24



SLC7A14 catttatgccatggctggt ccactggtgtctctgtgtagga 72
SLC7A7 acactgccgtgagaacctg aggagaggaaacccttcacc 72
SLC8A1 aaaccatcgaagggactgc caattaccttgactgatattgttttga 39
SLC8A2 ggcgtgcactacgaggac tcgtcatcaactatcttcacctg 78
SLC9A10 ccacttctcacttgcacacc gttgtttttcacagtccatctga 63
SLC9A11 caatgggaataaattcatacgtga gggagggaaagaacacacaa 72
SLCO1B3 cggcctaaccttgacctatg tgagttgcaataagaaagtggtaca 59
SLCO2A1 caatgcccataggagcaaa cctccaacttccttgcttca 51
SLCO2B1 gcgaaaggtcttagcagtcac ccagggctctgcttagagg 72
SLCO6A1 cacccactgtggcaactaca gaaacaatgacacctcccaga 79
SLITRK1 gactgtggagagctgggaga ctttctgtcaaaaggggctct 71
SLITRK2 gattcagtcttctcctgatgtcg ccctggggtatctcgaagag 3
SLITRK3 cctatattgactccttatacacgacct cgttcgtggttgattacaaaac 63
SMO gcttccgggactatgtgcta agtcagggatgggctgct 44
SMPD2 attggcccagttcatccac catgttgaggtctccacacaa 8
SPACA1 ggtagaagaatgccgtggac gccaatctaacactttcaagacttt 5
SPEM1 ggcctcatcatctgcattaa ttgggagcttctttctcacaa 50
SPINT2 gattcctctgtcccaagtgc catatcgctggagtggtcttc 8
SPNS3 catgctggtttgcttcagac ccaaacacaggtgcagacag 27
SQLE catgagtctccggaaagcag acaacaccttcaataaactttgcat 53
SRD5A2L2 ttggaaacaggcaaatcaca tgggatgagacaacattacattg 33
SSPN tgctagtcagggacactcca agccaagataggccactaagc 23
SSTR3 gagaggggacagcagaatga tggtcagcagtcagctatttg 64
SSTR4 tgcgccaaccctattctcta agagaacccgctggaagg 55
STAB1 cttctccaacccctgctatg cccttgtagtctgggaagca 37
STEAP2 agagagatatttgtttctcaacatgg ttcttcctcattccaagagttttc 62
STEAP4 gattgggaaacttaaccgttacc agccacatatgaatcactgagc 30
STIM1 tctgcatgaccttcaggaaa gaccttctccacctccactg 63
STRA6 gctctggcctgactgtgtg ctgtccccagccaagaaat 23
STT3A tcgctttggacaggtttaca catttcggacacggtcaaa 65
STX8 agaggcttgggttttgatga aaggcctgcatcctgttct 84
SV2A agatcggcaggctcagaat agaagcaggagacacaggaca 36
SYNGR1 tcgccttctcctttttctcc atctggtaccgctggaagg 64
SYNGR2 ggtgacctgctcttctcagc gtccttcgggttggtgact 38
SYT10 cgaaaaccaataacgcactg ggatccttgactatcaaaactgg 67
SYT2 atctctcccgcctccttc tcctggttcctcttgaaaatgt 6
TACSTD2 cgcaaaggagacgtttatcc ctggtgtgtgcgcaaaag 8
TAPT1 actttgccttgctatggctta cccttcaaaatgtcacacacc 41
TARP gacaattgttcaaaagatgcaaa gatgatggcaaaatagaccaca 15
TAS2R38 taatggcagcttgtccctct gctctcctcaacttggcatt 46
TAS2R40 tttccaggctcttgctacaga caattcggaatagcagactgaa 67
TAS2R7 ttgcctactatttgtcctttctca gctaattccgtctctggcata 10
TBXA2R ctcagctcctggggatcat ctgtctgggcgatgaagac 49
TEDDM1 cctcatcttcctcctgttgg ggccattacctttaccaagga 30
