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Contig 0000187

Protein match
Q32PF2: ATP-citrate synthase (Evalue = 0.0)

P53585: Probable ATP-citrate synthase (Evalue = 0.0)

P53396: ATPcitrate synthase (Evalue = 0.0)

Q91V92: ATP-citrate synthase (Evalue = 0.0)

P16638: ATP-citrate synthase (Evalue = 0.0)

Q2TCH3: ATP-citrate synthase (Evalue = 0.0)

EST

Q8X097: Probable ATP-citrate synthase subunit | (Evalue = 0.0)
093988: ATP-citrate synthase subunit | (Evalue =0.0)
QI9PTW3: Probable ATP-citrate synthase subunit 1 (Evalue =0.0)
(054Y AO: Probable ATP-citrate synthase (Evalue = le-163)

Unisv:ﬂ 17.36.1 Uniseq 17.37.1

Free clusters Contig2159 Free clusters Contig2267




