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Aplysia [EID[LKTDTD DJL[S|s[Y]YAS|S[K . YEILSATQTRQVOHYSCCPEP. . . . . . YID|
Lymnaea [EISVDPTTE DDIS|E[Y|[F|SQY|SRFEILDVTQKKNSVTYSCCPEA. . . . . .YED
h a7 ISLDILQMQEA ID|I|S|G|Y|I|PN|GIE|. WDLVGIPGKRSERFYECCKEP. . . . YPD|
r a7 ISLDILQMQEA IDI|S|S|Y|I|PN|GIE|. WDLIMGIPGKRNEKFYECCKEP . . YPD
h_5HT3_A DINISLWRL DIRIS|VIE[MN QGIE| . WELLGVLPYFREFSMESSNY . . .YRE|
h_5HT3 B [DVD[LAFLRS DIK|KAF|LIND|SIE[. WELLSVSSTYSILQSSAGG. . .. .FAQ
h_Gly a1 DLIFEWQEQ QVADGLITLPQ . FITL|. . . . . KEEKDLRYCTKHY. .NTGKFTC|
h Gly B [DLR[FIWQSG VIQLEK IALPQ[. FDI|. . . . . KKEDIEYGNCTKYYKGTGYYTC|
h a2 = [KIDLEQMEQ DIL{KD|Y[WE S|GIE[. WA IVNATGTYNSKKYDCCAET

h a4 [KIDILVNMHS IDIQ|L|D[F|W|E S|GIE| . WVI[VDAVGTYNTRKYECCAETI. . .

h a3 KIDILVLIGS IN|L{KID|Y|W|E S|GIE| . WAL IKAPGYKHDIKYNCCEEI. . .
h_a6 EIDLLIIGS DMN DIF/WEN|S[E[. WE I]IDASGYKHDIKYNCCEET . . .

h a9 QVD|TFNALD DIL{SDF|I[ED|V[E[. WEVHGMPAVKNVISYGCCSEP. . .

h al0 QLDVRPRGA S|LIAD|F|V|E N| .WRVLGMPARRRVLTYGCCSEP. . .

h e EVEFTFAVDNDGK. .. TINKIDIDT, Y|TENGE .WAIDFCPGVIRRHHGGATDGPE. . .

h d EI|T|)SLKQDAKENRTYPVEWI I I/DP[ECIFT[ENGE . WEIVERPARVNVDPRAPLDSP. .S . . .

h g EIDLQLSQE.DGQ. .. TIEWIFIDPEAF|TENGE . WAIQHRPAKMLLDPAAPAQEA. .G. . .HQK
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Loop F Loop C

Supplementary Fig 1: Sequence variability within the LGIC family members.
Partial sequence alignment of loops F and C in A-AChBP with those in L-AChBP
and the LBD of selected human Cys-loop receptors. Residues within loop F that
interact with the BA derivatives and tropisetron (via a water molecule) are shown
with a gray background. Residues within loop C that interact with the BA derivatives
and tropisetron are indicated with a filled circle. Asterisk denotes the position of a
key residue in the sequence of rat versus human a7 to confer DMXBA selectivity.
Figure is drawn with ESPript (Gouet et al., 1999)