TESSP5 gacgcagtgttgggtgact gggtcagcatggagttgg 36
TFRC tgagaaaacaatgcaaaatgtga cccagttgctgtcctgatataga 61
TGFBR2 caccgcacgttcagaagtc tggatgggcagtcctattaca 43
TLR3 agttgtcatcgaatcaaattaaagag aatcttccaattgcgtgaaaa 80
TM4SF1 tttctggcatcgtaggaggt ccagcccaatgaagacaaat 51
TM4SF19 tctgattcttgacaccagatgc aggatacgggagcaagtcc 55
TM4SF5 cctcctgctggtacctaatgg aatccccggacacagtacc 79
TM7SF4 tgcatgcaaagctgcttaaa aggactggaagccagaaatg 7



TM9SF1 tggtacaagtctactgtcatccaca agctccacagagatggcact 4
TMBIM6 tgctggatttgcattcctta ctggggttgacagcaataca 37
TMC4 tcatctgcctcctgctcat actccgccagcagtgtct 26
TMC7 acttgctttctggcactggt tggtgtaatgtccgtaaaagagg 65
TMCO1 ggtcctggtttacaggacaga ttattgtttccttcttcttttccaa 8
TMED10 ttaatgattttgcctacatgaagaa gctgaagtataggacccgagtg 35
TMED3 gggttctctgtacctgaggaaa caccgagggtgagcagat 81
TMEM101 tacatcgggggctacgtc actgtgcgcgagtacatacg 41
TMEM104 acgcctaccgcatctacttg tggacgtcaaagaaggtgaa 63
TMEM106B tggtccacttgatatgaaacaaa tgatggatatcagagtacagaaatca 6
TMEM109 agtcgcacgtgaaggatagc tccccatggtgaactgatg 75
TMEM116 ggtccaagattaagataatcagcag cttgaggtcaggcattcagg 64
TMEM132A cctgcttcggcacaactt agccccttcttcaccttgat 75
TMEM134 cagaagaaccgccgagtg cgctggagacacctggag 3
TMEM138 cagaactgctccaaaagactcc tgaagaggactgcaatatcctg 42
TMEM139 cgcctgtgtgcactttctc cagtaagtgcattggcaccat 1
TMEM147 cgagtacaacgccttctgg agtggccaagaacagcatct 19
TMEM158 gccctttcccctctattgc tcattttctgccatgaatctagg 12
TMEM160 gtgtccgagctggatcgt aaccaggagaggaaggctgt 36
TMEM164 tgctcaacccctgtcacc gatagctccccgacatgga 2
TMEM168 cccatggtacaggagagtgg tctataagtgtgtcaaggcgtagtg 39
TMEM174 tcacggacggtggaaatc gaggagagaagcaggcaca 11
TMEM18 cgccttctctgtcagctctt ggctcagtccagtccgtct 89
TMEM182 ggggaggctcatatattgctg gcctggacccagatgacata 9
TMEM184B gtggtgaagccactcatgg gaggtagccactggtgacg 65
TMEM190 tgacatgttgggctgtgg tcccatatgtcaccctcaca 18
TMEM195 tcagctggtgttctgtctcg tcccaaggcaaattgaaca 14
TMEM198 gtgacagctgagggggact gccttttctccttgcgatct 74
TMEM205 ggctcagctcacattctgg agcgtaaggctcaggaacag 20
TMEM206 gccgaagctctggtcagt gaccaactcctcactcagctc 51
TMEM209 ggttgtccagagctacagatagg ttgtgttcaaagtcggaatga 37
TMEM211 ccaaggagaagcagtgttcc gacccacaatcatggcagta 59
TMEM219 agcatttgggtaacaatggtg cccacattccagctcttcac 21
TMEM27 ttgtggttacagacccttcaaa gcattgttgatccggttctt 4
TMEM31 caagaagaagaaatccaacagtca tgtgtctgctctttgtgttcg 67
TMEM35 ccgtaactattgtggccctct catagctcttgtaagcacgtttca 81
TMEM39A accttctttgcagactttggtt gactggaaggccaatagcac 75
