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Supplemental Figure 2

FP-R1 = Monocyte derived DCs
FP-R2 = CD11b"* DCs

FP-R3 = CD11c" DCs

FP-R4 = CD11c™ DCs
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Supplemental Figure 3

FP-R1 = Monocyte derived DCs
FP-R2 = CD11b"*DCs

FP-R3 = CD11c" DCs

FP-R4 = CD11c™? DCs
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Supplemental Figure 4
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Supplemental Figure 5
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Supplemental Figure 6

E. coli Saline
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DC Subsets Markers Subset Total Percent Total Percent P
Numbers: Total DC: | Numbers: Total DC: | Value”
Saline Saline E. coli E. coli
Plasmacytoid CD11c'CDI11b LN-R1 347197 5.5% 982+716 5.8% 0.04
DCs B220"(Asselin-
Paturel et al., 2001;
Nakano et al., 2001)
CD8a' DCs CD11¢'CD11b'B220° | LN-R2 374£198 5.4% 1582+674 9.8% 0.0004
CDS8a(Vremec and
Shortman, 1997)
Langerhans CDI11¢’'CD11b™9B22 | LN-R3 3756+996 | 56.9% 6424+1616 41.6% 0.0019
cells/dermal 0CD8a’(Henri et al.,
DCs 2001; TIezzi et al.,
2006; Kamath et al.,
2002; Leon et al.,
2007)
Monocyte- CD11¢c'CD11b"B220 | LN-R4 23421 3% 771£350 4.8% 0.00007
derived DCs ‘CD8a’GR1"(Leon et
al., 2007)
CDI11b™ CD11c'CD11b™B220 | LN-R5 | 2170+893 | 31.9% 623842640 | 38.1% 0.0017
"CD8aGR1”°

“ p values comparing total numbers within each DC subset fromsaline and E. coli challenged

samples using Student’s T-test.
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Supplemental Figure 7

M Saline
O E. coli

-~ <)

24

12

AJH Jad s||8D +011. D Buisieasuel] jo Jaquunn

28]

(OB
£3
n W
O

~ 2

<

o

AJH Jad s||8D +011 D |euswnT jo JaquinN

o

24

12

Time (h)

Time (h)

Hm Saline

O E. jcoli

—l

r
L2
<

<

T
Lo
e

T
(3p)

T T T T T
N N 1O —- 1 o
N ~ o

ATH 4ad s|18D +q11.aD Buisiaasuel] jo jaquinN

]

Hm Saline

O E. coli

bl

T
o

T
o

T T T T
o~ [Te) ~ [Te) o
~ o

o N
AZH Jod s||19D +q11LAD [BUSWNT JO JSqUINN

O

24

12

Time (h)

Time (h)





