Table S1. Description of 11 Small RNA libraries from bovine tissues

Small RNA Brain
Sequence type Cer Hyp Med
miRNA 1117 925 1087
miRNA not mapped to bovine genome 2 1 0
novel miRNA candidates 6 8 6
piRNA 0 1 2
miscRNA 0 0 0
sn/sno-RNA 0 0 0
rRNA 24 32 102
tRNA 7 13 20
MRNA 2 11 3
not annotated-mapped to bovine genome 2 3 6
not annotated-not mapped to bovine genome 2 6 6
Overall squences 1162 1000 1232
Other information

enriched small RNA used (ug) 25 20 20
clones sequenced 816 1032 1200
clones contained small RNAs 527 518 693
unique sequences 279 235 248

miRNAs include reported bovine miRNAs and orthologs of known miRNAs from other mammalian species.
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Tissues used for libraries construcation: abdominal subcutaneous fat (Asf); back subcutaneous fat (Bsf); rump subcutaneous fat (Rsf);
cerebellum (Cer); hypothalamus (Hyp); medulla (Med); longissimus dorsi muscle (LDM); kidney (Kid); liver (Liv); spleen (Spl); thymus (Thy).
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