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Supplementary Table 2. F test results. F values for the data sets that were fit to the double 
exponential equation. The F test comparison of fits was performed to determine whether the 
greater number of variables in the double exponential equation was responsible for the better 
fit compared with the single exponential equation (for details see section “Data analysis”). 
The F values corresponding to the 95 % and 99 % confidence levels are shown. If the F value 
for a given data set is greater than its 95 % confidence level, for example, it means that there 
is at most a 5% probability that the scatter in the data could result in a better fit to the simpler 
model (a single exponential); therefore, we can say with a 95 % confidence level that a double 
exponential results in a better fit of the data. This analysis was performed by using the 
software PRISM (GraphPad, San Diego). 
 

Wild type T7A1 promoter, 37°C, Template strand 
Tymine position  DFn   DFd F value  F value for 

P=0.05 (95%) 
F value for 

P=0.01 (99%)  
m12  2 63 21.029 3.143  4.959  
m10  2 63 28.168 3.143  4.959  
m6  2 63 33.012 3.143  4.959  
m4  2 62 45.060 3.145  4.965  
p1 2 60 49.261  3.150  4.977  

 
 
 
Table 2A. F test results for the fits to the time-resolved permanganate data on the template 
strand of the wild type T7A1 promoter at 37°C.  
 

27

27

DFd F value for 
P=0.01 (99%)

F value F value for 
P=0.05 (95%)

DFn  Tymine position

5.4883.35415.4112m4

16.244 5.4883.3542m12

Mutant T7A1 promoter (consensus -10 region), 37°C, Template strand

 
 
Table 2B. F test results for the fits to the time-resolved permanganate data on the template 
strand of the consensus-10 T7A1 mutant promoter at 37°C. 
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4.8093.08110.1091072p10-p13

94

76

118

103

80

83

98

146

97

99

68

74

DFd F value for 
P=0.01 (99%)

F value F value for 
P=0.05 (95%)

DFn  Nucleotide position

4.8383.09315.3702p14-p20

4.8963.1174.4902p7-p9

4.7903.07327.0512   p3-p6

4.8173.08518.4342  m2-p2

4.8813.1115,6872m5-m3

4.8703.10717.6342   m8-m6

4.8293.08942.7882   m12-m9

4.7543.05823.0972m19-m13

4.8313.09022.7072m23-m20

4.8263.08834.0432m34-m31

4.9323.13219.2592m45-m42

75.893 4.9043.1202m55-m53

Wild type T7A1 promoter, 37°C, Template strand

99

126

89

121

154

137

73

64

88

70

64

DFd F value for 
P=0.01 (99%)

F value F value for 
P=0.05 (95%)

DFn  Nucleotide position

4.8263.08813.6002p15-p20

4.7783.0684.8242   p7-p12

4.8523.09921.2352  p3-p6

4.7853.07122.4192m4-p2

4.7463.05532.9272   m12-m11, m9-m5

4,7633.06264.4072   m20-m14

4.9083.12212.7612m31-m27

4.9533.14014.3172m41-m38

4.8553.10015.4032m52-m48

4.9223.12860.4522m62-m58

17.884 4.9533.1402m73-m70

Wild type T7A1 promoter, 37°C, Non−template strand

 
 
Table 2C. F Test results for the fits to the time-resolved X-ray footprinting data of the wild 
type T7A1 promoter at 37°C. 
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4.7933.07418.6351162p10-p13

175

144

82

73

71

95

93

84

76

59

74

54

DFd F value for 
P=0.01 (99%)

F value F value for 
P=0.05 (95%)

DFn  Nucleotide position

4.7293.0488.1882p14-p20

4.7563.05934.0302p5-p9

4.8743.10813.9592   p2-p4

4.9083.12224.3332  m2-p1

4.9173.12631.3512m5-m3

4.8363.09219.9862   m9-m6

4.8413.09420.3682   m13-m10

4.8673.1054.6652m18-m14

4.8963.11715.3052m23-m20

4.9843.1537.3532m33-m31

4.9043.12017.8462m45-m42

12.555 5.0213.1862m55-m53

Mutant T7A1 promoter (consensus -10 region), 37°C, Template strand

4.9323.13229.175682m63-m58

4.7313.04929.9961722p14-p20

4.7763.06823.6871272p8-p13

144

142

157

54

49

53

108

145

137

149

51

DFd F value for 
P=0.01 (99%)

F value F value for 
P=0.05 (95%)

DFn  Nucleotide position

4.7563.05941.3552p3-p7

4.7583.06046.7232   m3-p2

4.7433.05448.8062  m9-m4

5.0213.16827.3342m12-m11

5.0663.1878.0682   m14-m13

5.0303.17217.0472   m16-m15

4.8073.08056.1272m20-m17

4.7553.05824.8962m31-m26

4.7633.06225.1882m42-m38

4.7503.05739.5912m53-m48

19.976 5.0473.1792m72-m68

Mutant T7A1 promoter (consensus -10 region), 37°C, Non−template strand

 
 
 
Table 2D. F Test results for the fits to the time-resolved X-ray footprinting data of the 
consensus-10 T7A1 mutant promoter at 37°C. 
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4.8293.08924.810982p3-p6

4.8293.08932.205982m6-m3

105

69

95

68

68

81

63

59

70

70

98

50

DFd F value for 
P=0.01 (99%)

F value F value for 
P=0.05 (95%)

DFn  Nucleotide position

4.8133.08318.9512m2-p2

4.9273.1308.0692m9-m7

4.8363.09231.0692   m17-m14

4.9323.13213.5542  m20-m18

4.9323.13218.4142m29-m27

4.8773.10923.4932   m32-m30,m26

4.9593.14316.8082   m41-m39

4.9843.1535.1862m43,m42,m38

4.9223.12824.6532m51-m49

4.9223.12815.1162m53,m52,m48

4.8293.08937.3772m63-m57

5.626 5.0573.1832m72-m70

Wild type T7A1 promoter, 20°C, Non−template strand

4.6993.03545.5962282p10-p17

253

163

130

76

219

101

159

77

160

DFd F value for 
P=0.01 (99%)

F value F value for 
P=0.05 (95%)

DFn  Nucleotide position

4.7903.07373.9472   p4-p9

4.7383.05140.5052  m2-p3

4.7723.06632.8542m5-m3

4.8963.11739.5882   m7-m6

4.7033.03785.7542   m15-m8

4.8223.08618.8172m18-m16

4.7413.05356.8962m23-m19

4.8923.11515.9072m34-m29

4.7403.05311.1322m46-m42

Wild type T7A1 promoter, 20°C, Template strand

 
 
Table 2E. F Test results for the fits to the time-resolved X-ray footprinting data of the wild 
type T7A1 promoter at 20°C. 
 
 
 


