
Figure S1: Plot of clusters from principal components analysis of 3867 controls and 911 cases. 
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Figure S2: Plot of clusters from principal components analysis of 3867 controls. 
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Figure S3: Plot of clusters from principal components analysis of 911 cases. 
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Figure S4: Q-Q plot including all SNPs 
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Figure S5: Q-Q plot after excluding all SNPs on chromosomes 1q31, 2q31, 3q25, 3q28, 4q27 
and 12q24. 
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