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Supplemental Table 1: Deaminated peptides found outside the NXS/T motif
typically found with N-linked glycosylation.




Supplemental Figure 1
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Supplemental Figure 1. MS/MS data of BRCA1 peptide demonstrating the N-
linked glycosylation site (#=deaminated asparagines). The parent ion had a
measurement error less than 2 ppm.
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Supplemental Flgure 2A) The MS/MS data of keratin 18 peptide demonstrating the N-linked
glycosylation site outside the NXS/T motif (#=deaminated asparagines; *=oxidized
methionine). The MS/MS data had a Xcorr 5.071 and matched 44 out of 88 ions. B) The
MS/MS data of H2B Histone peptide demonstrating the N-linked glycosylation site outside the
NXS/T motif. The MS/MS data had a Xcorr = 4.5 and matched 22 out of 28 ions.



Supplemental figure 3
MCF-7 crude membrane ion map
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MDA-MB-453 crude membrane ion map

OZ0303MDAMELS3memb rane 0803 10183557 PagtMar: W00 22- 130275 ProchictMass 100-2000 NL:6B1ES Fmil

Prodretm

T T T T T T LAt s ) M L e A At A A At R R A M L L s A R ) B i R b
0 &00 Ton ;00 00 1o0a 1100 1200 1300
PaRItm.Z

MDA-MB-468 crude membrane ion map
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Supplemental Figure 3. Representative 2-D ion maps of MCF-7, MDA-MB-453,
and MDA-MB-468 crude membrane samples.



