Table S4. Surfaceome genes showing a restricted expression in normal
samples.
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SPNS3

SSTR3
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STRAG6
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Genes were considered restrictedly expressed if they were expressed in 5 or less normal
samples (excluding fetal brain, fetal liver, placenta, testis and brain) in at least two gPCR
experiments.

Gray represents samples expressed in at least 2 qPCRs experiments.