TMEM45A aagaacagaaacagcaacaacaaa tctgaaattccccatgatcc 28
TMEM50A cagaatatgctcagggaatgc agtccttgtgggaatcatgc 3
TMEM53 cagcctgtggtgattctcttg gggctgtgtatcggattacg 83
TMEM55A cactccggaaatgtcactcc tggcaatggctgtatatgga 45
TMEM60 tcattcctttatgggccttg aaaaagacattatatccgagttctgtt 45
TMEM61 tccttcaccaccacaccttc ggctcccgtcacacatct 24
TMEM63B cagatgcagacaggcttcg ccccgtgcatagctgaag 51
TMEM64 ttcagaatgcagtgttttcgat gcagggtggtacccaagtaa 38
TMEM67 tttcagttttaaaggagaaaaccag ctccttctaaagtttgccacttg 38
TMEM77 ccatatagacccggctttacc cattgccccaaataagcatt 50
TMEM82 ccatctgctacacgctgct gtctgcacctggctctgc 63
TMEM85 tcattgagccccctgaga cgctgctttctcatgttcac 22
TMEM86B ggacgcttgcctcatctg aggggagagaagccgaag 10
TMEM88 gtcaccatgctgggcttc ccagtagggccgtgaaac 53
TMEM89 tgatctgccgcaagatactg agggtgtggtctgagattgg 49



TMEM92 agccaaatgtggtctcatcc ccaggaagatgatgacgaaga 2
TMEM93 gacctcccggcagtcttc gcgccggacacactactta 86
TMEM95 tttcctgcttctgggtgttc gcgtcttcacaagccacttt 10
TMPRSS11F ggagccagcctcatcagtaa caatccattgagttgggtcttt 46
TMPRSS4 cgaggagcactgtgtcaaga agtgtggatcggtccttgg 59
TMPRSS5 gctctgctccctgcactc gtggctgatccctcacttg 11
TMPRSS6 gccagtggacgatccaga gatcctctcggcgtaggg 75
TMPRSS9 catcatcaacgccaggtg ttcgtcgggtcttggaact 84
TMTC3 ccgacttcaagcaggcttac gcttcctttgctttaagaggttt 82
TNF cagcctcttctccttcctgat gccagagggctgattagaga 29
TNFRSF10B tcagccttatcagtgtttaagatttg gagccaagatcgtaccgttg 19
TNFRSF12A gaccgcacagcgacttct cacgaaggtcaggctcaga 26
TNFRSF18 aggccagggggtacagtc aaggtttgcagtggccttc 47
TNFRSF19 ggagtgtgtgccttgtgga gcgatcttcacgaggttga 63
TNFRSF1A gagaggccatagctgtctgg gaggggtatattcccaccaac 59
TNFRSF8 tgtgtcccctacccaatctg tggtgtccttctcagccata 45
TNMD gccggaggtacccaaaaa ctggtcacaggatcaatttcc 86
TOR1AIP2 gatacactgaggaggcgactg ccaatttttgtgtttgttgtgg 11
TP53I13 ccaagagtgacctacacacgag caggggtggtagaggaaggt 30
TPBG cgctactctggtggaactca cctcttcgcctcttgttgg 70
TPTE tggatttgacctagacctcactt accgcacaacttccttgatt 8
TREM2 tctgagagcttcgaggatgc ggtgggaaggggatttctc 80
TREML1 ccccagattttgcacagagt actgccaatcttatgggtctct 6
TRPC3 ttcctggccattggctact aaaagggcttcgcagaattt 40
TRPM1 taactgccctgctgaaagga agccagtgccaagctcag 50
TRPM3 cggaccctctaccacaacc ctcgcctcaagggaatatca 3
TRPM5 agctggacacggtcatcct tgagctcatccagatagtcctg 76
TRPM6 aaagttcaattggagttgacaaga tggtctgagaaagcctcattaaa 75
TRPM8 ggtcctgtactcgctggtct caccccatttacgtaccactg 35
TRPV1 cagcagcgagacccctaa cctgcaggagtcggttca 22
