acs

8
7 N correlation =0.99
o 6
=]
8 5 .
s 4 =@==Qacs-microarray
‘a §
§ 3 \ [ acs-gRT-PCR
g 2
5 \
:on o I\ T T 1
_1 D Alj
-2
Cvi01 Cv103 CV115 Cv1iie
3 X correlation =0.99
g 2 \
= /5\
e 1 \ == flgB-microarray
o
2 ol . X flgB-qRT-PCR
s
3 1
)
2 >_<
-3
Cvi01 Cv103 Cv115 CV11e
. lamB
correlation =0.78
L 4 o
®
5 ./\ —n ~f—lamB-microarray
§ lamB-qRT-PCR
o 2
()]
g1
O T T T 1

Cv101 Cv103 Cv115 Cviile




Supplementary Figure 4. gRT-PCR results for lamB, flgB, and acs. Mean expression

vectors for log2 ratios were plotted for the microarray and gRT-PCR vlues for each gene and the
Pearson correlation coefficient between techniques was calculated as in Larkin et al. 2005 [112].
The correlation coefficient for all three genes were high (0.78-0.99) indicating a strong

correspondence between microarray and gRT-PCR transcript measurements.