TRPV2 cccctgctactgagaagctc gtcggtgttggcctgact 3
TRPV4 caacaacgacggcctctc ggatgatgtgctgaaagatcc 46
TSPAN1 ccctcgtgacgttcttcttc gcaacgtcaggaagtgctc 63
TSPAN10 tctgttccagcgtcaaggat ttctggcctgcagtttcct 55
TSPAN13 ccctcaacctgctttacacc aatcagcccgaagccaat 84
TSPAN17 gacgtccggctcaaactg agcctttggtgtggatgaag 24
TSPAN6 ttggagttgcttgcttcca ttgggttacactatctcatactggtt 34
TSPAN9 gttcctcttcaatttgatattctgg gagagccagatgcccactc 5
TUSC5 catcatgggcatcgtcatta cccagctccctgcttaagtt 49
TYROBP gagaccgagtcgccttatca ctgtgtgttgaggtcgctgt 1
UBIAD1 cacttggctcttatctactttgga gtctcccagagccacgtact 36
UNC50 gaccctgctttcttggtcct gtccagcacaaagccaaatc 21
UNC5A agcacagacgggagcagt cctgctgccttgagacatta 44
UNC93A accaacagcacccagagg atcatcaggacagccaggac 3
UNC93B1 gcactggtatcgccttgg taagccacgaggaggtaagc 19
UPK1A ggtagccagttttggtgtgg agcatgagcaccaggtacg 70
UPK2 gcataccaggtgacaaacctc tggattccatgttccttcg 72
UTS2R gtacgtctacgtggtcaacctg cacgatgaaggggatgct 62
VAMP1 gtgctgccaagctaaagagg agatggctcccagcatga 31
VAMP3 cgaagacttcagcagacacaa tgtccacgttaactcgcatt 77
VAMP5 agcgttcagaccaactcctg ccacgcagatccggtaac 14
VANGL1 ccctgttgggaaatgattctac tctctccccagttgtcatcc 6



VAPB tttgctccaactgacacttca ccataaggtcttccggttttg 38
VASN cgccaggaaagactgagg accctggagcacatcttctg 70
VLDLR ggagaagatgaagaaaactgtgg catcctggccattgcatac 80
VSIG4 cactgacatggatggctacct aagacaggcaggctctttcc 54
VSIG8 acaccgagcctagagacatga gttgatccgcacagcagac 25
WBP1 ggttcactgcttgaccttcg gcctggggccacagtataa 73
WBSCR28 acgaggctctcagtgctgtt acacccagtggttgaagagg 68
WFS1 cccaagtccctgcagaag atccagcgcgatgtagttct 89
XCR1 ctgggctcaagcaatctttc gcagggacgtttagagcatc 33
XKR6 tctggagtggtggggaagt tgagtcttgccacccaaac 27
XKRY gcatctggagaaaattcagttaaaa cctacccttctccatgagtgata 73
XKRY2 gcatctggagaaaattcagttaaaa cctacccttctccatgagtgata 73
YIF1B gcaatggctttcatcacctac aggaggtctggggagaacc 83
ZDHHC1 ggctttgggatccttgttc caaggtggccagcaaaga 51
ZDHHC12 gaatcacgctggtgctcttc caggagcaggaaggtgagg 24
ZDHHC16 gcctcagggcaaaatcag taacccagcagcagaaggag 13
ZDHHC19 cctgcaatggtgtccaaag gcagtggtggtcaaagtcct 38
ZDHHC20 cgcttgttggacagtgaatc tgcaaatgaaaattgaaaatacca 19
ZDHHC4 tgaaaattacccaaccaagagaa gcaccgaagccaggtaga 35
ZP1 gccacagggttccatcac gttgaagacacagcgcacat 11
ZP2 agtggaacgttgtcgtggat ggatggaaggtggtctggta 85
*RPL27 atgaaacctgggaaggtggt gtaggggcgatctgaggtg 20
*BCR ctatgagcgtgcagagtgga agctccacggatgtcagg 32
*Primers used for reference genes.


